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75 FpocketpNanNopenNsourceNplatformNforNligandNpocketNdetectiondNBMCfBioinformaticsbN2009bNgfbNgln 3.6 680

74 PαPcFOLzpNanNupdatedNdeNnovoNstructureNpredictionNserverNforNbothNlinearNandNdisulfideNbondedN
cyclicNpeptidesdNNucleicfAcidsfResearchbN2012bNjfbNWhnncoi 20.1 400

73 PαPcFOLzipNfasterNdeNnovoNstructureNpredictionNforNlinearNpeptidesNinNsolutionNandNinNcomplexdN
NucleicfAcidsfResearchbN2016bNjjbNWjjockj 20.1 399

72 ImprovedNPαPcFOLzNwpproachNforNPeptideNandNMiniproteinNStructureNPredictiondNJournalfoff
ChemicalfTheoryfandfComputationbN2014bNgfbNjmjkckn 6.4 373

71 PαPcFOLzpNanNonlineNresourceNforNdeNnovoNpeptideNstructureNpredictiondNNucleicfAcidsfResearchbN
2009bNimbNWjonckfi 20.1 279

70 MobylepNaNnewNfullNwebNbioinformaticsNframeworkdNBioinformaticsbN2009bNhkbNiffkcgg 7.2 238

69 wNmodelNforNtheNphotosystemNIINreactionNcenterNcoreNincludingNtheNstructureNofNtheNprimaryNdonorN
PlnfdNBiochemistrybN1996bNikbNgjjnlckfh 3.2 201

68 fpocketpNonlineNtoolsNforNproteinNensembleNpocketNdetectionNandNtrackingdNNucleicfAcidsfResearchbN
2010bNinbNWknhco 20.1 170

67 FroghpNαfficientNizNconformationNensembleNgeneratorNforNsmallNcompoundsdNNucleicfAcidsfResearchbN
2010bNinbNWlhhcm 20.1 161

66 wNfastNmethodNforNlargecscaleNdeNnovoNpeptideNandNminiproteinNstructureNpredictiondNJournalfoff
ComputationalfChemistrybN2010bNigbNmhlcin 3.5 140

65 TheNOPαPNproteinNmodelpNfromNsingleNmoleculesbNamyloidNformationbNcrowdingNandNhydrodynamicsN
toNzNweRNwNsystemsdNChemicalfSocietyfReviewsbN2014bNjibNjnmgcoi 58.5 118

64 MTiOpenScreenpNaNwebNserverNforNstructurecbasedNvirtualNscreeningdNNucleicfAcidsfResearchbN2015bN
jibNWjjnckj 20.1 101

63 FwFczrugspNfreeNwzMαetoxNfilteringNofNcompoundNcollectionsdNNucleicfAcidsfResearchbN2006bNijbNWmincjj 20.1 96

62
IsotypeNmodulatesNepitopeNspecificitybNaffinitybNandNantiviralNactivitiesNofNanticHIVcgNhumanNbroadlyN
neutralizingNhFkNantibodydNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericabN2012bNgfobNghlnfck

11.5 90

61 TheNFwFczrugshNserverpNaNmultistepNengineNtoNprepareNelectronicNchemicalNcompoundNcollectionsdN
BioinformaticsbN2011bNhmbNhfgnchf 7.2 70

60 InterferingNpeptidesNtargetingNproteincproteinNinteractionspNtheNnextNgenerationNofNdrugsudNDrugf
DiscoveryfTodaybN2018bNhibNhmhchnk 8.8 69

59 MissenseNmutationsNinNSLyhlwnbNencodingNaNspermcspecificNactivatorNofNyFTRbNareNassociatedNwithN
humanNasthenozoospermiadNAmericanfJournalfoffHumanfGeneticsbN2013bNohbNmlfcl 11 68
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58 SwxxwypNonlineNStructuralNwlphabetcbasedNproteinNxackxoneNreconstructionNfromNwlphacyarbonN
tracedNNucleicfAcidsfResearchbN2006bNijbNWgjmckg 20.1 67

57
FlexibilityNandNbindingNaffinityNinNproteincligandbNproteincproteinNandNmulticcomponentNproteinN
interactionspNlimitationsNofNcurrentNcomputationalNapproachesdNJournalfoffthefRoyalfSocietyfInterface
bN2012bNobNhfcii

