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431 uenomeUwideHassociationHstudyHidentifiesHnovelHbreastHcancerHsusceptibilityHlociVHNatureTH2007THbbeTHYXfeUga50.4 1957

430 ossessingHtheHprobabilityHthatHaHpositiveHreportHisHfalsehHanHapproachHforHmolecularHepidemiologyH
studiesVHJournalfoffthefNationalfCancerfInstituteTH2004THgdTHbabUbZ 9.7 1359

429 zargeUscaleHgenotypingHidentifiesHbYHnewHlociHassociatedHwithHbreastHcancerHriskVHNaturefGeneticsTH
2013THbcTHacaUdYTHadYeYUZ 36.3 813

428 –odelingHzinkageHrisequilibriumHwncreasesHoccuracyHofHβolygenicHRiskHScoresVHAmericanfJournalfoff
HumanfGeneticsTH2015THgeTHcedUgZ 11 649

427 ossociationHanalysisHidentifiesHdcHnewHbreastHcancerHriskHlociVHNatureTH2017THccYTHgZUgb 50.4 643

426
SubtypingHofHbreastHcancerHbyHimmunohistochemistryHtoHinvestigateHaHrelationshipHbetweenH
subtypeHandHshortHandHlongHtermHsurvivalhHaHcollaborativeHanalysisHofHdataHforHYXTYcgHcasesHfromHYZH
studiesVHPLoSfMedicineTH2010THeTHeYXXXZeg

11.6 616

425 oHcommonHcodingHvariantHinHqoSβfHisHassociatedHwithHbreastHcancerHriskVHNaturefGeneticsTH2007THagTHacZUf36.3 557

424 ossociationsHofHbreastHcancerHriskHfactorsHwithHtumorHsubtypeshHaHpooledHanalysisHfromHtheHpreastH
qancerHossociationHqonsortiumHstudiesVHJournalfoffthefNationalfCancerfInstituteTH2011THYXaTHZcXUda 9.7 513

423  oTZHslowHacetylationTHuST–YHnullHgenotypeTHandHriskHofHbladderHcancerhHresultsHfromHtheHSpanishH
pladderHqancerHStudyHandHmetaUanalysesVHLancetsfTheTH2005THaddTHdbgUcg 40 483

422 TypeHwHandHwwHendometrialHcancershHhaveHtheyHdifferentHriskHfactorsmVHJournalfoffClinicalfOncologyTH
2013THaYTHZdXeUYf 2.2 458

421 oHmultistageHgenomeUwideHassociationHstudyHinHbreastHcancerHidentifiesHtwoHnewHriskHallelesHatH
YpYYVZHandHYbqZbVYHPRorcYzYQVHNaturefGeneticsTH2009THbYTHcegUfb 36.3 452

420 ossociationHbetweenHpRqoYHandHpRqoZHmutationsHandHsurvivalHinHwomenHwithHinvasiveHepithelialH
ovarianHcancerVHJAMAftfJournalfoffthefAmericanfMedicalfAssociationTH2012THaXeTHafZUgX 27.4 427

419 –ultipleHindependentHvariantsHatHtheHTsRTHlocusHareHassociatedHwithHtelomereHlengthHandHrisksHofH
breastHandHovarianHcancerVHNaturefGeneticsTH2013THbcTHaeYUfbTHafbeYUZ 36.3 422

418 retectableHclonalHmosaicismHandHitsHrelationshipHtoHagingHandHcancerVHNaturefGeneticsTH2012THbbTHdcYUf 36.3 409

417 oHmultiUstageHgenomeUwideHassociationHstudyHofHbladderHcancerHidentifiesHmultipleHsusceptibilityH
lociVHNaturefGeneticsTH2010THbZTHgefUfb 36.3 408

416 uenomeUwideHassociationHanalysisHofHmoreHthanHYZXTXXXHindividualsHidentifiesHYcHnewHsusceptibilityH
lociHforHbreastHcancerVHNaturefGeneticsTH2015THbeTHaeaUfX 36.3 406

415 βarentUofUoriginUspecificHallelicHassociationsHamongHYXdHgenomicHlociHforHageHatHmenarcheVHNatureTH
2014THcYbTHgZUge 50.4 401
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414  ewlyHdiscoveredHbreastHcancerHsusceptibilityHlociHonHapZbHandHYeqZaVZVHNaturefGeneticsTH2009THbYTHcfcUgX36.3 393

413 βolygenicHRiskHScoresHforHβredictionHofHpreastHqancerHandHpreastHqancerHSubtypesVHAmericanf
JournalfoffHumanfGeneticsTH2019THYXbTHZYUab 11 363

412 rifferencesHinHriskHfactorsHforHbreastHcancerHmolecularHsubtypesHinHaHpopulationUbasedHstudyVHCancerf
EpidemiologyfBiomarkersfandfPreventionTH2007THYdTHbagUba 4 349

411 revelopingHandHevaluatingHpolygenicHriskHpredictionHmodelsHforHstratifiedHdiseaseHpreventionVH
NaturefReviewsfGeneticsTH2016THYeTHagZUbXd 30.1 338

410 βerformanceHofHcommonHgeneticHvariantsHinHbreastUcancerHriskHmodelsVHNewfEnglandfJournalfoff
MedicineTH2010THadZTHgfdUga 59.2 334

409 uenomeUwideHassociationHstudiesHidentifyHfourHsRHnegativeUspecificHbreastHcancerHriskHlociVHNaturef
GeneticsTH2013THbcTHagZUfTHagfeYUZ 36.3 327

408 βredictionHofHbreastHcancerHriskHbasedHonHprofilingHwithHcommonHgeneticHvariantsVHJournalfoffthef
NationalfCancerfInstituteTH2015THYXeTH 9.7 324

407 stiologyHofHhormoneHreceptorUdefinedHbreastHcancerhHaHsystematicHreviewHofHtheHliteratureVHCancerf
EpidemiologyfBiomarkersfandfPreventionTH2004THYaTHYccfUdf 4 294

406 veterogeneityHofHbreastHcancerHassociationsHwithHfiveHsusceptibilityHlociHbyHclinicalHandHpathologicalH
characteristicsVHPLoSfGeneticsTH2008THbTHeYXXXXcb 6 280

405 oHgenomeUwideHassociationHstudyHidentifiesHsusceptibilityHlociHforHovarianHcancerHatHZqaYHandHfqZbVH
NaturefGeneticsTH2010THbZTHfebUg 36.3 277

404 uWoSHmetaUanalysisHandHreplicationHidentifiesHthreeHnewHsusceptibilityHlociHforHovarianHcancerVH
NaturefGeneticsTH2013THbcTHadZUeXTHaeXeYUZ 36.3 267

403 vormoneUreceptorHexpressionHandHovarianHcancerHsurvivalhHanHOvarianHTumorHTissueHonalysisH
consortiumHstudyVHLancetfOncologysfTheTH2013THYbTHfcaUdZ 21.7 248

402 qriticalHresearchHgapsHandHtranslationalHprioritiesHforHtheHsuccessfulHpreventionHandHtreatmentHofH
breastHcancerVHBreastfCancerfResearchTH2013THYcTHRgZ 8.3 248

401 oHgenomeUwideHassociationHstudyHidentifiesHaHnewHovarianHcancerHsusceptibilityHlocusHonHgpZZVZVH
NaturefGeneticsTH2009THbYTHggdUYXXX 36.3 240

400 uenomeUwideHassociationHanalysisHidentifiesHthreeHnewHbreastHcancerHsusceptibilityHlociVHNaturef
GeneticsTH2012THbbTHaYZUf 36.3 237

399 ueneticHsusceptibilityHtoHbreastHcancerVHMolecularfOncologyTH2010THbTHYebUgY 7.9 236

398 zargeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHpRqoYUmediatedHr oHrepairVHNaturefGeneticsTH2015THbeTHYZgbUYaXa 36.3 226

397 qommonHvariantsHatHYgpYaHareHassociatedHwithHsusceptibilityHtoHovarianHcancerVHNaturefGeneticsTH
2010THbZTHffXUb 36.3 210

(2010-2009)
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396 uenomicHr oHhypomethylationHasHaHbiomarkerHforHbladderHcancerHsusceptibilityHinHtheHSpanishH
pladderHqancerHStudyhHaHcaseUcontrolHstudyVHLancetfOncologysfTheTH2008THgTHacgUdd 21.7 193

395 pOorwqsohHaHcomprehensiveHbreastHcancerHriskHpredictionHmodelHincorporatingHgeneticHandH
nongeneticHriskHfactorsVHGeneticsfinfMedicineTH2019THZYTHYeXfUYeYf 8.1 192

394 preastHqancerHRiskHtromH–odifiableHandH onmodifiableHRiskHtactorsHomongHWhiteHWomenHinHtheH
UnitedHStatesVHJAMAfOncologyTH2016THZTHYZgcUYaXZ 13.4 189

393 wdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturefGeneticsTH2017THbgTHYedeUYeef 36.3 186

392 RiskHdeterminationHandHpreventionHofHbreastHcancerVHBreastfCancerfResearchTH2014THYdTHbbd 8.3 180

391 tunctionalHvariantsHatHtheHYYqYaHriskHlocusHforHbreastHcancerHregulateHcyclinHrYHexpressionHthroughH
longUrangeHenhancersVHAmericanfJournalfoffHumanfGeneticsTH2013THgZTHbfgUcXa 11 167

390 βolymorphismsHinHuSTTYTHuSTZYTHandHqYβZsYTHdisinfectionHbyUproductsTHandHriskHofHbladderHcancerH
inHSpainVHEnvironmentalfHealthfPerspectivesTH2010THYYfTHYcbcUcX 8.4 162

389 βooledHanalysisHandHmetaUanalysisHofHglutathioneHSUtransferaseH–YHandHbladderHcancerhHaHvuusH
reviewVHAmericanfJournalfoffEpidemiologyTH2002THYcdTHgcUYXg 3.8 159

388 oHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHbreastHcancerHidentifiesHtwoHnovelH
susceptibilityHlociHatHdqYbHandHZXqYYVHHumanfMolecularfGeneticsTH2012THZYTHcaeaUfb 5.6 143

387 preastHqancerHRiskHuenesHUHossociationHonalysisHinH–oreHthanHYYaTXXXHWomenVHNewfEnglandfJournalf
offMedicineTH2021THafbTHbZfUbag 59.2 143

386
zowHpenetranceHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHspecificHbreastHtumorH
subtypeshHfindingsHfromHtheHpreastHqancerHossociationHqonsortiumVHHumanfMolecularfGeneticsTH2011
THZXTHaZfgUaXa

5.6 140

385 ObesityHandHriskHofHovarianHcancerHsubtypeshHevidenceHfromHtheHOvarianHqancerHossociationH
qonsortiumVHEndocrinetRelatedfCancerTH2013THZXTHZcYUdZ 5.7 135

