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Characterization and whole genome sequences of the Rhodococcus bacteriophages RGL3 and RER2.
Archives of Virology, 2013, 158, 601-609.

Genome sequence and characterization of a Rhodococcus equi phage REQ1. Virus Genes, 2013, 46,
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Genome Sequences and Characterization of the Related Gordonia Phages GTES and GRU1 and Their Use
as Potential Biocontrol Agents. Applied and Environmental Microbiology, 2012, 78, 42-47.

Small but Sufficient: the Rhodococcus Phage RRH1 Has the Smallest Known Siphoviridae Genome at
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Isolation and complete genome sequence of a bacteriophage lysing Tetrasphaera jenkinsii, a
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Biochemistry, 2012, 429, 140-141. 2.4 12

An examination of the mechanisms for stable foam formation in activated sludge systems. Water
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sequences and can lead to false positives in fluorescence <i>in situ</i> hybridization (FISH). 3.8 23
Environmental Microbiology, 2011, 13, 33-47.

Characterization of the Genome of the Polyvalent Lytic Bacteriophage GTE2, Which Has Potential for
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Applied and Environmental Microbiology, 2011, 77, 3923-3929.

Prevention of Gordonia and Nocardia Stabilized Foam Formation by Using Bacteriophage GTE7. Applied
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Genome Sequence and Characterization of the <i>Tsukamurella</i> Bacteriophage TPA2. Applied and
Environmental Microbiology, 2011, 77, 1389-1398.

Primer fabrication using polymerase mediated oligonucleotide synthesis. BMC Genomics, 2009, 10, 344. 2.8 1

Extracting nucleic acids from activated sludge which reflect community population diversity.
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IMPROVED METHODS FOR THE ISOLATION OF CYANOBACTERIAL DNA FROM ENVIRONMENTAL 23 40
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FACS enrichment and identification of floc-associated alphaproteobacterial tetrad-forming
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Site-directed, Li%ase-lndependent Mutagenesis (SLIM) for highly efficient mutagenesis of plasmids
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Simple and Safe Method for Simultaneous Isolation of Microbial RNA and DNA from Problematic
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Coexpression of the subunits of T7 DNA polymerase from an artificial operon allows one-step

purification of active gp5/Trx complex. Protein Expression and Purification, 2006, 47, 264-272. 1.3 5

Mutation of Phe102 to Ser in the carboxyl terminal helix of Escherichia coli thioredoxin affects the
stability and processivity of T7 DNA polymerase. Proteins: Structure, Function and Bioinformatics,
2006, 64, 477-485.
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Enzyme-Free Cloning of PCR Products and Fusion Protein Expression. , 2002, 192, 125-132.

Detection of Toxigenicity by a Probe for the Microcystin Synthetase A Gene ( mcyA) of the
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Structural organization of microcystin biosynthesis in Microcystis aeruginosa PCC7806: an
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Optimized Rapid Amplification of cDNA Ends (RACE) for Mapping Bacterial mRNA Transcripts.
BioTechniques, 2000, 28, 448-456.
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An Improved Method for the Purification of Large DNA Fragments from Agarose Gels Using
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