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i Paper IF Citations

172 UpdatesMonMgeneMeditingMandMitsMapplicationsbbMPlantiPhysiologyZM2022ZM 6.6 2

171 UsingMwRISPRaαillMforMorganMspecificMcellMeliminationMbyMcleavageMofMtandemMrepeatsbbMNaturei
CommunicationsZM2022ZMegZMeidf 17.4 0

170 VonM—enenMzuMwhromosomennMPflanzenzˆ…chtungMmitMwRISPRawuSbMBioSpektrumZM2021ZMfkZMjegajei 0.1

169 ZYPeMisMrequiredMforMobligateMcrossaoverMformationMandMcrossaoverMinterferenceMinbMProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZM2021ZMeelZM 11.5 21

168 NovelMwRISPRcwasMapplicationsMinMplantsnMfromMprimeMeditingMtoMchromosomeMengineeringbM
TransgeniciResearchZM2021ZMgdZMifmaihm 3.3 23

167 xifferentMfunctionalMrolesMofMRTRMcomplexMfactorsMinMxNuMrepairMandMmeiosisMinMurabidopsisMandM
tomatobMPlantiJournalZM2021ZMedjZMmjiamkk 6.9 3

166 xoubleMstrandMbreakMUxSvVMrepairMpathwaysMinMplantsMandMtheirMapplicationMinMgenomeMengineeringbM
BurleighiDoddsiSeriesiiniAgriculturaliScienceZM2021ZMfkajf 2 2

165 wRISPRawasamediatedMchromosomeMengineeringMforMcropMimprovementMandMsyntheticMbiologybM
NatureiPlantsZM2021ZMkZMijjaikg 11.5 11

164 wRISPRcwasamediatedMchromosomeMengineeringnMopeningMupMaMnewMavenueMforMplantMbreedingbM
JournaliofiExperimentaliBotanyZM2021ZMkfZMekkaelg 7 7

163 SophisticatedMwRISPRcwasMtoolsMforMfineatuningMplantMperformancebMJournaliofiPlantiPhysiologyZM2021
ZMfikZMeigggf 3.6 8

162 xifferentMxNuMrepairMpathwaysMareMinvolvedMinMsingleastrandMbreakainducedMgenomicMchangesMinM
plantsbMPlantiCellZM2021ZMggZMghihaghjm 11.6 1

161 TheMrepairMofMtopoisomeraseMfMcleavageMcomplexesMinMurabidopsisbMPlantiCellZM2021ZM 11.6 2

160 yfficientMgeneMtargetingMinMNicotianaMtabacumMusingMwRISPRcSawasmMandMtemperatureMtolerantM
ζbwasefabMPlantiBiotechnologyiJournalZM2021ZMemZMegehaegfh 11.6 12

159 NonahomologousMendMjoiningMasMkeyMtoMwRISPRcwasamediatedMplantMchromosomeMengineeringbMPlanti
PhysiologyZM2021ZM 6.6 1

158 ynhancingMinMplantaMgeneMtargetingMefficienciesMinMurabidopsisMusingMtemperatureatolerantM
wRISPRcζbwasefabMPlantiBiotechnologyiJournalZM2020ZMelZMfglfafglh 11.6 19

157 upplicationMofMwRISPRcwasamediatedMbaseMeditingMforMdirectedMproteinMevolutionMinMplantsbMSciencei
ChinaiLifeiSciencesZM2020ZMjgZMjegajej 8.5 4

156 yfficientM omologousMRecombinationaMediatedMinMPlantaM—eneMTargetingMbyMyggawellaSpecificM
yxpressionMofMStaphylococcusMaureusMwasmMfromMurabidopsisbMSpringeriProtocolsZM2020ZMfiagh 0.3
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155 unalyzingMSomaticMxNuMRepairMinMurabidopsisMMeioticMMutantsbMMethodsiiniMoleculariBiologyZM2020ZM
fdjeZMgimagjj 1.4 2

154 wRISPRawasmamediatedMinductionMofMheritableMchromosomalMtranslocationsMinMurabidopsisbMNaturei
PlantsZM2020ZMjZMjglajhi 11.5 53

153 yngineeringMwRISPRcζbwasefaMforMhighlyMefficientZMtemperatureatolerantMplantMgeneMeditingbMPlanti
BiotechnologyiJournalZM2020ZMelZMeeelaeefd 11.6 55

152 RepairMofMxNuaproteinMcrosslinksMinMplantsbMDNAiRepairZM2020ZMlkZMedfklk 4.3 5

151 xNuMrepairMmeetsMclimateMchangebMNatureiPlantsZM2020ZMjZMegmlaegmm 11.5

150 UsingMwRISPRcttζbwasefaMforMinMplantaM—eneMTargetingMinMubMthalianabMCurrentiProtocolsiiniPlanti
BiologyZM2020ZMiZMefdeek 2.8 3

149 whangingMlocalMrecombinationMpatternsMinMurabidopsisMbyMwRISPRcwasMmediatedMchromosomeM
engineeringbMNatureiCommunicationsZM2020ZMeeZMhhel 17.4 34