384
qvsyZRYYXXdelqHheterozygosityHinHwomenHwithHbreastHcancerHassociatedHwithHearlyHdeathTHbreastH
cancerUspecificHdeathTHandHincreasedHriskHofHaHsecondHbreastHcancerVHJournalfoffClinicalfOncologyTH
2012THaXTHbaXfUYd

2.2 134

383 βolymorphismsHinHr oHdoubleUstrandHbreakHrepairHgenesHandHriskHofHbreastHcancerhHtwoH
populationUbasedHstudiesHinHUSoHandHβolandTHandHmetaUanalysesVHHumanfGeneticsTH2006THYYgTHaedUff 6.3 133

382 βRsrwqTHβlushHdevelopmentHandHvalidationHofHaHprognosticHmodelHforHearlyHbreastHcancerHthatH
includesHvsRZVHBritishfJournalfoffCancerTH2012THYXeTHfXXUe 8.7 130

381 ueneticHvariationHinHtheHnucleotideHexcisionHrepairHpathwayHandHbladderHcancerHriskVHCancerf
EpidemiologyfBiomarkersfandfPreventionTH2006THYcTHcadUbZ 4 128

380 spigeneticHanalysisHleadsHtoHidentificationHofHv tYpHasHaHsubtypeUspecificHsusceptibilityHgeneHforH
ovarianHcancerVHNaturefCommunicationsTH2013THbTHYdZf 17.4 124

379 ueneticHpolymorphismsHinHbaseUexcisionHrepairHpathwayHgenesHandHriskHofHbreastHcancerVHCancerf
EpidemiologyfBiomarkersfandfPreventionTH2006THYcTHacaUf 4 122
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378 uenomeUwideHassociationHstudyHidentifiesHaHcommonHvariantHassociatedHwithHriskHofHendometrialH
cancerVHNaturefGeneticsTH2011THbaTHbcYUb 36.3 121

377 wntragenicHoT–HmethylationHinHperipheralHbloodHr oHasHaHbiomarkerHofHbreastHcancerHriskVHCancerf
ResearchTH2012THeZTHZaXbUYa 10.1 121

376 SmokingHandHbladderHcancerHinHSpainhHeffectsHofHtobaccoHtypeTHtimingTHenvironmentalHtobaccoH
smokeTHandHgenderVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2006THYcTHYabfUcb 4 121

375 βozpZTHqvsyZHandHoT–HrareHvariantsHandHcancerHriskhHdataHfromHqOuSVHJournalfoffMedicalfGeneticsTH
2016THcaTHfXXUfYY 5.8 121

374 svidenceHofHgeneUenvironmentHinteractionsHbetweenHcommonHbreastHcancerHsusceptibilityHlociHandH
establishedHenvironmentalHriskHfactorsVHPLoSfGeneticsTH2013THgTHeYXXaZfb 6 112

373 sstablishedHbreastHcancerHriskHfactorsHbyHclinicallyHimportantHtumourHcharacteristicsVHBritishfJournalf
offCancerTH2006THgcTHYZaUg 8.7 112

372 zargeUscaleHevaluationHofHcandidateHgenesHidentifiesHassociationsHbetweenHVsutHpolymorphismsH
andHbladderHcancerHriskVHPLoSfGeneticsTH2007THaTHeZg 6 109

371 wntrauterineHenvironmentsHandHbreastHcancerHriskhHmetaUanalysisHandHsystematicHreviewVHBreastf
CancerfResearchTH2008THYXTHRf 8.3 108

370 ogeUHandHTumorHSubtypeUSpecificHpreastHqancerHRiskHsstimatesHforHqvsyZRYYXXdelqHqarriersVH
JournalfoffClinicalfOncologyTH2016THabTHZecXUdX 2.2 107

369 onalysisHofHveritabilityHandHSharedHveritabilityHpasedHonHuenomeUWideHossociationHStudiesHforH
ThirteenHqancerHTypesVHJournalfoffthefNationalfCancerfInstituteTH2015THYXeTHdjvZeg 9.7 107

368 ueneticHvariationHinHtheHbaseHexcisionHrepairHpathwayHandHbladderHcancerHriskVHHumanfGeneticsTH2007
THYZYTHZaaUbZ 6.3 107

367 ueneticHsusceptibilityHlociHforHbreastHcancerHbyHestrogenHreceptorHstatusVHClinicalfCancerfResearchTH
2008THYbTHfXXXUg 12.9 105

366 ossociationHofHgermlineHvariantsHinHtheHoβOpsqaHregionHwithHcancerHriskHandHenrichmentHwithH
oβOpsqUsignatureHmutationsHinHtumorsVHNaturefGeneticsTH2016THbfTHYaaXUYaaf 36.3 104

365 uenomeUWideH–etaUonalysesHofHpreastTHOvarianTHandHβrostateHqancerHossociationHStudiesHwdentifyH
–ultipleH ewHSusceptibilityHzociHSharedHbyHatHzeastHTwoHqancerHTypesVHCancerfDiscoveryTH2016THdTHYXcZUde24.4 104

364 qancerHtherapyHshapesHtheHfitnessHlandscapeHofHclonalHhematopoiesisVHNaturefGeneticsTH2020THcZTHYZYgUYZZd36.3 103

363 ueneticHpolymorphismsHinHtheHoneUcarbonHmetabolismHpathwayHandHbreastHcancerHriskhHaH
populationUbasedHcaseUcontrolHstudyHandHmetaUanalysesVHInternationalfJournalfoffCancerTH2007THYZXTHZdgdUeXa7.5 102

362 oHtranscriptomeUwideHassociationHstudyHofHZZgTXXXHwomenHidentifiesHnewHcandidateHsusceptibilityH
genesHforHbreastHcancerVHNaturefGeneticsTH2018THcXTHgdfUgef 36.3 101

361 uenomeUwideHassociationHstudyHidentifiesHmultipleHlociHassociatedHwithHbladderHcancerHriskVHHumanf
MolecularfGeneticsTH2014THZaTHYafeUgf 5.6 101

(2014-2011)
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360 oHprospectiveHstudyHofH oTZHacetylationHgenotypeTHcigaretteHsmokingTHandHriskHofHbreastHcancerVH
CarcinogenesisTH1997THYfTHZYZeUaZ 4.6 101

359 βathwayHanalysisHofHbreastHcancerHgenomeUwideHassociationHstudyHhighlightsHthreeHpathwaysHandH
oneHcanonicalHsignalingHcascadeVHCancerfResearchTH2010THeXTHbbcaUg 10.1 100

358 –osaicHuniparentalHdisomiesHandHaneuploidiesHasHlargeHstructuralHvariantsHofHtheHhumanHgenomeVH
AmericanfJournalfoffHumanfGeneticsTH2010THfeTHYZgUaf 11 100

357 toodTHnutrientHandHheterocyclicHamineHintakeHandHtheHriskHofHbladderHcancerVHEuropeanfJournalfoff
CancerTH2007THbaTHYeaYUbX 7.5 99

356 r oHbankingHforHepidemiologicHstudieshHaHreviewHofHcurrentHpracticesVHEpidemiologyTH2002THYaTHZbdUcb 3.1 99

355 βolymorphismsHinHr oHrepairHgenesTHsmokingTHandHbladderHcancerHriskhHfindingsHfromHtheH
internationalHconsortiumHofHbladderHcancerVHCancerfResearchTH2009THdgTHdfceUdb 10.1 94

354
uST–YHnullHandH oTZHslowHacetylationHgenotypesTHsmokingHintensityHandHbladderHcancerHriskhH
resultsHfromHtheH ewHsnglandHbladderHcancerHstudyHandH oTZHmetaUanalysisVHCarcinogenesisTH2011TH
aZTHYfZUg

4.6 94

353 preastHcancerHriskHvariantsHatHdqZcHdisplayHdifferentHphenotypeHassociationsHandHregulateHsSRYTH
R– rYHandHqqrqYeXVHNaturefGeneticsTH2016THbfTHaebUfd 36.3 93

352 YgpYaVYHisHaHtripleUnegativeUspecificHbreastHcancerHsusceptibilityHlocusVHCancerfResearchTH2012THeZTHYegcUfXa10.1 93

351 wdentificationHofHaHpRqoZUspecificHmodifierHlocusHatHdpZbHrelatedHtoHbreastHcancerHriskVHPLoSf
GeneticsTH2013THgTHeYXXaYea 6 90

350 RiskHofHestrogenHreceptorUpositiveHandHUnegativeHbreastHcancerHandHsingleUnucleotideHpolymorphismH
ZqacUrsYaafeXbZVHJournalfoffthefNationalfCancerfInstituteTH2009THYXYTHYXYZUf 9.7 90

349 svidenceHthatHbreastHcancerHriskHatHtheHZqacHlocusHisHmediatedHthroughHwutpβcHregulationVHNaturef
CommunicationsTH2014THbTHbggg 17.4 87

348 –osaicHlossHofHchromosomeHYHisHassociatedHwithHcommonHvariationHnearHTqzYoVHNaturefGeneticsTH
2016THbfTHcdaUf 36.3 87

347 wdentificationHandHmolecularHcharacterizationHofHaHnewHovarianHcancerHsusceptibilityHlocusHatH
YeqZYVaYVHNaturefCommunicationsTH2013THbTHYdZe 17.4 85

346 uenomeUwideHassociationHstudyHidentifiesHaHcommonHvariantHinHRorcYpHassociatedHwithHmaleH
breastHcancerHriskVHNaturefGeneticsTH2012THbbTHYYfZUb 36.3 84

345  oHevidenceHthatHproteinHtruncatingHvariantsHinHpRwβYHareHassociatedHwithHbreastHcancerHriskhH
implicationsHforHgeneHpanelHtestingVHJournalfoffMedicalfGeneticsTH2016THcaTHZgfUaXg 5.8 83

344 svaluationHofHgeneticHvariationHinHtheHdoubleUstrandHbreakHrepairHpathwayHandHbladderHcancerHriskVH
CarcinogenesisTH2007THZfTHYeffUga 4.6 83

343 qommonHgeneticHpolymorphismsHmodifyHtheHeffectHofHsmokingHonHabsoluteHriskHofHbladderHcancerVH
CancerfResearchTH2013THeaTHZZYYUZX 10.1 82
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342 oHgenomeUwideHassociationHstudyHofHbladderHcancerHidentifiesHaHnewHsusceptibilityHlocusHwithinH
SzqYboYTHaHureaHtransporterHgeneHonHchromosomeHYfqYZVaVHHumanfMolecularfGeneticsTH2011THZXTHbZfZUg5.6 82

341 tineUscaleHmappingHofHtheHtutRZHbreastHcancerHriskHlocushHputativeHfunctionalHvariantsHdifferentiallyH
bindHtOXoYHandHsZtYVHAmericanfJournalfoffHumanfGeneticsTH2013THgaTHYXbdUdX 11 80

