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Bradyrhizobium lablabi sp. nov., isolated from effective nodules of Lablab purpureus and Arachis
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Technology, 2013, 131, 443-51
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regions of China. Systematic and Applied Microbiology, 2009, 32, 351-61

Diversity and structure of soil bacterial communities in the Fildes Region (maritime Antarctica) as
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Isolation, characterization, and selection of heavy metal-resistant and plant growth-promoting
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Plant Growth-Promoting Traits in Rhizobacteria of Heavy Metal-Resistant Plants and Their Effects
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o) the north of China. International Journal of Systematic and Evolutionary Microbiology, 2009, 59, 3006-11 2245
Genetic diversity of nodulating and non-nodulating rhizobia associated with wild soybean (Glycine
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Microbiology Letters, 2008, 286, 263-73
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Characterization of bacteria isolated from wild legumes in the north-western regions of China.

127" International Journal of Systematic and Evolutionary Microbiology, 1999, 49 Pt 4, 1457-69
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China. Systematic and Applied Microbiology, 2008, 31, 287-301

Interactions of plant growth-promoting rhizobacteria and soil factors in two leguminous plants.
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International Journal of Systematic and Evolutionary Microbiology, 2008, 58, 2646-53

Genetic diversity and community structure of rhizobia nodulating Sesbania cannabina in
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117 agricultural-forestry ecosystem. Plant and Soil, 2009, 314, 169-182 42 37

Microsymbionts of Phaseolus vulgaris in acid and alkaline soils of Mexico. Systematic and Applied
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International Journal of Systematic and Evolutionary Microbiology, 2013, 63, 2002-2007

Rhizobium acidisoli sp. nov., isolated from root nodules of Phaseolus vulgaris in acid soils.
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common host ranges. FEMS Microbiology Letters, 2008, 283, 203-9

Mesorhizobium silamurunense sp. nov., isolated from root nodules of Astragalus species.
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Diverse bacteria isolated from root nodules of Trifolium, Crotalaria and Mimosa grown in the
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99 with environmental factors. World Journal of Microbiology and Biotechnology, 2015, 31, 883-96 44 9
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Effects of growth stage and fulvic acid on the diversity and dynamics of endophytic bacterial
community in Stevia rebaudiana Bertoni leaves. Frontiers in Microbiology, 2015, 6, 867
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Fall and Midwinter in Beijing, China. Frontiers in Microbiology, 2018, 9, 1741
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3 Diverse rhizobia that nodulate two species of Kummerowia in China. Archives of Microbiology, 2007,
7 188, 495-507 S

Genetic diversity and distribution of rhizobia associated with the medicinal legumes Astragalus spp.
and Hedysarum polybotrys in agricultural soils. Systematic and Applied Microbiology, 2016, 39, 141-9
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77 Systematic and Applied Microbiology, 2018, 41, 300-310 4-2 9

Isolation and characterization of yeasts associated with plants growing in heavy-metal- and
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Microbiology, 2013, 63, 779-792




EN TADO WANG
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Population structure of Rhizobium etli-like strains nodulated with Phaseolus vulgaris in two
ecoregions of China. Soil Biology and Biochemistry, 2017, 112, 14-23

Dynamic succession of chickpea rhizobia over years and sampling sites in Xinjiang, China. Plant and
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