148 upplicationMofMuptamersMImprovesMwRISPRavasedMζiveMImagingMofMPlantMTelomeresbMFrontiersiiniPlanti
ScienceZM2020ZMeeZMefih 6.2 8

147 wRISPRcwasMbringsMplantMbiologyMandMbreedingMintoMtheMfastMlanebMCurrentiOpinioniiniBiotechnologyZM
2020ZMjeZMkaeh 11.4 64

146 zromMgeneMeditingMtoMgenomeMengineeringnMrestructuringMplantMchromosomesMviaMwRISPRcwasbM
ABIOTECHZM2020ZMeZMfeage 3.9 21

145 wRISPRM—uideMRNuMxesignM—uidelinesMforMyfficientM—enomeMyditingbMMethodsiiniMoleculariBiologyZM
2020ZMfejjZMggeaghf 1.4 6

144 ζiveawellMwRISPRMImagingMinMPlantMwellsMwithMaMTelomereaSpecificM—uideMRNubMMethodsiiniMoleculari
BiologyZM2020ZMfejjZMghgagij 1.4 2

143 xNuaMandMxNuaProteinawrosslinkMRepairMinMPlantsbMInternationaliJournaliofiMoleculariSciencesZM2019ZM
fdZM 6.3 10

142 wRISPRcwasamediatedMgeneMtargetingMinMplantsnMfinallyMaMturnMforMtheMbetterMforMhomologousM
recombinationbMPlantiCelliReportsZM2019ZMglZMhhgahig 5.1 79

141 unMurabidopsisMzuNwüMhelicaseMhomologueMisMrequiredMforMxNuMcrosslinkMrepairMandMrxNuMrepeatM
stabilitybMPLoSiGeneticsZM2019ZMeiZMeeddlekh 6 11

140 PlantMbreedingMatMtheMspeedMofMlightnMtheMpowerMofMwRISPRcwasMtoMgenerateMdirectedMgeneticM
diversityMatMmultipleMsitesbMBMCiPlantiBiologyZM2019ZMemZMekj 5.3 82

139 yfficientMinductionMofMheritableMinversionsMinMplantMgenomesMusingMtheMwRISPRcwasMsystembMPlanti
JournalZM2019ZMmlZMikkailm 6.9 50

138 InMplantaMgeneMtargetingMcanMbeMenhancedMbyMtheMuseMofMwRISPRcwasefabMPlantiJournalZM2019ZMeddZMedlgaedmh6.9 45

(2019-2020)
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137 TheMProteaseMWSSeuZMtheMyndonucleaseMMUSleZMandMtheMPhosphodiesteraseMTxPeMureMInvolvedMinM
IndependentMPathwaysMofMxNuaproteinMwrosslinkMRepairMinMPlantsbMPlantiCellZM2019ZMgeZMkkiakmd 11.6 18

136 xNuM elicasesMasMSafekeepersMofM—enomeMStabilityMinMPlantsbMGenesZM2019ZMedZM 4.2 4

135 xNuMvreakMRepairMinMPlantsMandMItsMupplicationMforM—enomeMyngineeringbMMethodsiiniMoleculari
BiologyZM2019ZMeljhZMfgkafjj 1.4 27

134 TheMwRISPRcwasMrevolutionMreachesMtheMRNuMworldnMwasegZMaMnewMSwissMurmyMknifeMforMplantM
biologistsbMPlantiJournalZM2018ZMmhZMkjkakki 6.9 61

133
TheMRecQalikeMhelicaseM RQeMisMinvolvedMinMxNuMcrosslinkMrepairMinMurabidopsisMinMaMcommonM
pathwayMwithMtheMzanconiManemiaaassociatedMnucleaseMzuNeMandMtheMpostreplicativeMrepairMuTPaseM
RuxiubMNewiPhytologistZM2018ZMfelZMehklaehmd

9.8 10

132 xasMwRISPRcwasaSystembMBiologieiiniUnsereriZeitZM2018ZMhlZMeddaedi 0.1 1

131 yfficientMinMplantaMgeneMtargetingMinMurabidopsisMusingMeggMcellaspecificMexpressionMofMtheMwasmM
nucleaseMofMStaphylococcusMaureusbMPlantiJournalZM2018ZMmhZMkgiakhj 6.9 82

130 vroadeningMtheMapplicabilityMofMwRISPRcwasmMinMplantsbMScienceiChinaiLifeiSciencesZM2018ZMjeZMefjaefk 8.5 5

129 TransformingMplantMbiologyMandMbreedingMwithMwRISPRcwasmZMwasefMandMwasegbMFEBSiLettersZM2018ZM
imfZMemihaemjk 3.8 50

128 upplicationMofMwRISPRcwasMtoMUnderstandMwisaMandMTransaRegulatoryMylementsMinMPlantsbMMethodsiini
MoleculariBiologyZM2018ZMelgdZMfgahd 1.4 15