340 RelationshipHbetweenHserumHhormoneHconcentrationsTHreproductiveHhistoryTHalcoholHconsumptionH
andHgeneticHpolymorphismsHinHpreUmenopausalHwomenVHInternationalfJournalfoffCancerTH2002THYXZTHYeZUf7.5 80

339 ueneticallyHβredictedHpodyH–assHwndexHandHpreastHqancerHRiskhH–endelianHRandomizationHonalysesH
ofHrataHfromHYbcTXXXHWomenHofHsuropeanHrescentVHPLoSfMedicineTH2016THYaTHeYXXZYXc 11.6 80

338 spigenomeUwideHassociationHstudyHrevealsHdecreasedHaverageHmethylationHlevelsHyearsHbeforeH
breastHcancerHdiagnosisVHClinicalfEpigeneticsTH2015THeTHde 7.7 78

337 qombinedHassociationsHofHgeneticHandHenvironmentalHriskHfactorshHimplicationsHforHpreventionHofH
breastHcancerVHJournalfoffthefNationalfCancerfInstituteTH2014THYXdTH 9.7 78

336 onHunusualHsuspecthHanHuncommonHhumanUspecificHsynonymousHcodingHvariantHwithinHtheHUuTYodH
geneHexplainsHaHuWoSHsignalHandHprotectsHagainstHbladderHcancerVHGenomefBiologyTH2011THYZTH 18.3 78

335 ReplyhHStudyHdesignHandHstatisticsHinHepidemiologyHofHbreastHcancerVHBritishfJournalfoffCancerTH2006TH
gcTHYaXZUYaXa 8.7 78

334 qharacterizationHofHlargeHstructuralHgeneticHmosaicismHinHhumanHautosomesVHAmericanfJournalfoff
HumanfGeneticsTH2015THgdTHbfeUge 11 77

333
wmputationHandHsubsetUbasedHassociationHanalysisHacrossHdifferentHcancerHtypesHidentifiesHmultipleH
independentHriskHlociHinHtheHTsRTUqzβT–YzHregionHonHchromosomeHcpYcVaaVHHumanfMolecularf
GeneticsTH2014THZaTHddYdUaa

5.6 77

332 uenomeUwideHassociationHstudyHidentifiesHaZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNaturefGeneticsTH2020THcZTHceZUcfY 36.3 76

331 pladderHcancerHriskHandHgeneticHvariationHinHoyRYqaHandHotherHmetabolizingHgenesVHCarcinogenesisTH
2008THZgTHYgccUdZ 4.6 76

330 ossociationHofHsSRYHgeneHtaggingHS βsHwithHbreastHcancerHriskVHHumanfMolecularfGeneticsTH2009THYfTHYYaYUg5.6 75

329 TheHroleHofHgeneticHbreastHcancerHsusceptibilityHvariantsHasHprognosticHfactorsVHHumanfMolecularf
GeneticsTH2012THZYTHagZdUag 5.6 75

328 TaggingHsingleHnucleotideHpolymorphismsHinHcellHcycleHcontrolHgenesHandHsusceptibilityHtoHinvasiveH
epithelialHovarianHcancerVHCancerfResearchTH2007THdeTHaXZeUac 10.1 75

327 veightHandHpreastHqancerHRiskhHsvidenceHtromHβrospectiveHStudiesHandH–endelianHRandomizationVH
JournalfoffthefNationalfCancerfInstituteTH2015THYXeTH 9.7 74

326
ossessingHinteractionsHbetweenHtheHassociationsHofHcommonHgeneticHsusceptibilityHvariantsTH
reproductiveHhistoryHandHbodyHmassHindexHwithHbreastHcancerHriskHinHtheHbreastHcancerHassociationH
consortiumhHaHcombinedHcaseUcontrolHstudyVHBreastfCancerfResearchTH2010THYZTHRYYX

8.3 74

325 oHcaseUcontrolHstudyHofHcytochromeHβbcXHYoYTHglutathioneHSUtransferaseH–YTHcigaretteHsmokingHandH
lungHcancerHsusceptibilityHP–assachusettsTHUnitedHStatesQVHCancerfCausesfandfControlTH1997THfTHcbbUca 2.8 74

(1997-2011)
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324 wdentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNaturefCommunicationsTH2018TH
gTHaYdd 17.4 70

323 zw ZfpHpolymorphismsHinfluenceHsusceptibilityHtoHepithelialHovarianHcancerVHCancerfResearchTH2011TH
eYTHafgdUgXa 10.1 70

322 RiskHofHbladderHcancerHassociatedHwithHfamilyHhistoryHofHcancerhHdoHlowUpenetranceHpolymorphismsH
accountHforHtheHincreaseHinHriskmVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2007THYdTHYcgcUdXX 4 70

321 ulutathioneHSUtransferaseHmuHandHthetaHpolymorphismsHandHbreastHcancerHsusceptibilityVHJournalfoff
thefNationalfCancerfInstituteTH1999THgYTHYgdXUb 9.7 70

320 qommonHgeneticHvariantsHinHtheHβSqoHgeneHinfluenceHgeneHexpressionHandHbladderHcancerHriskVH
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaTH2012THYXgTHbgebUg 11.5 69

319 WinnerOsHqurseHqorrectionHandHVariableHThresholdingHwmproveHβerformanceHofHβolygenicHRiskH
–odelingHpasedHonHuenomeUWideHossociationHStudyHSummaryUzevelHrataVHPLoSfGeneticsTH2016THYZTHeYXXdbga6 67

318 ueneticHandHnonUgeneticHpredictorsHofHzw sUYHmethylationHinHleukocyteHr oVHEnvironmentalfHealthf
PerspectivesTH2013THYZYTHdcXUd 8.4 66

317
ossociationsHofHcommonHvariantsHatHYpYYVZHandHYbqZbVYHPRorcYzYQHwithHbreastHcancerHriskHandH
heterogeneityHbyHtumorHsubtypehHfindingsHfromHtheHpreastHqancerHossociationHqonsortiumVHHumanf
MolecularfGeneticsTH2011THZXTHbdgaUeXd

5.6 66

316 qonsortiumHanalysisHofHeHcandidateHS βsHforHovarianHcancerVHInternationalfJournalfoffCancerTH2008TH
YZaTHafXUaff 7.5 66

315 rifferentialHmisclassificationHandHtheHassessmentHofHgeneUenvironmentHinteractionsHinHcaseUcontrolH
studiesVHAmericanfJournalfoffEpidemiologyTH1998THYbeTHbZdUaa 3.8 66

314 qrossUqancerHuenomeUWideHonalysisHofHzungTHOvaryTHpreastTHβrostateTHandHqolorectalHqancerH
RevealsH ovelHβleiotropicHossociationsVHCancerfResearchTH2016THedTHcYXaUYb 10.1 66

313 pRqoZHβolymorphicHStopHqodonHyaaZdXHandHtheHRiskHofHpreastTHβrostateTHandHOvarianHqancersVH
JournalfoffthefNationalfCancerfInstituteTH2016THYXfTH 9.7 65

312 ueneticHvariationHinHfiveHgenesHimportantHinHtelomereHbiologyHandHriskHforHbreastHcancerVHBritishf
JournalfoffCancerTH2007THgeTHfaZUd 8.7 65

311 βersonalizedHearlyHdetectionHandHpreventionHofHbreastHcancerhHs VwSwO HconsensusHstatementVH
NaturefReviewsfClinicalfOncologyTH2020THYeTHdfeUeXc 19.4 64

310 wdentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNaturef
CommunicationsTH2016THeTHYYaec 17.4 64

309 sSRYWSY sYHpolymorphismHandHinvasiveHepithelialHovarianHcancerHriskhHanHOvarianHqancerH
ossociationHqonsortiumHstudyVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2010THYgTHZbcUcX 4 64

308 qigaretteHsmokingHandHcancerHriskhHmodelingHtotalHexposureHandHintensityVHAmericanfJournalfoff
EpidemiologyTH2007THYddTHbegUfg 3.8 62

307
qomparisonHofHyieldHandHgenotypingHperformanceHofHmultipleHdisplacementHamplificationHandH
OmniβlexHwholeHgenomeHamplifiedHr oHgeneratedHfromHmultipleHr oHsourcesVHHumanfMutationTH
2005THZdTHZdZUeX

4.7 61
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306
ReplicationHandHfunctionalHgenomicHanalysesHofHtheHbreastHcancerHsusceptibilityHlocusHatHdqZcVYH
generalizeHitsHimportanceHinHwomenHofHchineseTHxapaneseTHandHsuropeanHancestryVHCancerfResearchTH
2011THeYTHYabbUcc

10.1 60

305 ueneticHvariationHinHtumorHnecrosisHfactorHandHlymphotoxinUalphaHPT tUzToQHandHbreastHcancerHriskVH
HumanfGeneticsTH2007THYZYTHbfaUgX 6.3 60

304 temaleHchromosomeHXHmosaicismHisHageUrelatedHandHpreferentiallyHaffectsHtheHinactivatedHXH
chromosomeVHNaturefCommunicationsTH2016THeTHYYfba 17.4 59

303 tineUscaleHmappingHofHtheHcqYYVZHbreastHcancerHlocusHrevealsHatHleastHthreeHindependentHriskH
variantsHregulatingH–oβayYVHAmericanfJournalfoffHumanfGeneticsTH2015THgdTHcUZX 11 59

302 –appingHofHtheHUuTYoHlocusHidentifiesHanHuncommonHcodingHvariantHthatHaffectsHmR oHexpressionH
andHprotectsHfromHbladderHcancerVHHumanfMolecularfGeneticsTH2012THZYTHYgYfUaX 5.6 58

301 r oHhypermethylationHofHsSRYHandHβuRHinHbreastHcancerhHpathologicHandHepidemiologicH
associationsVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2009THYfTHaXadUba 4 56

300 tineUmappingHofHYcXHbreastHcancerHriskHregionsHidentifiesHYgYHlikelyHtargetHgenesVHNaturefGeneticsTH
2020THcZTHcdUea 36.3 56

299
TwoHestrogenUrelatedHvariantsHinHqYβYgoYHandHendometrialHcancerHriskhHaHpooledHanalysisHinHtheH
spidemiologyHofHsndometrialHqancerHqonsortiumVHCancerfEpidemiologyfBiomarkersfandfPreventionTH
2009THYfTHZbZUe

4 55

298 zeukocyteHtelomereHlengthHinHaHpopulationUbasedHcaseUcontrolHstudyHofHovarianHcancerhHaHpilotH
studyVHCancerfCausesfandfControlTH2010THZYTHeeUfZ 2.8 55

297 xointHassociationsHofHaHpolygenicHriskHscoreHandHenvironmentalHriskHfactorsHforHbreastHcancerHinHtheH
preastHqancerHossociationHqonsortiumVHInternationalfJournalfoffEpidemiologyTH2018THbeTHcZdUcad 7.8 53