4.1 64

56 PαPcSiteFinderpNaNtoolNforNtheNblindNidentificationNofNpeptideNbindingNsitesNonNproteinNsurfacesdN
NucleicfAcidsfResearchbN2014bNjhbNWhhgcl 20.1 62

55 TheNpepwTTRwyTNwebNserverNforNblindbNlargecscaleNpeptidecproteinNdockingdNNucleicfAcidsfResearchbN
2017bNjkbNWilgcWilj 20.1 59

54 InterαvzockpNaNdockingNserverNtoNpredictNtheNstructureNofNproteincproteinNinteractionsNusingN
evolutionaryNinformationdNNucleicfAcidsfResearchbN2016bNjjbNWkjhco 20.1 52

53 ProteaseNprofilingNofNliverNfibrosisNrevealsNtheNwzwMNmetallopeptidaseNwithNthrombospondinNtypeNgN
motifbNgNasNaNcentralNactivatorNofNtransformingNgrowthNfactorNbetadNHepatologybN2011bNkjbNhgmicnj 11.2 51

52 PyαpNwebNtoolsNtoNcomputeNproteinNcontinuumNelectrostaticsdNNucleicfAcidsfResearchbN2005bNiibNWimhck 20.1 49

51 SwcSearchpNaNwebNtoolNforNproteinNstructureNminingNbasedNonNaNStructuralNwlphabetdNNucleicfAcidsf
ResearchbN2004bNihbNWkjkcn 20.1 39

50 wNtriplecmutatedNalleleNofNgranzymeNxNincapableNofNinducingNapoptosisdNProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabN2003bNgffbNhklhcm 11.5 36

49 αnhancedNproteinNfoldNrecognitionNusingNaNstructuralNalphabetdNProteins:fStructureufFunctionfandf
BioinformaticsbN2009bNmlbNghocim 4.2 32

48 InterαvzockhpNanNexpandedNserverNforNproteinNdockingNusingNevolutionaryNandNbiologicalN
informationNfromNhomologyNmodelsNandNmultimericNinputsdNNucleicfAcidsfResearchbN2018bNjlbNWjfncWjgl20.1 27

47 ImprovedNgreedyNalgorithmNforNproteinNstructureNreconstructiondNJournalfoffComputationalf
ChemistrybN2005bNhlbNkflcgi 3.5 27

46 zaReUScLooppNaccurateNloopNmodelingNusingNfragmentsNfromNremoteNorNunrelatedNproteinsdN
ScientificfReportsbN2018bNnbNgilmi 4.9 21

45
zependencyNbetweenNconsecutiveNlocalNconformationsNhelpsNassembleNproteinNstructuresNfromN
secondaryNstructuresNusingNGoNpotentialNandNgreedyNalgorithmdNProteins:fStructureufFunctionfandf
BioinformaticsbN2005bNlgbNmihcjf

4.2 20

44 wwLigySRrepNaNizNligandcbasedNserverNforNhitNidentificationNandNoptimizationdNNucleicfAcidsfResearch
bN2009bNimbNWkfjco 20.1 19

43 FastNproteinNfragmentNsimilarityNscoringNusingNaNxinetcyauchyNkerneldNBioinformaticsbN2014bNifbNmnjcog 7.2 17

42 LigandNscaffoldNhoppingNcombiningNizNmaximalNsubstructureNsearchNandNmolecularNsimilaritydNBMCf
BioinformaticsbN2009bNgfbNhjk 3.6 17

41 LyskiNofNribosomalNproteinNLilwLNandNtheNyywNendNofNaNtRNwNatNtheNPeαNhybridNsiteNareNinNcloseN
proximityNonNtheNhumanNribosomedNChemBioChembN2012bNgibNgmogcm 3.8 16
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40 ProgressNwithNpeptideNscanningNtoNstudyNstructurecactivityNrelationshipspNtheNimplicationsNforNdrugN
discoverydNExpertfOpinionfonfDrugfDiscoverybN2016bNggbNmmgcnj 6.2 16

39 zaReUScLooppNaNwebNserverNtoNmodelNmultipleNloopsNinNhomologyNmodelsdNNucleicfAcidsfResearchbN
2019bNjmbNWjhicWjhn 20.1 15

38 PackingNandNrecognitionNofNproteinNstructuralNelementspNaNnewNapproachNappliedNtoNtheNjchelixN
bundleNofNmyohemerythrindNProteins:fStructureufFunctionfandfBioinformaticsbN1993bNgkbNjgichk 4.2 15