127 TheMwRISPRcwasMrevolutionMcontinuesnMzromMefficientMgeneMeditingMforMcropMbreedingMtoMplantM
syntheticMbiologybMJournaliofiIntegrativeiPlantiBiologyZM2018ZMjdZMeefkaeeig 8.3 66

126 TheMtopoisomeraseMg˛–MzincafingerMdomainMTeMofMurabidopsisMthalianaMisMrequiredMforMtargetingMtheM
enzymeMactivityMtoM ollidayMjunctionalikeMxNuMrepairMintermediatesbMPLoSiGeneticsZM2018ZMehZMeeddkjkh 6 13

125 αnockingMoutMconsumerMconcernsMandMregulatorTsMrulesnMefficientMuseMofMwRISPRcwasM
ribonucleoproteinMcomplexesMforMgenomeMeditingMinMcerealsbMGenomeiBiologyZM2017ZMelZMhg 18.3 35

124 ζiveacellMwRISPRMimagingMinMplantsMrevealsMdynamicMtelomereMmovementsbMPlantiJournalZM2017ZMmeZMijiaikg6.9 81

123 wRISPRcwasaMediatedMInMPlantaM—eneMTargetingbMMethodsiiniMoleculariBiologyZM2017ZMejedZMgaee 1.4 5

122 upplyingMwRISPRcwasMforMgenomeMengineeringMinMplantsnMtheMbestMisMyetMtoMcomebMCurrentiOpinioniini
PlantiBiologyZM2017ZMgjZMeal 9.9 201

121
TheMxNuMtranslocaseMRuxiuMactsMindependentlyMofMtheMotherMmainMxNuMrepairMpathwaysZMandM
requiresMbothMitsMuTPaseMandMRIN—MdomainMforMactivityMinMurabidopsisMthalianabMPlantiJournalZM2017ZM
meZMkfiakhd

6.9 13

120 —enomeMyngineeringMmitMwRISPRcwasMâ��MRevolutionMinMderMPflanzenzˆ…chtungbMBioSpektrumZM2017ZM
fgZMeimaeje 0.1 3
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119
UseMofMtheMwasmMOrthologsMfromMStreptococcusMthermophilusMandMStaphylococcusMaureusMforM
Nona omologousMyndaüoiningMMediatedMSiteaSpecificMMutagenesisMinMurabidopsisMthalianabMMethodsi
iniMoleculariBiologyZM2017ZMejjmZMgjiagkj

1.4 6

118 yndogenousMsequenceMpatternsMpredisposeMtheMrepairMmodesMofMwRISPRcwasmainducedMxNuM
doubleastrandedMbreaksMinMurabidopsisMthalianabMPlantiJournalZM2017ZMmfZMikajk 6.9 24

117 TowardsMwRISPRcwasMcropsMaMbringingMtogetherMgenomicsMandMgenomeMeditingbMNewiPhytologistZM
2017ZMfejZMjlfajml 9.8 165

116 xevelopmentMofMvagaeζMasMaMtherapeuticMtargetMinMandrogenMreceptoradependentMprostateMcancerbM
ELifeZM2017ZMjZM 8.9 23

115 vreakingMxNuMinMplantsnMhowMIMalmostMmissedMmyMpersonalMbreakthroughbMPlantiBiotechnologyi
JournalZM2016ZMehZMhgkahd 11.6 4

114 utRuxiuMisMaMxNuMtranslocaseMharboringMaM IRuNMdomainMwhichMconfersMbindingMtoMbranchedMxNuM
structuresMandMisMrequiredMforMxNuMrepairMin´ vivobMPlantiJournalZM2016ZMllZMifeaigd 6.9 11

113 wRISPRcwasaMediatedMSiteaSpecificMMutagenesisMinMurabidopsisMthalianaMUsingMwasmMNucleasesMandM
PairedMNickasesbMMethodsiiniMoleculariBiologyZM2016ZMehjmZMeeeaff 1.4 17

112
RepairMofMadjacentMsingleastrandMbreaksMisMoftenMaccompaniedMbyMtheMformationMofMtandemMsequenceM
duplicationsMinMplantMgenomesbMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesi
ofiAmericaZM2016ZMeegZMkfjjake

11.5 45

111 RevolutionizingMplantMbiologynMmultipleMwaysMofMgenomeMengineeringMbyMwRISPRcwasbMPlantiMethodsZM
2016ZMefZMl 5.8 103

110 TheMRTRMwomplexMPartnerMRMIfMandMtheMxNuM elicaseMRTyζeMureMvothMIndependentlyMInvolvedMinM
PreservingMtheMStabilityMofMhiSMrxNuMRepeatsMinMurabidopsisMthalianabMPLoSiGeneticsZM2016ZMefZMeeddjgmh6 22

109 UsingMwRISPRcwasMinMthreeMdimensionsnMtowardsMsyntheticMplantMgenomesZMtranscriptomesMandM
epigenomesbMPlantiJournalZM2016ZMlkZMiaei 6.9 71