296 tunctionalHmechanismsHunderlyingHpleiotropicHriskHallelesHatHtheHYgpYaVYHbreastUovarianHcancerH
susceptibilityHlocusVHNaturefCommunicationsTH2016THeTHYZdec 17.4 53

295 tiveHpolymorphismsHandHbreastHcancerHriskhHresultsHfromHtheHpreastHqancerHossociationHqonsortiumVH
CancerfEpidemiologyfBiomarkersfandfPreventionTH2009THYfTHYdYXUd 4 53

294 TotalHfluidHandHwaterHconsumptionHandHtheHjointHeffectHofHexposureHtoHdisinfectionHbyUproductsHonH
riskHofHbladderHcancerVHEnvironmentalfHealthfPerspectivesTH2007THYYcTHYcdgUeZ 8.4 53

293 βolymorphismsHinHoneUcarbonHmetabolismHandHtransUsulfurationHpathwayHgenesHandHsusceptibilityH
toHbladderHcancerVHInternationalfJournalfoffCancerTH2007THYZXTHZbcZUf 7.5 53

292 SingleHnucleotideHpolymorphismsHinHtheHTβcaHregionHandHsusceptibilityHtoHinvasiveHepithelialHovarianH
cancerVHCancerfResearchTH2009THdgTHZabgUce 10.1 52

291 ueneticHsusceptibilityHtoHdistinctHbladderHcancerHsubphenotypesVHEuropeanfUrologyTH2010THceTHZfaUgZ 10.2 52

290 TheHoT–HmissenseHmutationHpVSerbgqysHPcVYbdqluQHandHtheHriskHofHbreastHcancerVHHumanfMutationTH
2006THZeTHcafUbb 4.7 52

289 ossociationsHofHobesityHandHcirculatingHinsulinHandHglucoseHwithHbreastHcancerHriskhHaH–endelianH
randomizationHanalysisVHInternationalfJournalfoffEpidemiologyTH2019THbfTHegcUfXd 7.8 52

(2019-2011)
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288 ueneticHmodifiersHofHqvsyZRYYXXdelqUassociatedHbreastHcancerHriskVHGeneticsfinfMedicineTH2017THYgTHcggUdXa8.1 51

287 vypomorphicH–issenseHVariantsHqonferH–oderateHRisksHofHpreastHqancerVHCancerfResearchTH2017TH
eeTHZefgUZegg 10.1 49

286 βredictionHofHbreastHcancerHriskHbyHgeneticHriskHfactorsTHoverallHandHbyHhormoneHreceptorHstatusVH
JournalfoffMedicalfGeneticsTH2012THbgTHdXYUf 5.8 49

285 qomparisonHofHdqZcHbreastHcancerHhitsHfromHosianHandHsuropeanHuenomeHWideHossociationHStudiesH
inHtheHpreastHqancerHossociationHqonsortiumHPpqoqQVHPLoSfONETH2012THeTHebZafX 3.7 49

284 qommonHnonUsynonymousHS βsHassociatedHwithHbreastHcancerHsusceptibilityhHfindingsHfromHtheH
preastHqancerHossociationHqonsortiumVHHumanfMolecularfGeneticsTH2014THZaTHdXgdUYYY 5.6 48

283 odulthoodHlifetimeHphysicalHactivityHandHbreastHcancerVHEpidemiologyTH2008THYgTHZZdUad 3.1 48

282 uenomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturefCommunicationsTH2019THYXTHYebY 17.4 47

281 ueneticHvariationHinHTβcaHandHriskHofHbreastHcancerHinHaHpopulationUbasedHcaseHcontrolHstudyVH
CarcinogenesisTH2007THZfTHYdfXUd 4.6 47

280 vormonalHmarkersHinHbreastHcancerhHcoexpressionTHrelationshipHwithHpathologicHcharacteristicsTHandH
riskHfactorHassociationsHinHaHpopulationUbasedHstudyVHCancerfResearchTH2007THdeTHYXdXfUYe 10.1 46

279 TheHobesityUassociatedHpolymorphismsHtTOHrsggagdXgHandH–qbRHrsYeefZaYaHandHendometrialH
cancerHriskHinHnonUvispanicHwhiteHwomenVHPLoSfONETH2011THdTHeYdecd 3.7 46

278 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturefCommunicationsTH2019
THYXTHbaY 17.4 45

277 ossociationHbetweenHaHgermlineHOqoZHpolymorphismHatHchromosomeHYcqYaVYHandHestrogenH
receptorUnegativeHbreastHcancerHsurvivalVHJournalfoffthefNationalfCancerfInstituteTH2010THYXZTHdcXUdZ 9.7 45

276 sxpressionHofHTutUbetaHsignalingHfactorsHinHinvasiveHbreastHcancershHrelationshipsHwithHageHatH
diagnosisHandHtumorHcharacteristicsVHBreastfCancerfResearchfandfTreatmentTH2010THYZYTHeZeUac 4.4 45

275 sstimatingHageUspecificHbreastHcancerHriskshHaHdescriptiveHtoolHtoHidentifyHageHinteractionsVHCancerf
CausesfandfControlTH2007THYfTHbagUbe 2.8 45

274 βrognosticHvalueHofHautomatedHywdeHscoringHinHbreastHcancerhHaHcentralisedHevaluationHofHfXffH
patientsHfromHYXHstudyHgroupsVHBreastfCancerfResearchTH2016THYfTHYXb 8.3 44

273 qrowdsourcingHtheHueneralHβublicHforHzargeHScaleH–olecularHβathologyHStudiesHinHqancerVH
EBioMedicineTH2015THZTHdfYUg 8.8 44

272 oHsingleHnucleotideHpolymorphismHtagsHvariationHinHtheHarylamineH UacetyltransferaseHZHphenotypeH
inHpopulationsHofHsuropeanHbackgroundVHPharmacogeneticsfandfGenomicsTH2011THZYTHZaYUd 1.9 44

271 TemporalHstabilityHandHdeterminantsHofHwhiteHbloodHcellHr oHmethylationHinHtheHbreakthroughH
generationsHstudyVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2015THZbTHZZYUg 4 43

Montserrat Garcia-Closas
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270 riscoveryHandHvalidationHofHmethylationHmarkersHforHendometrialHcancerVHInternationalfJournalfoff
CancerTH2014THYacTHYfdXUf 7.5 43

269 ossessmentHofHautomatedHimageHanalysisHofHbreastHcancerHtissueHmicroarraysHforHepidemiologicH
studiesVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2010THYgTHggZUg 4 43

268 spidemiologicHdeterminantsHofHvaginalHpvVHAmericanfJournalfoffObstetricsfandfGynecologyTH1999TH
YfXTHYXdXUd 6.4 43

267
svidenceHthatHtheHcpYZHVariantHrsYXgbYdegHqonfersHSusceptibilityHtoHsstrogenUReceptorUβositiveH
preastHqancerHthroughHtutYXHandH–RβSaXHRegulationVHAmericanfJournalfoffHumanfGeneticsTH2016TH
ggTHgXaUgYY

11 43

266 zessonsHzearnedHtromHβastHueneUsnvironmentHwnteractionHSuccessesVHAmericanfJournalfoff
EpidemiologyTH2017THYfdTHeefUefd 3.8 42

265 oHroleHforHXRqqZHgeneHpolymorphismsHinHbreastHcancerHriskHandHsurvivalVHJournalfoffMedicalfGeneticsTH
2011THbfTHbeeUfb 5.8 42

264 ueneticHvariationsHinHtheHsonicHhedgehogHpathwayHaffectHclinicalHoutcomesHinHnonUmuscleUinvasiveH
bladderHcancerVHCancerfPreventionfResearchTH2010THaTHYZacUbc 3.2 42

263 svaluationHofHcandidateHstromalHepithelialHcrossUtalkHgenesHidentifiesHassociationHbetweenHriskHofH
serousHovarianHcancerHandHTsRTTHaHcancerHsusceptibilityHJhotUspotJVHPLoSfGeneticsTH2010THdTHeYXXYXYd 6 42

262
βrogesteroneHreceptorHvariationHandHriskHofHovarianHcancerHisHlimitedHtoHtheHinvasiveHendometrioidH
subtypehHresultsHfromHtheHOvarianHqancerHossociationHqonsortiumHpooledHanalysisVHBritishfJournalfoff
CancerTH2008THgfTHZfZUf

8.7 42

261 qommonHgeneticHvariationHinHTβcaHandHitsHflankingHgenesTHWrRegHandHoTβYpZTHandHsusceptibilityHtoH
breastHcancerVHInternationalfJournalfoffCancerTH2007THYZYTHZcaZUf 7.5 42

260 vairHdyeHuseHisHnotHassociatedHwithHriskHforHbladderHcancerhHevidenceHfromHaHcaseUcontrolHstudyHinH
SpainVHEuropeanfJournalfoffCancerTH2006THbZTHYbbfUcb 7.5 42

259 zossHofHantigenicityHinHstoredHsectionsHofHbreastHcancerHtissueHmicroarraysVHCancerfEpidemiologyf
BiomarkersfandfPreventionTH2004THYaTHddeUeZ 4 42

258 RelationshipHbetweenHcrownUlikeHstructuresHandHsexUsteroidHhormonesHinHbreastHadiposeHtissueHandH
serumHamongHpostmenopausalHbreastHcancerHpatientsVHBreastfCancerfResearchTH2017THYgTHf 8.3 41

257 TutpYHandHTutpRYHpolymorphicHvariantsHinHrelationshipHtoHbladderHcancerHriskHandHprognosisVH
InternationalfJournalfoffCancerTH2009THYZbTHdXfUYa 7.5 41

256 VariationHinHbreastHcancerHhormoneHreceptorHandHvsRZHlevelsHbyHetiologicHfactorshHaH
populationUbasedHanalysisVHInternationalfJournalfoffCancerTH2007THYZYTHYXegUfc 7.5 41

255 UseHofHanalgesicsHandHnonsteroidalHantiUinflammatoryHdrugsTHgeneticHpredispositionTHandHbladderH
cancerHriskHinHSpainVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2006THYcTHYdgdUeXZ 4 41

254 retectionHofHsomaticHmutationsHbyHhighUresolutionHr oHmeltingHPvR–QHanalysisHinHmultipleHcancersVH
PLoSfONETH2011THdTHeYbcZZ 3.7 41

253 qommonHgeneticHvariantsHinHtheHgpZYHregionHandHtheirHassociationsHwithHmultipleHtumoursVHBritishf
JournalfoffCancerTH2013THYXfTHYaefUfd 8.7 40

(2013-2014)
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252 TutU˛†HsignalingHpathwayHandHbreastHcancerHsusceptibilityVHCancerfEpidemiologyfBiomarkersfandf
PreventionTH2011THZXTHYYYZUg 4 40