37 OnlineNstructurecbasedNscreeningNofNpurchasableNapprovedNdrugsNandNnaturalNcompoundspN
retrospectiveNexamplesNofNdrugNrepositioningNonNcancerNtargetsdNOncotargetbN2018bNobNihijlcihilg 3.3 15

36 ProbingNtheNqualityNcontrolNmechanismNofNtheNtwincarginineNtranslocaseNwithNfoldingNvariantsNofNaN
cdesignedNhemeNproteindNJournalfoffBiologicalfChemistrybN2018bNhoibNllmhcllng 5.4 14

35 xactPepzxpNaNdatabaseNofNpredictedNpeptidesNfromNaNexhaustiveNsurveyNofNcompleteNprokaryoteN
genomesdNDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationbN2014bNhfgjbN 5 13

34 zetectingNproteinNcandidateNfragmentsNusingNaNstructuralNalphabetNprofileNcomparisonNapproachdN
PLoSfONEbN2013bNnbNenfjoi 3.7 12

33
TheNyywcendNofNPctRNwNyontactsNxothNtheNHumanNRPLilwLNandNtheNwcsiteNxoundNTranslationN
TerminationNFactorNeRFgNatNtheNPeptidylNTransferaseNyenterNofNtheNHumanNnfSNRibosomedNThefOpenf
BiochemistryfJournalbN2014bNnbNkhclm

0.9 11

32 wNFreeNWebcxasedNProtocolNtoNwssistNStructurecxasedNVirtualNScreeningNαxperimentsdNInternationalf
JournalfoffMolecularfSciencesbN2019bNhfbN 6.3 10

31 wccessingNexternalNinnovationNinNdrugNdiscoveryNandNdevelopmentdNExpertfOpinionfonfDrugfDiscovery
bN2015bNgfbNkmocno 6.2 10

30 aesbNtheNgeneNencodingNtheNesteraseNxNinNαscherichiaNcolibNisNaNpowerfulNphylogeneticNmarkerNofNtheN
speciesdNBMCfMicrobiologybN2009bNobNhmi 4.5 9

29
yloningNandNmodelingNofNyznNbetaNinNtheNamphibianNambystomaNMexicanumdNαvolutionaryN
conservedNstructuresNforNinteractionsNwithNmajorNhistocompatibilityNcomplexNVMHyWNclassNIN
moleculesdNGenebN2002bNhnnbNokcgfh

3.8 9

28 wNcommunityNproposalNtoNintegrateNstructuralNbioinformaticsNactivitiesNinNαLIXIRNVizcxioinfoN
yommunityWdNF1yyyResearchbN2020bNobN 3.6 9

27 wNcriticalNassessmentNofNhiddenNmarkovNmodelNsubcoptimalNsamplingNstrategiesNappliedNtoNtheN
generationNofNpeptideNizNmodelsdNJournalfoffComputationalfChemistrybN2016bNimbNhfflcgl 3.5 8

26 InNsilicoNcharacterizationNofNtheNinteractionNbetweenNLSKLNpeptidebNaNLwPcTGFcbetaNderivedNpeptidebN
andNwzwMTSgdNComputationalfBiologyfandfChemistrybN2016bNlgbNgkkclg 3.6 7

25 HHaligncKbestpNexploringNsubcoptimalNalignmentsNforNremoteNhomologyNcomparativeNmodelingdN
BioinformaticsbN2015bNigbNinkfch 7.2 7

24 yoarsecgrainedNandNatomicNresolutionNbiomolecularNdockingNwithNtheNwTTRwyTNapproachdNProteins:f
StructureufFunctionfandfBioinformaticsbN2020bNnnbNgfgncgfhn 4.2 6

23 InNsilicoNstructuralNcharacterizationNofNproteinNtargetsNforNdrugNdevelopmentNagainstNTrypanosomaN
cruzidNJournalfoffMolecularfModelingbN2016bNhhbNhjj 2 6
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22 PMGpNonlineNgenerationNofNhighcqualityNmolecularNpicturesNandNstoryboardedNanimationsdNNucleicf
AcidsfResearchbN2007bNikbNWjnicn 20.1 5

21 zeNnovoNpeptideNstructureNpredictionpNanNoverviewdNMethodsfinfMolecularfBiologybN2015bNghlnbNgcgi 1.4 5