108  omologyabasedMdoubleastrandMbreakainducedMgenomeMengineeringMinMplantsbMPlantiCelliReportsZM
2016ZMgiZMehfmagl 5.1 70

107 TheMTranslesionMPolymeraseM˛¶M asMRolesMxependentMonMandMIndependentMofMtheMNucleaseMMUSleM
andMtheM elicaseMRywQhuMinMxNuMxamageMRepairMinMurabidopsisbMPlantiPhysiologyZM2015ZMejmZMfkelafm 6.6 13

106 xoubleaStrandMvreakMRepairMandMItsMupplicationMtoM—enomeMyngineeringMinMPlantsM2015ZMeafd 4

105  ighlyMefficientMheritableMplantMgenomeMengineeringMusingMwasmMorthologuesMfromMStreptococcusM
thermophilusMandMStaphylococcusMaureusbMPlantiJournalZM2015ZMlhZMefmiagdi 6.9 177

104 InvolvementMofMtheMwohesinMwofactorMPxSiMUSPOkjVMxuringMMeiosisMandMxNuMRepairMinMurabidopsisM
thalianabMFrontiersiiniPlantiScienceZM2015ZMjZMedgh 6.2 24

103 udvancesMinMNewMTechnologyMforMTargetedMModificationMofMPlantM—enomesM2015ZM 5

102 TheMnucleaseMzuNeMisMinvolvedMinMxNuMcrosslinkMrepairMinMurabidopsisMthalianaMindependentlyMofMtheM
nucleaseMMUSlebMNucleiciAcidsiResearchZM2015ZMhgZMgjigajj 20.1 13

(2015-2017)

5



101
M zeMplaysMzanconiManaemiaMcomplementationMgroupMMMproteinMUzuNwMVadependentMandM
zuNwMaindependentMrolesMinMxNuMrepairMandMhomologousMrecombinationMinMplantsbMPlantiJournalZM
2014ZMklZMlffagg

6.9 19

100 vothMwRISPRcwasabasedMnucleasesMandMnickasesMcanMbeMusedMefficientlyMforMgenomeMengineeringMinM
urabidopsisMthalianabMPlantiJournalZM2014ZMkmZMghlaim 6.9 475

99 SyntheticMnucleasesMforMgenomeMengineeringMinMplantsnMprospectsMforMaMbrightMfuturebMPlantiJournalZM
2014ZMklZMkfkahe 6.9 181

98 TheMwRISPRcwasMsystemMcanMbeMusedMasMnucleaseMforMinMplantaMgeneMtargetingMandMasMpairedMnickasesM
forMdirectedMmutagenesisMinMurabidopsisMresultingMinMheritableMprogenybMPlantiJournalZM2014ZMldZMeegmaid 6.9 258

97 xNuMrecombinationMinMsomaticMplantMcellsnMmechanismsMandMevolutionaryMconsequencesbM
ChromosomeiResearchZM2014ZMffZMemeafde 4.4 72

96 xNuMRepairMandMRecombinationMinMPlantsM2014ZMieamg 1

95 TheMurabidopsisMthalianaMhomologMofMtheMhelicaseMRTyζeMplaysMmultipleMrolesMinMpreservingMgenomeM
stabilitybMPlantiCellZM2014ZMfjZMhllmamdf 11.6 33

94 xefiningMtheMrolesMofMtheMNaterminalMregionMandMtheMhelicaseMactivityMofMRywQhuMinMxNuMrepairMandM
homologousMrecombinationMinMurabidopsisbMNucleiciAcidsiResearchZM2014ZMhfZMejlhamk 20.1 30

93 TheMRTRMcomplexMasMcaretakerMofMgenomeMstabilityMandMitsMuniqueMmeioticMfunctionMinMplantsbM
FrontiersiiniPlantiScienceZM2014ZMiZMgg 6.2 18

92 NucleusMandM—enomenMxNuMRecombinationMandMRepairM2014ZMeagk 1

91 xifferentMfunctionsMforMtheMdomainsMofMtheMurabidopsisMthalianaMRMIeMproteinMinMxNuMcrossalinkM
repairZMsomaticMandMmeioticMrecombinationbMNucleiciAcidsiResearchZM2013ZMheZMmghmajd 20.1 21

90 zorkMsensingMandMstrandMswitchingMcontrolMantagonisticMactivitiesMofMRecQMhelicasesbMNaturei
CommunicationsZM2013ZMhZMfdfh 17.4 45

89 —eneMtargetingMinMplantsnMfiMyearsMlaterbMInternationaliJournaliofiDevelopmentaliBiologyZM2013ZMikZMjfmagk1.9 126

88 TheMzanconiManemiaMorthologMzuNwMMensuresMorderedMhomologousMrecombinationMinMbothMsomaticM
andMmeioticMcellsMinMurabidopsisbMPlantiCellZM2012ZMfhZMehhlajh 11.6 77