251 βooledHonalysisHofH ineHqohortsHRevealsHpreastHqancerHRiskHtactorsHbyHTumorH–olecularHSubtypeVH
CancerfResearchTH2018THefTHdXYYUdXZY 10.1 40

250 wdentificationHofHnovelHgeneticHmarkersHofHbreastHcancerHsurvivalVHJournalfoffthefNationalfCancerf
InstituteTH2015THYXeTH 9.7 38

249 ossociationHofHpYdHexpressionHwithHprognosisHvariesHacrossHovarianHcarcinomaHhistotypeshHanH
OvarianHTumorHTissueHonalysisHconsortiumHstudyVHJournalfoffPathology:fClinicalfResearchTH2018THbTHZcXUZdY5.3 38

248 ueneticHpredispositionHtoHinHsituHandHinvasiveHlobularHcarcinomaHofHtheHbreastVHPLoSfGeneticsTH2014TH
YXTHeYXXbZfc 6 38

247 onnexinHoYHexpressionHinHaHpooledHbreastHcancerHserieshHassociationHwithHtumorHsubtypesHandH
prognosisVHBMCfMedicineTH2015THYaTHYcd 11.4 37

246 –icroR oHrelatedHpolymorphismsHandHbreastHcancerHriskVHPLoSfONETH2014THgTHeYXggea 3.7 37

245 qombinedHandHinteractiveHeffectsHofHenvironmentalHandHuWoSUidentifiedHriskHfactorsHinHovarianH
cancerVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2013THZZTHffXUgX 4 37

244 ossociationHbetweenHinvasiveHovarianHcancerHsusceptibilityHandHYYHbestHcandidateHS βsHfromHbreastH
cancerHgenomeUwideHassociationHstudyVHHumanfMolecularfGeneticsTH2009THYfTHZZgeUaXb 5.6 37

243 TobaccoHsmokingTH oTZHacetylationHgenotypeHandHbreastHcancerHriskVHInternationalfJournalfoff
CancerTH2006THYYgTHYgdYUg 7.5 37

242 ReproductiveHriskHfactorsHforHendometrialHcancerHamongHβolishHwomenVHBritishfJournalfoffCancerTH
2007THgdTHYbcXUd 8.7 37

241 tineUmappingHidentifiesHtwoHadditionalHbreastHcancerHsusceptibilityHlociHatHgqaYVZVHHumanfMolecularf
GeneticsTH2015THZbTHZgddUfb 5.6 36

240 RiskHofHovarianHcancerHandHtheH tU˛”pHpathwayhHgeneticHassociationHwithHwzYoHandHT tStYXVHCancerf
ResearchTH2014THebTHfcZUdY 10.1 36

239 qomparativeHValidationHofHpreastHqancerHRiskHβredictionH–odelsHandHβrojectionsHforHtutureHRiskH
StratificationVHJournalfoffthefNationalfCancerfInstituteTH2020THYYZTHZefUZfc 9.7 36

238 wdentificationHandHcharacterizationHofHnovelHassociationsHinHtheHqoSβfWozSZqRYZHregionHonH
chromosomeHZHwithHbreastHcancerHriskVHHumanfMolecularfGeneticsTH2015THZbTHZfcUgf 5.6 35

237 r oHmismatchHrepairHgeneH–SvdHimplicatedHinHdeterminingHageHatHnaturalHmenopauseVHHumanf
MolecularfGeneticsTH2014THZaTHZbgXUe 5.6 35

236 qommonHgeneticHvariationHinHtheHsexHhormoneHmetabolicHpathwayHandHendometrialHcancerHriskhH
pathwayUbasedHevaluationHofHcandidateHgenesVHCarcinogenesisTH2010THaYTHfZeUaa 4.6 35

235 OvarianHcancerHriskHassociatedHwithHinheritedHinflammationUrelatedHvariantsVHCancerfResearchTH2012TH
eZTHYXdbUg 10.1 35
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234 OvarianHcancerHriskHandHcommonHvariationHinHtheHsexHhormoneUbindingHglobulinHgenehHaH
populationUbasedHcaseUcontrolHstudyVHBMCfCancerTH2007THeTHdX 4.8 34

233 βredictionHofHbreastHcancerHriskHbasedHonHcommonHgeneticHvariantsHinHwomenHofHsastHosianH
ancestryVHBreastfCancerfResearchTH2016THYfTHYZb 8.3 34

232 uenomeUwideHinteractionHstudyHofHsmokingHandHbladderHcancerHriskVHCarcinogenesisTH2014THacTHYeaeUbb 4.6 33

231 uenomeUwideHassociationHstudyHofHendometrialHcancerHinHsZqZVHHumanfGeneticsTH2014THYaaTHZYYUZb 6.3 33

230
zikelihoodHratioHtestHforHdetectingHgeneHPuQUenvironmentHPsQHinteractionsHunderHanHadditiveHriskH
modelHexploitingHuUsHindependenceHforHcaseUcontrolHdataVHAmericanfJournalfoffEpidemiologyTH2012TH
YedTHYXdXUe

3.8 33

229 YYqYaHisHaHsusceptibilityHlocusHforHhormoneHreceptorHpositiveHbreastHcancerVHHumanfMutationTH2012TH
aaTHYYZaUaZ 4.7 33

228
vumanHepidermalHgrowthHfactorHreceptorUZHandHestrogenHreceptorHexpressionTHaHdemonstrationH
projectHusingHtheHresidualHtissueHrepositoryHofHtheHSurveillanceTHspidemiologyTHandHsndHResultsH
PSssRQHprogramVHBreastfCancerfResearchfandfTreatmentTH2009THYYaTHYfgUgd

4.4 33

227 onalysisHofHserumHmetabolicHprofilesHinHwomenHwithHendometrialHcancerHandHcontrolsHinHaH
populationUbasedHcaseUcontrolHstudyVHJournalfoffClinicalfEndocrinologyfandfMetabolismTH2012THgeTHaZYdUZa5.6 33

226
oHcrossUsectionalHstudyHofHdentalHcariesTHintakeHofHconfectioneryHandHfoodsHrichHinHstarchHandHsugarsTH
andHsalivaryHcountsHofHStreptococcusHmutansHinHchildrenHinHSpainVHAmericanfJournalfoffClinicalf
NutritionTH1997THddTHYZceUda

7 33

225 zargeUscaleHpathwayUbasedHanalysisHofHbladderHcancerHgenomeUwideHassociationHdataHfromHfiveH
studiesHofHsuropeanHbackgroundVHPLoSfONETH2012THeTHeZgagd 3.7 33

224 ossessmentHofHpolygenicHarchitectureHandHriskHpredictionHbasedHonHcommonHvariantsHacrossH
fourteenHcancersVHNaturefCommunicationsTH2020THYYTHaaca 17.4 32

223 –itochondrialHr oHqopyH umberHinHβeripheralHploodHqellsHandHRiskHofHrevelopingHpreastHqancerVH
CancerfResearchTH2015THecTHZfbbUcX 10.1 32

222 qoffeeHconsumptionTHgeneticHsusceptibilityHandHbladderHcancerHriskVHCancerfCausesfandfControlTH2009
THZXTHYZYUe 2.8 32

221 SexHsteroidHhormoneHlevelsHinHbreastHadiposeHtissueHandHserumHinHpostmenopausalHwomenVHBreastf
CancerfResearchfandfTreatmentTH2012THYaYTHZfeUgb 4.4 31

220 onalysisHofHterminalHductHlobularHunitHinvolutionHinHluminalHoHandHbasalHbreastHcancersVHBreastfCancerf
ResearchTH2012THYbTHRdb 8.3 31

219 –issenseHvariantsHinHoT–HinHZdTYXYHbreastHcancerHcasesHandHZgTfbZHcontrolsVHCancerfEpidemiologyf
BiomarkersfandfPreventionTH2010THYgTHZYbaUcY 4 31

218 svidenceHforHanHintensityUdependentHinteractionHofH oTZHacetylationHgenotypeHandHcigaretteH
smokingHinHtheHSpanishHpladderHqancerHStudyVHInternationalfJournalfoffEpidemiologyTH2007THadTHZadUbY 7.8 31

217 ueneticHpredispositionHtoHductalHcarcinomaHinHsituHofHtheHbreastVHBreastfCancerfResearchTH2016THYfTHZZ 8.3 31

(2016-2007)
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216
wmpactHofHmisclassificationHinHgenotypeUexposureHinteractionHstudieshHexampleHofH
 UacetyltransferaseHZHP oTZQTHsmokingTHandHbladderHcancerVHCancerfEpidemiologyfBiomarkersfandf
PreventionTH2004THYaTHYcbaUd

4 31

215 tolateHmetabolismHgenesTHvegetableHintakeHandHrenalHcancerHriskHinHcentralHsuropeVHInternationalf
JournalfoffCancerTH2008THYZZTHYeYXUc 7.5 30

214 sstimatingHbreastHcancerHmortalityHreductionHandHoverdiagnosisHdueHtoHscreeningHforHdifferentH
strategiesHinHtheHUnitedHyingdomVHBritishfJournalfoffCancerTH2014THYYXTHZbYZUg 8.7 29

213
olcoholHconsumptionHandHsurvivalHafterHaHbreastHcancerHdiagnosishHaHliteratureUbasedHmetaUanalysisH
andHcollaborativeHanalysisHofHdataHforHZgTZagHcasesVHCancerfEpidemiologyfBiomarkersfandfPreventionTH
2014THZaTHgabUbc

4 29

212 βarityUrelatedHmolecularHsignaturesHandHbreastHcancerHsubtypesHbyHestrogenHreceptorHstatusVHBreastf
CancerfResearchTH2014THYdTHReb 8.3 29

211 –odellingHtheHoverdiagnosisHofHbreastHcancerHdueHtoHmammographyHscreeningHinHwomenHagedHbXHtoH
bgHinHtheHUnitedHyingdomVHBreastfCancerfResearchTH2012THYbTHRYcZ 8.3 29

210 zifetimeH umberHofHOvulatoryHqyclesHandHRisksHofHOvarianHandHsndometrialHqancerHomongH
βostmenopausalHWomenVHAmericanfJournalfoffEpidemiologyTH2016THYfaTHfXXUYb 3.8 29

209 uenomeUwideHassociationHstudyHofHgermlineHvariantsHandHbreastHcancerUspecificHmortalityVHBritishf
JournalfoffCancerTH2019THYZXTHdbeUdce 8.7 28

208 iqoRshHonHRHpackageHtoHbuildTHvalidateHandHapplyHabsoluteHriskHmodelsVHPLoSfONETH2020THYcTHeXZZfYgf 3.7 28

207
oHlargeUscaleHassessmentHofHtwoUwayHS βHinteractionsHinHbreastHcancerHsusceptibilityHusingHbdTbcXH
casesHandHbZTbdYHcontrolsHfromHtheHbreastHcancerHassociationHconsortiumVHHumanfMolecularf
GeneticsTH2014THZaTHYgabUbd