20
InterαvzockipNaNcombinedNtemplatecbasedNandNfreeNdockingNserverNwithNincreasedNperformanceN
throughNexplicitNmodelingNofNcomplexNhomologsNandNintegrationNofNcovariationcbasedNcontactN
mapsdNNucleicfAcidsfResearchbN2021bNjobNWhmmcWhnj

20.1 5

19 xySearchpNfastNstructuralNfragmentNminingNoverNlargeNcollectionsNofNproteinNstructuresdNNucleicfAcidsf
ResearchbN2015bNjibNWimncnh 20.1 4

18 PPGpNonlineNgenerationNofNproteinNpicturesNandNanimationsdNNucleicfAcidsfResearchbN2005bNiibNWihfci 20.1 4

17 xioinformaticsNwpplicationsNziscoveryNandNyompositionNwithNtheNMobyleNSuiteNandNMobyleNetdN
LecturefNotesfinfComputerfSciencebN2012bNggchh 0.9 4

16 PatchSearchpNaNwebNserverNforNoffctargetNproteinNidentificationdNNucleicfAcidsfResearchbN2019bNjmbNWilkcWimh20.1 3

15 ProbingNProteinNInteractionNNetworksNbyNyombiningNMScxasedNProteomicsNandNStructuralNzataN
IntegrationdNJournalfoffProteomefResearchbN2020bNgobNhnfmchnhf 5.6 3

14 wNyomputationalNMethodologyNtoNOvercomeNtheNyhallengesNwssociatedNWithNtheNSearchNforN
SpecificNαnzymeNTargetsNtoNzevelopNzrugsNwgainstdNBioinformaticsfandfBiologyfInsightsbN2017bNggbNggmmoihhgmmghjmg5.3 3

13 wNFunctionalNRoleNforNtheNMonomethylatedNGlnckgNandNLysckiNResiduesNofNtheNjoGGQTKkiNMotifNofN
eLjhNfromNHumanNnfSNRibosomesdNThefOpenfBiochemistryfJournalbN2017bNggbNnchl 0.9 3

12 xicFunctionalNPeptidesNasNaNNewNTherapeuticNToolNforNHepatocellularNyarcinomadNPharmaceuticsbN
2021bNgibN 6.4 3

11 IdentificationNofNpeptidesNinterferingNwithNtheNLRRKhePPgNinteractiondNPLoSfONEbN2020bNgkbNefhimggf 3.7 3

10 ProteoiznetpNaNwebNserverNforNtheNintegrationNofNstructuralNinformationNwithNinteractomicsNdatadN
NucleicfAcidsfResearchbN2021bNjobNWklmcWkmh 20.1 2

9 TheNyHg˛–NdomainNofNmucosalNgpjgNIgwNcontributesNtoNantibodyNspecificityNandNantiviralNfunctionsNinN
HIVcgNhighlyNexposedNSerocNegativeNindividualsdNPLoSfPathogensbN2020bNglbNegffogfi 7.6 1

8 SemanticNMapNforNStructuralNxioinformaticspNαnhancedNServiceNziscoveryNxasedNonNHighNLevelN
yonceptNOntologydNLecturefNotesfinfComputerfSciencebN2012bNkmcmf 0.9 1

7 αvolutionaryNconservedNproteinNmotifsNdriveNattachmentNofNtheNplantNnucleoskeletonNatNnuclearNpores 1

6 IsolationNofNPrimaryNHepatocytesNforNTestingNTumorNPenetratingNPeptidesdNMethodsfinfMolecularf
BiologybN2022bNhinibNjgicjhm 1.4 0

5 ModellingNofNtransmembraneN˛–chelixNbundlesdNMolecularfEngineeringbN1995bNkbNgco

(1995-2007)
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4 ModellingNofNTransmembraneN˛–cHelixNxundlesdNJerusalemfSymposiafonfQuantumfChemistryfandf
BiochemistrybN1995bNgco

3 PeptideNSuboptimalNyonformationNSamplingNforNtheNPredictionNofNProteincPeptideNInteractionsdN
MethodsfinfMolecularfBiologybN2017bNgklgbNhgcij 1.4

2 TheNsearchNofNsequenceNvariantsNusingNaNconstrainedNproteinNevolutionNsimulationNapproachdN
ComputationalfandfStructuralfBiotechnologyfJournalbN2020bNgnbNgmofcgmoo 6.8

1 zynamicsNofNwmyloidNFormationNfromNSimplifiedNRepresentationNtoNwtomisticNSimulationsddNMethodsf
infMolecularfBiologybN2022bNhjfkbNokcggi 1.4
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