87 MetalamediatedMxNuMassemblyMusingMtheMethynylMlinkedMterpyridineMligandbMOrganiciandi
BiomoleculariChemistryZM2012ZMedZMhjal 3.9 13

86 TheMrequirementMforMrecombinationMfactorsMdiffersMconsiderablyMbetweenMdifferentMpathwaysMofM
homologousMdoubleastrandMbreakMrepairMinMsomaticMplantMcellsbMPlantiJournalZM2012ZMkfZMkleamd 6.9 53

85 —eneMregulationMinMresponseMtoMxNuMdamagebMBiochimicaiEtiBiophysicaiActaixiGeneiRegulatoryi
MechanismsZM2012ZMelemZMeihaji 6 50

84 InMplantaMgeneMtargetingbMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaZM2012ZMedmZMkigiahd 11.5 155
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83 vRwufMisMaMmediatorMofMRuxieaMandMxMweafacilitatedMhomologousMrecombinationMinMurabidopsisM
thalianabMNewiPhytologistZM2012ZMemgZMgjhaki 9.8 45

82 InMplantaMsomaticMhomologousMrecombinationMassayMrevisitednMaMsuccessfulMandMversatileZMbutM
delicateMtoolbMPlantiCellZM2012ZMfhZMhgfhage 11.6 31

81  omologsMofMbreastMcancerMgenesMinMplantsbMFrontiersiiniPlantiScienceZM2011ZMfZMem 6.2 33

80 TheMRadidMgenesMofMdiploidMandMpolyploidMwheatMspeciesbMunalysisMofMhomologueMandMhomoeologueM
expressionMandMinteractionsMwithMMreeebMTheoreticaliandiAppliediGeneticsZM2011ZMeffZMfieajf 6 11

79 TheMroleMofMxNuMhelicasesMandMtheirMinteractionMpartnersMinMgenomeMstabilityMandMmeioticM
recombinationMinMplantsbMJournaliofiExperimentaliBotanyZM2011ZMjfZMeijiakm 7 56

78 vRwwgjuMisMepistaticMtoMvRwueMinMxNuMcrosslinkMrepairMandMhomologousMrecombinationMinM
urabidopsisMthalianabMNucleiciAcidsiResearchZM2011ZMgmZMehjaih 20.1 170

77 vreakingMnewsnMplantsMmutateMrightMonMtargetbMProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericaZM2010ZMedkZMeejikal 11.5 16

76 RuxiuZMRywQhuZMandMMUSleMhaveMspecificMfunctionsMinMhomologousMrecombinationMandMdefineM
differentMpathwaysMofMxNuMrepairMinMurabidopsisMthalianabMPlantiCellZM2010ZMffZMggelagd 11.6 77

75 PurificationMandMcharacterizationMofMRecQMhelicasesMofMplantsbMMethodsiiniMoleculariBiologyZM2010ZM
ilkZMemiafdm 1.4 10

74 uMSRSfMhomologMfromMurabidopsisMthalianaMdisruptsMrecombinogenicMxNuMintermediatesMandM
facilitatesMsingleMstrandMannealingbMNucleiciAcidsiResearchZM2009ZMgkZMkejgakj 20.1 19

73 TwoMdistinctMMUSleayMyeMcomplexesMfromMurabidopsisMprocessM ollidayMjunctionsbMPlantiPhysiologyZM
2009ZMeidZMedjfake 6.6 36

72 viochemicalMcharacterizationMofMutRywQgMrevealsMsignificantMdifferencesMrelativeMtoMotherMRecQM
helicasesbMPlantiPhysiologyZM2009ZMeieZMejilajj 6.6 17

71
TheMSTRUwTURuζMMuINTyNuNwyMOzMw ROMOSOMySMicjMcomplexMpromotesMsisterMchromatidM
alignmentMandMhomologousMrecombinationMafterMxNuMdamageMinMurabidopsisMthalianabMPlantiCellZM
2009ZMfeZMfjllamm

11.6 77

70 yffectsMofMnanosecondMpulsedMelectricMfieldMexposureMonMarabidopsisMthalianabMIEEEiTransactionsioni
DielectricsiandiElectricaliInsulationZM2009ZMejZMegffaegfl 2.3 67

69 utRywQfZMaMRecQMhelicaseMhomologueMfromMurabidopsisMthalianaZMisMableMtoMdisruptMvariousM
recombinogenicMxNuMstructuresMinMvitrobMPlantiJournalZM2008ZMiiZMgmkahdi 6.9 29

68 TopoisomeraseMgalphaMandMRMIeMsuppressMsomaticMcrossoversMandMareMessentialMforMresolutionMofM
meioticMrecombinationMintermediatesMinMurabidopsisMthalianabMPLoSiGeneticsZM2008ZMhZMeedddfli 6 70

67 uMhomologMofMScRuxiMisMinvolvedMinMxNuMrepairMandMhomologousMrecombinationMinMurabidopsisbM
PlantiPhysiologyZM2008ZMehjZMekljamj 6.6 41