5.6 28

206 UrinaryHpvTHcigaretteHsmokingHandHbladderHcancerHriskVHCarcinogenesisTH2011THaZTHfbaUe 4.6 28

205 ueneticHinsightsHintoHbiologicalHmechanismsHgoverningHhumanHovarianHageingVHNatureTH2021THcgdTHagaUage50.4 28

204 podyHmassHindexHandHbreastHcancerHsurvivalhHaH–endelianHrandomizationHanalysisVHInternationalf
JournalfoffEpidemiologyTH2017THbdTHYfYbUYfZZ 7.8 27

203 qonfirmationHofHcpYZHasHaHsusceptibilityHlocusHforHprogesteroneUreceptorUpositiveTHlowerHgradeH
breastHcancerVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2011THZXTHZZZZUaY 4 27

202
qommentaryhHReflectionsHonHuVH–VHzowerHandHcolleaguesOHYgegHstudyHassociatingHslowHacetylatorH
phenotypeHwithHurinaryHbladderHcancerhHmetaUanalysisTHhistoricalHrefinementsHofHtheHhypothesisTHandH
lessonsHlearnedVHInternationalfJournalfoffEpidemiologyTH2007THadTHZaUf

7.8 27

201 βolymorphismsHinHaHβutativeHsnhancerHatHtheHYXqZYVZHpreastHqancerHRiskHzocusHRegulateH RptZH
sxpressionVHAmericanfJournalfoffHumanfGeneticsTH2015THgeTHZZUab 11 26

200 ReproductiveHprofilesHandHriskHofHbreastHcancerHsubtypeshHaHmultiUcenterHcaseUonlyHstudyVHBreastf
CancerfResearchTH2017THYgTHYYg 8.3 26

199
βrolactinHreceptorHexpressionHandHbreastHcancerhHrelationshipsHwithHtumorHcharacteristicsHamongH
preUHandHpostUmenopausalHwomenHinHaHpopulationUbasedHcaseUcontrolHstudyHfromHβolandVHHormonesf
andfCancerTH2014THcTHbZUcX

5 26
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198 UrinaryHbisphenolHoUglucuronideHandHpostmenopausalHbreastHcancerHinHβolandVHCancerfCausesfandf
ControlTH2014THZcTHYcfeUga 2.8 26

197 wnvestigationHofHgeneUenvironmentHinteractionsHbetweenHbeHnewlyHidentifiedHbreastHcancerH
susceptibilityHlociHandHenvironmentalHriskHfactorsVHInternationalfJournalfoffCancerTH2015THYadTHsdfcUgd 7.5 26

196 OccupationalHexposureHtoHorganicHsolventsHandHbreastHcancerHinHwomenVHOccupationalfandf
EnvironmentalfMedicineTH2010THdeTHeZZUg 2.1 26

195 –olecularHpathologyHinHepidemiologicHstudieshHaHprimerHonHkeyHconsiderationsVHCancerfEpidemiologyf
BiomarkersfandfPreventionTH2010THYgTHgddUeZ 4 26

194 tineUscaleHmappingHofHfqZbHlocusHidentifiesHmultipleHindependentHriskHvariantsHforHbreastHcancerVH
InternationalfJournalfoffCancerTH2016THYagTHYaXaUYaYe 7.5 26

193 βatientHsurvivalHandHtumorHcharacteristicsHassociatedHwithHqvsyZhpVwYceTHUHfindingsHfromHtheHpreastH
qancerHossociationHqonsortiumVHBreastfCancerfResearchTH2016THYfTHgf 8.3 26

192 wnfertilityHandHincidentHendometrialHcancerHriskhHaHpooledHanalysisHfromHtheHepidemiologyHofH
endometrialHcancerHconsortiumHPsZqZQVHBritishfJournalfoffCancerTH2015THYYZTHgZcUaa 8.7 25

191 roesHincreasedHurinationHfrequencyHprotectHagainstHbladderHcancermVHInternationalfJournalfoffCancer
TH2008THYZaTHYdbbUf 7.5 25

190 osbestosUrelatedHdiseasesHinHconstructionHcarpentersVHAmericanfJournalfoffIndustrialfMedicineTH1995TH
ZeTHYYcUZc 2.7 25

189 wdentificationHofHindependentHassociationHsignalsHandHputativeHfunctionalHvariantsHforHbreastHcancerH
riskHthroughHfineUscaleHmappingHofHtheHYZpYYHlocusVHBreastfCancerfResearchTH2016THYfTHdb 8.3 25

188 qombinedHquantitativeHmeasuresHofHsRTHβRTHvsRZTHandHywdeHprovideHmoreHprognosticHinformationH
thanHcategoricalHcombinationsHinHluminalHbreastHcancerVHModernfPathologyTH2019THaZTHYZbbUYZcd 9.8 24

187 onHintergenicHriskHlocusHcontainingHanHenhancerHdeletionHinHZqacHmodulatesHbreastHcancerHriskHbyH
deregulatingHwutpβcHexpressionVHHumanfMolecularfGeneticsTH2016THZcTHafdaUafed 5.6 24

186 wdentificationHofHnewHgeneticHsusceptibilityHlociHforHbreastHcancerHthroughHconsiderationHofH
geneUenvironmentHinteractionsVHGeneticfEpidemiologyTH2014THafTHfbUga 2.6 24

185 qommonHgermlineHpolymorphismsHassociatedHwithHbreastHcancerUspecificHsurvivalVHBreastfCancerf
ResearchTH2015THYeTHcf 8.3 24

184
βrolactinHserumHlevelsHandHbreastHcancerhHrelationshipsHwithHriskHfactorsHandHtumourHcharacteristicsH
amongHpreUHandHpostmenopausalHwomenHinHaHpopulationUbasedHcaseUcontrolHstudyHfromHβolandVH
BritishfJournalfoffCancerTH2010THYXaTHYXgeUYXZ

8.7 24

183 VariabilityHofHnasalHlavageHpolymorphonuclearHleukocyteHcountsHinHunexposedHsubjectshHitsHpotentialH
utilityHforHepidemiologyVHArchivesfoffEnvironmentalfHealthTH1994THbgTHZdeUeZ 24

182 wmmuneHgeneHexpressionHprofilingHrevealsHheterogeneityHinHluminalHbreastHtumorsVHBreastfCancerf
ResearchTH2019THZYTHYbe 8.3 24

181 –odificationHofHOccupationalHsxposuresHonHpladderHqancerHRiskHbyHqommonHueneticH
βolymorphismsVHJournalfoffthefNationalfCancerfInstituteTH2015THYXeTH 9.7 23

(2015-2014)

15



180 RecentHalcoholHconsumptionHandHriskHofHincidentHovarianHcarcinomahHaHpooledHanalysisHofHcTabZHcasesH
andHYXTacfHcontrolsHfromHtheHOvarianHqancerHossociationHqonsortiumVHBMCfCancerTH2013THYaTHZf 4.8 23

179 ueneticHvariationHinHqYβYeHandHendometrialHcancerHriskVHHumanfGeneticsTH2008THYZaTHYccUdZ 6.3 23

178 rifferentialHurinaryHspecificHgravityHasHaHmolecularHphenotypeHofHtheHbladderHcancerHgeneticH
associationHinHtheHureaHtransporterHgeneTHSzqYboYVHInternationalfJournalfoffCancerTH2013THYaaTHaXXfUYa 7.5 22

177  oHassociationHbetweenHtTOHorHvvsXHandHendometrialHcancerHriskVHCancerfEpidemiologyfBiomarkersf
andfPreventionTH2010THYgTHZYXdUg 4 22

176
oHcombinationHofHtheHimmunohistochemicalHmarkersHqyeHandHSoTpZHisHhighlyHsensitiveHandHspecificH
forHdistinguishingHprimaryHovarianHmucinousHtumorsHfromHcolorectalHandHappendicealHmetastasesVH
ModernfPathologyTH2019THaZTHYfabUYfbd

9.8 21

175 uenomeUwideHassociationHstudyHofHsubtypeUspecificHepithelialHovarianHcancerHriskHallelesHusingH
pooledHr oVHHumanfGeneticsTH2014THYaaTHbfYUge 6.3 21

174 –easurementHofHsexHsteroidHhormonesHinHbreastHadipocyteshHmethodsHandHimplicationsVHCancerf
EpidemiologyfBiomarkersfandfPreventionTH2008THYeTHYfgYUc 4 21

173 ueneticHvariationHofHqytochromeHβbcXHYpYHPqYβYpYQHandHriskHofHbreastHcancerHamongHβolishH
womenVHPharmacogeneticsfandfGenomicsTH2006THYdTHcbeUca 1.9 21

172 ossociationHofHbreastHcancerHriskHwithHgeneticHvariantsHshowingHdifferentialHallelicHexpressionhH
wdentificationHofHaHnovelHbreastHcancerHsusceptibilityHlocusHatHbqZYVHOncotargetTH2016THeTHfXYbXUfXYda 3.3 21

171 ploodHr oHmethylationHandHbreastHcancerHriskhHaHmetaUanalysisHofHfourHprospectiveHcohortHstudiesVH
BreastfCancerfResearchTH2019THZYTHdZ 8.3 20

170 oHframeworkHforHtranscriptomeUwideHassociationHstudiesHinHbreastHcancerHinHdiverseHstudyH
populationsVHGenomefBiologyTH2020THZYTHbZ 18.3 20

169 oHnetworkHanalysisHtoHidentifyHmediatorsHofHgermlineUdrivenHdifferencesHinHbreastHcancerHprognosisVH
NaturefCommunicationsTH2020THYYTHaYZ 17.4 20

168
wdentificationHofHaHnovelHsusceptibilityHlocusHatHYaqabHandHrefinementHofHtheHZXpYZVZHregionHasHaH
multiUsignalHlocusHassociatedHwithHbladderHcancerHriskHinHindividualsHofHsuropeanHancestryVHHumanf
MolecularfGeneticsTH2016THZcTHYZXaUYb

5.6 20

167 tutHreceptorHgenesHandHbreastHcancerHsusceptibilityhHresultsHfromHtheHpreastHqancerHossociationH
qonsortiumVHBritishfJournalfoffCancerTH2014THYYXTHYXffUYXX 8.7 20

166 zargeUscaleHevaluationHofHcommonHvariationHinHregulatoryHTHcellUrelatedHgenesHandHovarianHcancerH
outcomeVHCancerfImmunologyfResearchTH2014THZTHaaZUbX 12.5 20

165
onalysisHofHoverHYXTXXXHqasesHfindsHnoHassociationHbetweenHpreviouslyHreportedHcandidateH
polymorphismsHandHovarianHcancerHoutcomeVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2013TH
ZZTHgfeUgZ

4 20

164 βolymorphismHinHtheHuoz TYHgeneHandHepithelialHovarianHcancerHinHnonUvispanicHwhiteHwomenhHtheH
OvarianHqancerHossociationHqonsortiumVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2010THYgTHdXXUb4 20