66 utRywQfZMaMRecQMhelicaseMhomologueMfromMurabidopsisMthalianaZMisMableMtoMdisruptMvariousM
recombinogenicMxNuMstructuresMinMvitrobMPlantiJournalZM2008ZMiiZMgmkahdi 6.9 15

(2008-2012)
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65 TheMcatalyticallyMactiveMtyrosineMresiduesMofMbothMSPOeeaeMandMSPOeeafMareMrequiredMforMmeioticM
doubleastrandMbreakMinductionMinMurabidopsisbMPlantiCellZM2007ZMemZMgdmdam 11.6 95

64 uMhomologueMofMtheMbreastMcanceraassociatedMgeneMvuRxeMisMinvolvedMinMxNuMrepairMinMplantsbM
EMBOiJournalZM2007ZMfjZMfffkafffk 13 78

63 TwoMunlinkedMdoubleastrandMbreaksMcanMinduceMreciprocalMexchangesMinMplantMgenomesMviaM
homologousMrecombinationMandMnonhomologousMendMjoiningbMGeneticsZM2007ZMekiZMfeam 4 53

62
TwoMcloselyMrelatedMRecQMhelicasesMhaveMantagonisticMrolesMinMhomologousMrecombinationMandMxNuM
repairMinMurabidopsisMthalianabMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesi
ofiAmericaZM2007ZMedhZMellgjahe

11.5 115

61 TheMroleMofMutMUSleMinMxNuMrepairMandMitsMgeneticMinteractionMwithMtheMhelicaseMutRecQhubMNucleici
AcidsiResearchZM2006ZMghZMhhglahl 20.1 83

60 TheMRecQMgeneMfamilyMinMplantsbMJournaliofiPlantiPhysiologyZM2006ZMejgZMflkamj 3.6 59

59 uMhomologueMofMtheMbreastMcanceraassociatedMgeneMvuRxeMisMinvolvedMinMxNuMrepairMinMplantsbM
EMBOiJournalZM2006ZMfiZMhgfjagk 13 38

58 TheMrepairMofMdoubleastrandMbreaksMinMplantsnMmechanismsMandMconsequencesMforMgenomeMevolutionbM
JournaliofiExperimentaliBotanyZM2005ZMijZMeaeh 7 360

57 —reenMlightMforMgeneMtargetingMinMplantsbMProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaZM2005ZMedfZMeemjeaf 11.5 15

56 IntrachromosomalMhomologousMrecombinationMinMurabidopsisMthalianabMMethodsiiniMoleculariBiology
ZM2004ZMfjfZMfiagh 1.4 10

55 TheMRadekMhomologueMofMurabidopsisMisMinvolvedMinMtheMregulationMofMxNuMdamageMrepairMandM
homologousMrecombinationbMPlantiJournalZM2004ZMglZMmihajl 6.9 67

54 WhatMwomparativeM—enomicsMTellsMUsMuboutMtheMyvolutionMofMyukaryoticM—enesMInvolvedMinM
RecombinationbMCurrentiGenomicsZM2004ZMiZMedmaefe 2.6 8

53 MarkerafreeMtransgenicMplantsbMPlantiCellwiTissueiandiOrganiCultureZM2003ZMkhZMefgaegh 2.7 62

52 xifferencesMinMtheMprocessingMofMxNuMendsMinMurabidopsisMthalianaMandMtobacconMpossibleM
implicationsMforMgenomeMevolutionbMPlantiMoleculariBiologyZM2003ZMieZMifgage 4.6 36

51 xifferentMpathwaysMofMhomologousMrecombinationMareMusedMforMtheMrepairMofMdoubleastrandMbreaksM
withinMtandemlyMarrangedMsequencesMinMtheMplantMgenomebMPlantiJournalZM2003ZMgiZMjdhaef 6.9 83

50 TheMtranscriptionalMresponseMofMurabidopsisMtoMgenotoxicMstressMaMaMhighadensityMcolonyMarrayMstudyM
U xwuVbMPlantiJournalZM2003ZMgiZMkkealj 6.9 84

49 TowardsMtheMidealM—MPnMhomologousMrecombinationMandMmarkerMgeneMexcisionbMJournaliofiPlanti
PhysiologyZM2003ZMejdZMkhgaih 3.6 28

48 SomeMlikeMitMstickynMtargetingMofMtheMriceMgeneMWaxybMTrendsiiniPlantiScienceZM2003ZMlZMieag 13.1 43
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47
viochemicalMcharacterizationMofManMexonucleaseMfromMurabidopsisMthalianaMrevealsMsimilaritiesMtoMtheM
xNuMexonucleaseMofMtheMhumanMWernerMsyndromeMproteinbMJournaliofiBiologicaliChemistryZM2003ZM
fklZMhheflagl

5.4 21

46 unMarchaebacterialMtopoisomeraseMhomologMnotMpresentMinMotherMeukaryotesMisMindispensableMforM
cellMproliferationMofMplantsbMCurrentiBiologyZM2002ZMefZMeklkame 6.3 92

45 TheMroleMofMdoubleastrandMbreakainducedMallelicMhomologousMrecombinationMinMsomaticMplantMcellsbM
PlantiJournalZM2002ZMgfZMfkkalh 6.9 35

44 —eneMreplacementMbyMhomologousMrecombinationMinMplantsbMPlantiMoleculariBiologyZM2002ZMhlZMekgaelf 4.6 77

43 IntronMgainMandMlossMinMtheMevolutionMofMtheMconservedMeukaryoticMrecombinationMmachinerybMNucleici
AcidsiResearchZM2002ZMgdZMiekiale 20.1 34

42 yfficientMrepairMofMgenomicMdoubleastrandMbreaksMbyMhomologousMrecombinationMbetweenMdirectlyM
repeatedMsequencesMinMtheMplantMgenomebMPlantiCellZM2002ZMehZMeefeage 11.6 132

41 —eneMreplacementMbyMhomologousMrecombinationMinMplantsM2002ZMekgaelf 5

40 —eneMreplacementMbyMhomologousMrecombinationMinMplantsbMPlantiMoleculariBiologyZM2002ZMhlZMekgalf 4.6 37

39 yliminationMofMselectionMmarkersMfromMtransgenicMplantsbMCurrentiOpinioniiniBiotechnologyZM2001ZMefZMegmahg11.4 119

38 MolecularMcharacterizationMofMhomologuesMofMbothMsubunitsMuMUSPOeeVMandMvMofMtheMarchaebacterialM
topoisomeraseMjMinMplantsbMGeneZM2001ZMfkeZMleaj 3.8 86

37 ylevatedMUVavMradiationMreducesMgenomeMstabilityMinMplantsbMNatureZM2000ZMhdjZMmlaede 50.4 313

36 SpeciesaspecificMdoubleastrandMbreakMrepairMandMgenomeMevolutionMinMplantsbMEMBOiJournalZM2000ZM
emZMiijfaj 13 157

35 MolecularMcharacterisationMofMRecQMhomologuesMinMurabidopsisMthalianabMNucleiciAcidsiResearchZM
2000ZMflZMhfkialf 20.1 64

34 MolecularMcharacterisationMofMtwoMparalogousMSPOeeMhomologuesMinMurabidopsisMthalianabMNucleici
AcidsiResearchZM2000ZMflZMeihlaih 20.1 97

33
RecuMstimulatesMsisterMchromatidMexchangeMandMtheMfidelityMofMdoubleastrandMbreakMrepairZMbutMnotM
geneMtargetingZMinMplantsMtransformedMbyMugrobacteriumbMProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaZM2000ZMmkZMggilajg

11.5 50

32 UseMofMIaSceMIMtoMinduceMxNuMdoubleastrandMbreaksMinMNicotianabMMethodsiiniMoleculariBiologyZM1999ZM
eegZMhhkaie 1.4 11

31 —eneMtherapyMinMplantsbMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaZM1999ZMmjZMlgfeag 11.5 43

30 whromosomalMlocationMandMgeneticMmappingMofMtheMmismatchMrepairMgeneMhomologsMMS fZMMS gZM
andMMS jMinMryeMandMwheatbMGenomeZM1999ZMhfZMefiiak 2.4 12
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29 xoubleastrandMbreakainducedMrecombinationMbetweenMectopicMhomologousMsequencesMinMsomaticM
plantMcellsbMGeneticsZM1999ZMeifZMeekgale 4 77

28 UseMofMIaSceMIMtoMInduceMxNuMxoubleaStrandMvreaksMinMNicotianaM1999ZMhhkahie 5

27 waptureMofMgenomicMandMTaxNuMsequencesMduringMdoubleastrandMbreakMrepairMinMsomaticMplantMcellsbM
EMBOiJournalZM1998ZMekZMjdljami 13 283

26 RepairMofMgenomicMdoubleastrandMbreaksMinMsomaticMplantMcellsMbyMoneasidedMinvasionMofMhomologousM
sequencesbMPlantiJournalZM1998ZMegZMggeaggm 6.9 100

25 zromMcentiMorgansMtoMbaseMpairsnMhomologousMrecombinationMinMplantsbMTrendsiiniPlantiScienceZM
1996ZMeZMghdaghl 13.1 122

24
TwoMdifferentMbutMrelatedMmechanismsMareMusedMinMplantsMforMtheMrepairMofMgenomicMdoubleastrandM
breaksMbyMhomologousMrecombinationbMProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaZM1996ZMmgZMidiiajd

11.5 317

23 InductionMofMintrachromosomalMhomologousMrecombinationMinMwholeMplantsbMPlantiJournalZM1995ZMkZMfdgafed6.9 102

22 SomaticMintrachromosomalMhomologousMrecombinationMeventsMinMpopulationsMofMplantMsiblingsbM
PlantiMoleculariBiologyZM1995ZMflZMfleamf 4.6 68