163 octiveHandHpassiveHcigaretteHsmokingHandHtheHriskHofHendometrialHcancerHinHβolandVHEuropeanf
JournalfoffCancerTH2010THbdTHdgXUd 7.5 20

Montserrat Garcia-Closas
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162 qombinedHUtilityHofHZcHriseaseHandHRiskHtactorHβolygenicHRiskHScoresHforHStratifyingHRiskHofH
ollUqauseH–ortalityVHAmericanfJournalfoffHumanfGeneticsTH2020THYXeTHbYfUbaY 11 20

161 sUcadherinHbreastHtumorHexpressionTHriskHfactorsHandHsurvivalhHβooledHanalysisHofHcTgaaHcasesHfromH
YZHstudiesHinHtheHpreastHqancerHossociationHqonsortiumVHScientificfReportsTH2018THfTHdceb 4.9 19

160 TheHYgqYZHbladderHcancerHuWoSHsignalhHassociationHwithHcyclinHsHfunctionHandHaggressiveHdiseaseVH
CancerfResearchTH2014THebTHcfXfUYf 10.1 19

159 S βUS βHinteractionHanalysisHofH tU˛”pHsignalingHpathwayHonHbreastHcancerHsurvivalVHOncotargetTH
2015THdTHaegegUgb 3.3 19

158 ueneticHmodifiersHofHmenopausalHhormoneHreplacementHtherapyHandHbreastHcancerHriskhHaH
genomeUwideHinteractionHstudyVHEndocrinetRelatedfCancerTH2013THZXTHfecUfe 5.7 19

157 sndometrialHcancerHandHgeneticHvariationHinHβTs THβwyaqoTHoyTYTH–zvYTHandH–SvZHwithinHaH
populationUbasedHcaseUcontrolHstudyVHGynecologicfOncologyTH2011THYZXTHYdeUea 4.9 19

156 obsoluteHriskHmodelsHforHsubtypesHofHbreastHcancerVHJournalfoffthefNationalfCancerfInstituteTH2007TH
ggTHYdceUg 9.7 19

155 wnheritedHvariantsHinHregulatoryHTHcellHgenesHandHoutcomeHofHovarianHcancerVHPLoSfONETH2013THfTHecagXa 3.7 19

154 RacialHandHsthnicHrisparitiesHinHsxcessHreathsHruringHtheHqOVwrUYgHβandemicTH–archHtoHrecemberH
ZXZXVHAnnalsfoffInternalfMedicineTH2021TH 8 19

153 ossociationHofHoctiveHandHSedentaryHpehaviorsHwithHβostmenopausalHsstrogenH–etabolismVH
MedicinefandfSciencefinfSportsfandfExerciseTH2016THbfTHbagUbf 1.2 19

152
βerformanceHofHautomatedHscoringHofHsRTHβRTHvsRZTHqycWdHandHsutRHinHbreastHcancerHtissueH
microarraysHinHtheHpreastHqancerHossociationHqonsortiumVHJournalfoffPathology:fClinicalfResearchTH
2015THYTHYfUaZ

5.3 18

151 –icroR oHprocessingHandHbindingHsiteHpolymorphismsHareHnotHreplicatedHinHtheHOvarianHqancerH
ossociationHqonsortiumVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2011THZXTHYegaUe 4 18

150 wntakeHofHfruitsTHandHvegetablesHinHrelationHtoHbreastHcancerHriskHbyHhormoneHreceptorHstatusVHBreastf
CancerfResearchfandfTreatmentTH2008THYXeTHYYaUe 4.4 18

149 qomprehensiveHassessmentHofHgeneticHvariationHofHcatecholUOUmethyltransferaseHandHbreastHcancerH
riskVHCancerfResearchTH2006THddTHgefYUc 10.1 18

148 RorcYpHinHtamilialHpreastHqancerVHPLoSfONETH2016THYYTHeXYcaeff 3.7 18

147 wmpactHofHβopulationHurowthHandHogingHonHsstimatesHofHsxcessHUVSVHreathsHruringHtheHqOVwrUYgH
βandemicTH–archHtoHougustHZXZXVHAnnalsfoffInternalfMedicineTH2021THYebTHbaeUbba 8 18

146
ossessmentHofHvariationHinHimmunosuppressiveHpathwayHgenesHrevealsHTutpRZHtoHbeHassociatedH
withHprognosisHofHestrogenHreceptorUnegativeHbreastHcancerHafterHchemotherapyVHBreastfCancerf
ResearchTH2015THYeTHYf

8.3 17

145 tineUscaleHmappingHofHtheHbqZbHlocusHidentifiesHtwoHindependentHlociHassociatedHwithHbreastHcancerH
riskVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2015THZbTHYdfXUgY 4 17

(2015-2020)

17



144 ueneticHvariationHinHSwβoYHinHrelationHtoHbreastHcancerHriskHandHsurvivalHafterHbreastHcancerH
diagnosisVHInternationalfJournalfoffCancerTH2009THYZbTHYeYdUZX 7.5 17

143 sffectsHofHelectronUbeamHirradiationHonHwholeHgenomeHamplificationVHCancerfEpidemiologyf
BiomarkersfandfPreventionTH2005THYbTHYXYdUg 4 17

142 wdentificationHofHnovelHbreastHcancerHsusceptibilityHlociHinHmetaUanalysesHconductedHamongHosianH
andHsuropeanHdescendantsVHNaturefCommunicationsTH2020THYYTHYZYe 17.4 16

141 TheHpRqoZHcVdfUeT´ l´ oHvariantHisHnotHpathogenichHoHmodelHforHclinicalHcalibrationHofHspliceogenicityVH
HumanfMutationTH2018THagTHeZgUebY 4.7 16

140 tineHscaleHmappingHofHtheHYeqZZHbreastHcancerHlocusHusingHdenseHS βsTHgenotypedHwithinHtheH
qollaborativeHOncologicalHueneUsnvironmentHStudyHPqOusQVHScientificfReportsTH2016THdTHaZcYZ 4.9 16

139 vighUthroughputHautomatedHscoringHofHyideHinHbreastHcancerHtissueHmicroarraysHfromHtheHpreastH
qancerHossociationHqonsortiumVHJournalfoffPathology:fClinicalfResearchTH2016THZTHYafUca 5.3 16

138 zw sUYHmethylationHinHleukocyteHr oTHinteractionHwithHphosphatidylethanolamineH
 UmethyltransferaseHvariantsHandHbladderHcancerHriskVHBritishfJournalfoffCancerTH2014THYYXTHZYZaUaX 8.7 16

137 sstrogenHreceptorHandHprogesteroneHreceptorHexpressionHinHnormalHterminalHductHlobularHunitsH
surroundingHinvasiveHbreastHcancerVHBreastfCancerfResearchfandfTreatmentTH2013THYaeTHfaeUbe 4.4 16

136 ueneticHvariationHinHβRzHandHβRzRTHandHrelationshipsHwithHserumHprolactinHlevelsHandHbreastHcancerH
riskhHresultsHfromHaHpopulationUbasedHcaseUcontrolHstudyHinHβolandVHBreastfCancerfResearchTH2011THYaTHRbZ8.3 16

135 –olecularHmechanismsHlinkingHhighHbodyHmassHindexHtoHbreastHcancerHetiologyHinHpostUmenopausalH
breastHtumorHandHtumorUadjacentHtissuesVHBreastfCancerfResearchfandfTreatmentTH2019THYeaTHddeUdee 4.4 16

134  oHclinicalHutilityHofHyRoSHvariantHrsdYedbaeXHforHovarianHorHbreastHcancerVHGynecologicfOncologyTH
2016THYbYTHafdUbXY 4.9 15

133 uWoSHmetaUanalysisHofHYdHfcZHwomenHidentifiesHnewHsusceptibilityHlocusHforHendometrialHcancerVH
HumanfMolecularfGeneticsTH2016THZcTHZdYZUZdZX 5.6 15

132 preastHcancerHsusceptibilityHriskHassociationsHandHheterogeneityHbyHsUcadherinHtumorHtissueH
expressionVHBreastfCancerfResearchfandfTreatmentTH2014THYbaTHYfYUe 4.4 15

131 qommonHgeneticHvariationHinHuoToUbindingHproteinHaHandHdifferentialHsusceptibilityHtoHbreastHcancerH
byHestrogenHreceptorHalphaHtumorHstatusVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2007THYdTHZZdgUec4 15

130 qonstructionHandHvalidationHofHtissueHmicroarraysHofHductalHcarcinomaHinHsituHandHterminalHductH
lobularHunitsHassociatedHwithHinvasiveHbreastHcarcinomaVHDiagnosticfMolecularfPathologyTH2006THYcTHYceUdY 15

129 ossociationHofHgeneticHsusceptibilityHvariantsHforHtypeHZHdiabetesHwithHbreastHcancerHriskHinHwomenH
ofHsuropeanHancestryVHCancerfCausesfandfControlTH2016THZeTHdegUga 2.8 15

128 uenomeUwideHq VHanalysisHreplicatesHtheHassociationHbetweenHuST–YHdeletionHandHbladderHcancerhH
aHsupportHforHusingHcontinuousHmeasurementHfromHS βUarrayHdataVHBMCfGenomicsTH2012THYaTHaZd 4.5 14

127
βlasmaHcarotenoidUHandHretinolUweightedHmultiUS βHscoresHandHriskHofHbreastHcancerHinHtheH ationalH
qancerHwnstituteHpreastHandHβrostateHqancerHqohortHqonsortiumVHCancerfEpidemiologyfBiomarkersf
andfPreventionTH2013THZZTHgZeUad

4 14

Montserrat Garcia-Closas
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126 –icronucleiHassessmentHinHtheHurothelialHcellsHofHwomenHusingHhairHdyesHandHitsHmodulationHbyH
geneticHpolymorphismsVHCancerfLettersTH2008THZdaTHZcgUdd 9.9 14

125 κuantitationHofHr oHinHbuccalHcellHsamplesHcollectedHinHepidemiologicalHstudiesVHBiomarkersTH2006TH
YYTHbeZUg 2.6 14

124 TheHS βHrsdcXXfbaHinHYdpYaVaHisHassociatedHwithHsurvivalHspecificallyHamongHchemotherapyUtreatedH
breastHcancerHpatientsVHOncotargetTH2015THdTHeagXUbXe 3.3 14

123 qombinedHossociationsHofHaHβolygenicHRiskHScoreHandHqlassicalHRiskHtactorsHWithHpreastHqancerHRiskVH
JournalfoffthefNationalfCancerfInstituteTH2021THYYaTHaZgUaae 9.7 14

122 uenomicHandHevolutionaryHclassificationHofHlungHcancerHinHneverHsmokersVHNaturefGeneticsTH2021THcaTHYabfUYacg36.3 14