21 yfficientMugrobacteriumamediatedMtransformationMofMurabidopsisMthalianaMusingMtheMbarMgeneMasM
selectableMmarkerbMPlantiCelliReportsZM1995ZMehZMhidah 5.1 25

20 IntrachromosomalMhomologousMrecombinationMinMwholeMplantsbbMEMBOiJournalZM1994ZMegZMhlhahlm 13 122

19  omologousMrecombinationMinMplantsbMExperientiaZM1994ZMidZMfkkaflh 22

18 ugrobacteriumMtumefaciensMtransfersMsingleastrandedMtransferredMxNuMUTaxNuVMintoMtheMplantMcellM
nucleusbMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZM1994ZMmeZMldddah11.5 119

17 SubstrateMSpecificityMofMPlantMRecombinasesMxeterminedMinMyxtrachromosomalMRecombinationM
SystemsM1994ZMefgaeii 8

16  omologousMrecombinationMinMplantMcellsMisMenhancedMbyMinMvivoMinductionMofMdoubleMstrandMbreaksM
intoMxNuMbyMaMsiteaspecificMendonucleasebMNucleiciAcidsiResearchZM1993ZMfeZMidghahd 20.1 227

15 yxtrachromosomalMhomologousMxNuMrecombinationMinMplantMcellsMisMfastMandMisMnotMaffectedMbyMwp—M
methylationbMMoleculariandiCellulariBiologyZM1992ZMefZMggkfam 4.8 30

14 TheMmechanismMofMextrachromosomalMhomologousMxNuMrecombinationMinMplantMcellsbMMoleculari
GeneticsiandiGenomicsZM1991ZMfgdZMeak 32

13 PrimaryMandMsecondaryMstructureMofMcitrusMviroidMIVMUwVdMIVVZMaMnewMchimericMviroidMpresentMinM
dwarfedMgrapefruitMinMIsraelbMNucleiciAcidsiResearchZM1991ZMemZMjjhd 20.1 38

12 uMtransientMassayMinMplantMcellsMrevealsMaMpositiveMcorrelationMbetweenMextrachromosomalM
recombinationMratesMandMlengthMofMhomologousMoverlapbMNucleiciAcidsiResearchZM1991ZMemZMfjmgakdd 20.1 53
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11 unalysisMofMunknownMxNuMsequencesMbyMpolymeraseMchainMreactionMUPwRVMusingMaMsingleMspecificM
primerMandMaMstandardizedMadaptorbMJournaliofiVirologicaliMethodsZM1991ZMgfZMeeiam 2.6 11

10 uMnewMstrainMofMpotatoMspindleMtuberMviroidMUPSTVdaNVMexhibitsMmajorMsequenceMdifferencesMasM
comparedMtoMallMotherMPSTVdMstrainsMsequencedMsoMfarbMPlantiMoleculariBiologyZM1990ZMeiZMidmaee 4.6 42

9 NucleotideMsequenceMandMsecondaryMstructureMofMappleMscarMskinMviroidMUuSSVdVMfromMwhinabMPlanti
MoleculariBiologyZM1990ZMehZMedjiak 4.6 18

8 NucleotideMsequenceMofMaMhopMstuntMviroidMU SVdVMisolateMfromMtheM—ermanMgrapevineMrootstockM
ivvMasMdeterminedMbyMPwRamediatedMsequenceManalysisbMNucleiciAcidsiResearchZM1989ZMekZMilhe 20.1 10

7 NucleotideMsequenceMofMaMhopMstuntMviroidMU SVdVMisolateMfromMgrapefruitMinMIsraelbMNucleiciAcidsi
ResearchZM1989ZMekZMefhk 20.1 13

6 SequenceManalysisMofMminuteMamountsMofMviroidMRNuMusingMtheMpolymeraseMchainMreactionMUPwRVbM
RapidMcommunicationbMArchivesiofiVirologyZM1989ZMedjZMggiahd 2.6 22

5 unMimprovedMprocedureMforMtheMrapidMoneastepacloningMofMfullalengthMviroidMcxNubMArchivesiofi
VirologyZM1988ZMedeZMegkahd 2.6 7

4 NucleotideMsequenceMofMtheMαoreanMstrainMofMhopMstuntMviroidMU SVVbMNucleiciAcidsiResearchZM1988ZM
ejZMlkdl 20.1 8

3 TheMmolecularMstructureMofMhopMlatentMviroidMU ζVVZMaMnewMviroidMoccurringMworldwideMinMhopsbM
NucleiciAcidsiResearchZM1988ZMejZMhemkafej 20.1 67

2 NucleotideMsequenceMofMaMhopMstuntMviroidMisolateMfromMtheM—ermanMgrapevineMcultivarMTRieslingTbM
NucleiciAcidsiResearchZM1988ZMejZMfkgd 20.1 17

1 MolecularMandMbiologicalMpropertiesMofMaMclonedMandMinfectiousMnewMsequenceMvariantMofMcucumberM
paleMfruitMviroidMUwPzVVbMNucleiciAcidsiResearchZM1988ZMejZMleke 20.1 10
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