121 wnvitedHcommentaryhHscreeningHandHtheHelusiveHetiologyHofHprostateHcancerVHAmericanfJournalfoff
EpidemiologyTH2015THYfZTHagXUa 3.8 13

120 ueneUenvironmentHinteractionsHinvolvingHfunctionalHvariantshHResultsHfromHtheHpreastHqancerH
ossociationHqonsortiumVHInternationalfJournalfoffCancerTH2017THYbYTHYfaXUYfbX 7.5 13

119 ueneticHvariationHinHtheHTβcaHpathwayHandHbladderHcancerHriskVHaHcomprehensiveHanalysisVHPLoSfONETH
2014THgTHefggcZ 3.7 13

118 OccupationHandHbreastHcancerHriskHinHβolishHwomenhHaHpopulationUbasedHcaseUcontrolHstudyVH
AmericanfJournalfoffIndustrialfMedicineTH2007THcXTHgeUYYY 2.7 13

117 SkewedHXHchromosomeHinactivationHandHearlyUonsetHbreastHcancerVHJournalfoffMedicalfGeneticsTH
2006THbaTHbfUca 5.8 13

116 ossociationHofHqO–THhaplotypesHandHbreastHcancerHriskHinHcaucasianHwomenVHAnticancerfResearchTH
2010THaXTHZYeUZX 2.3 13

115 oHresponseHtoHJβersonalisedHmedicineHandHpopulationHhealthhHbreastHandHovarianHcancerJVHHumanf
GeneticsTH2019THYafTHZfeUZfg 6.3 13

114
ossessmentHofHinteractionsHbetweenHZXcHbreastHcancerHsusceptibilityHlociHandHYaHestablishedHriskH
factorsHinHrelationHtoHbreastHcancerHriskTHinHtheHpreastHqancerHossociationHqonsortiumVHInternationalf
JournalfoffEpidemiologyTH2020THbgTHZYdUZaZ

7.8 13

113 –endelianHrandomizationHanalysesHsuggestHaHroleHforHcholesterolHinHtheHdevelopmentHofH
endometrialHcancerVHInternationalfJournalfoffCancerTH2021THYbfTHaXeUaYg 7.5 13

112 wnheritedHvariantsHinHtheHinnerHcentromereHproteinHPw qs βQHgeneHofHtheHchromosomalHpassengerH
complexHcontributeHtoHtheHsusceptibilityHofHsRUnegativeHbreastHcancerVHCarcinogenesisTH2015THadTHZcdUeY 4.6 12

111 TheHhpVorgdcfRHtruncatingHvariantHisHassociatedHwithHriskHofHtripleUnegativeHbreastHcancerVHNpjfBreastf
CancerTH2019THcTHaf 7.8 12

110 ueneticHvariationHatHqYβaoHisHassociatedHwithHageHatHmenarcheHandHbreastHcancerHriskhHaH
caseUcontrolHstudyVHBreastfCancerfResearchTH2014THYdTHRcY 8.3 12

109 opplicationHofHmultiUS βHapproachesHpayesianHzoSSOHandHoUqURtHtoHdetectHmainHeffectsHofH
inflammatoryUgeneHvariantsHassociatedHwithHbladderHcancerHriskVHPLoSfONETH2013THfTHefaebc 3.7 12

(2013-2008)

19



108 qvsyZTH–u–TTHSUzTYsYHandHSUzTYoYHpolymorphismsHandHendometrialHcancerHriskVHTwinfResearchf
andfHumanfGeneticsTH2011THYbTHaZfUaZ 2.2 12

107 wntrauterineHenvironmentHandHbreastHcancerHriskHinHaHpopulationUbasedHcaseUcontrolHstudyHinHβolandVH
InternationalfJournalfoffCancerTH2006THYYgTHZYadUbY 7.5 12

106 preastHqancerHβolygenicHRiskHScoreHandHqontralateralHpreastHqancerHRiskVHAmericanfJournalfoff
HumanfGeneticsTH2020THYXeTHfaeUfbf 11 12

105
qomparativeHvalidationHofHtheHpOorwqsoHandHTyrerUquzickHbreastHcancerHriskHmodelsHincorporatingH
classicalHriskHfactorsHandHpolygenicHriskHinHaHpopulationUbasedHprospectiveHcohortHofHwomenHofH
suropeanHancestryVHBreastfCancerfResearchTH2021THZaTHZZ

8.3 12

104 ueneticHvariationHinHmitoticHregulatoryHpathwayHgenesHisHassociatedHwithHbreastHtumorHgradeVH
HumanfMolecularfGeneticsTH2014THZaTHdXabUbd 5.6 11

103 VariationHinH tU˛”pHsignalingHpathwaysHandHsurvivalHinHinvasiveHepithelialHovarianHcancerVHCancerf
EpidemiologyfBiomarkersfandfPreventionTH2014THZaTHYbZYUe 4 11

102 ueneticHvariationHinHtheHandrogenHreceptorHgeneHandHendometrialHcancerHriskVHCancerfEpidemiologyf
BiomarkersfandfPreventionTH2009THYfTHcfcUg 4 11

101 StudyHofHgenesHandHenvironmentalHfactorsHinHcomplexHdiseasesVHLancetsfTheTH2002THacgTHYYcciHauthorH
replyHYYce 40 11

100 tineU–appingHofHtheHYpYYVZHpreastHqancerHSusceptibilityHzocusVHPLoSfONETH2016THYYTHeXYdXaYd 3.7 11

99 βredictionHandHclinicalHutilityHofHaHcontralateralHbreastHcancerHriskHmodelVHBreastfCancerfResearchTH
2019THZYTHYbb 8.3 11

98 WholeHgenomeHpredictionHofHbladderHcancerHriskHwithHtheHpayesianHzoSSOVHGeneticfEpidemiologyTH
2014THafTHbdeUed 2.6 10

97 –aximizingHr oHyieldHforHepidemiologicHstudieshHnoHmoreHbuffyHcoatsmVHAmericanfJournalfoff
EpidemiologyTH2013THYefTHYYeXUd 3.8 10

96 –easurementHofHurineHpvHforHepidemiologicalHstudiesHonHbladderHcancerVHEuropeanfJournalfoff
EpidemiologyTH2007THZZTHgYUf 12.1 10

95 pulkyHr oHadductHformationHandHriskHofHbladderHcancerVHCancerfEpidemiologyfBiomarkersfandf
PreventionTH2007THYdTHZYccUg 4 10

94 sffectsHofHelectronUbeamHirradiationHonHbuccalUcellHr oVHAmericanfJournalfoffHumanfGeneticsTH2003TH
eaTHdbdUcY 11 10

93 onHinvestigationHofHtheHassociationHofHgeneticHsusceptibilityHriskHwithHsomaticHmutationHburdenHinH
breastHcancerVHBritishfJournalfoffCancerTH2016THYYcTHecZUdX 8.7 10

92 wdentificationHandHreplicationHofHtheHinterplayHofHfourHgeneticHhighUriskHvariantsHforHurinaryHbladderH
cancerVHCarcinogenesisTH2017THafTHYYdeUYYeg 4.6 9

91 ReproductiveHfactorsHandHriskHofHbreastHcancerHbyHtumorHsubtypesHamongHuhanaianHwomenhHoH
populationUbasedHcaseUcontrolHstudyVHInternationalfJournalfoffCancerTH2020THYbeTHYcacUYcbe 7.5 9

Montserrat Garcia-Closas
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90 TranscriptomeUwideHassociationHstudyHofHbreastHcancerHriskHbyHestrogenUreceptorHstatusVHGeneticf
EpidemiologyTH2020THbbTHbbZUbdf 2.6 9

89 stiologyHofHhormoneHreceptorHpositiveHbreastHcancerHdiffersHbyHlevelsHofHhistologicHgradeHandH
proliferationVHInternationalfJournalfoffCancerTH2018THYbaTHebdUece 7.5 9

88 uermlineHvariationHinHTβcaHregulatoryHnetworkHgenesHassociatesHwithHbreastHcancerHsurvivalHandH
treatmentHoutcomeVHInternationalfJournalfoffCancerTH2013THYaZTHZXbbUcc 7.5 9

87 ossociationHbetweenHbreastHcancerHgeneticHsusceptibilityHvariantsHandHterminalHductHlobularHunitH
involutionHofHtheHbreastVHInternationalfJournalfoffCancerTH2017THYbXTHfZcUfaZ 7.5 9

86 ossociationHofHqYβYpYHhaplotypesHandHbreastHcancerHriskHinHqaucasianHwomenVHCancerfEpidemiologyf
BiomarkersfandfPreventionTH2009THYfTHYaZYUa 4 9

85 vSrYepYHgeneticHvariantsHandHhormoneHreceptorUdefinedHbreastHcancerVHCancerfEpidemiologyf
BiomarkersfandfPreventionTH2008THYeTHZeddUeZ 4 9

84 svaluatingHβolygenicHRiskHScoresHforHpreastHqancerHinHWomenHofHofricanHoncestryVHJournalfoffthef
NationalfCancerfInstituteTH2021THYYaTHYYdfUYYed 9.7 9

83 svaluationHofHassociationsHbetweenHgeneticallyHpredictedHcirculatingHproteinHbiomarkersHandHbreastH
cancerHriskVHInternationalfJournalfoffCancerTH2020THYbdTHZYaXUZYaf 7.5 9

82 osthmaHstatusHisHassociatedHwithHdecreasedHriskHofHaggressiveHurothelialHbladderHcancerVH
InternationalfJournalfoffCancerTH2018THYbZTHbeXUbed 7.5 8

81 qonsortiumHanalysisHofHgeneHandHgeneUfolateHinteractionsHinHpurineHandHpyrimidineHmetabolismH
pathwaysHwithHovarianHcarcinomaHriskVHMolecularfNutritionfandfFoodfResearchTH2014THcfTHZXZaUac 5.9 8

80 podyH–assHwndexHueneticHRiskHScoreHandHsndometrialHqancerHRiskVHPLoSfONETH2015THYXTHeXYbaZcd 3.7 8

79 opplicationHofHpiomarkersHinHqancerHspidemiologyH2006THeXUff 8

78 rieselHexhaustHandHbladderHcancerHriskHbyHpathologicHstageHandHgradeHsubtypesVHEnvironmentf
InternationalTH2020THYacTHYXcabd 12.9 8

77 βredictionHofHcontralateralHbreastHcancerhHexternalHvalidationHofHriskHcalculatorsHinHZXHinternationalH
cohortsVHBreastfCancerfResearchfandfTreatmentTH2020THYfYTHbZaUbab 4.4 7

76 TβcaUbasedHinteractionHanalysisHidentifiesHcisUeκTzHvariantsHforHTβcapβZTHtpXOZfTHandHto–caoH
thatHassociateHwithHsurvivalHandHtreatmentHoutcomeHinHbreastHcancerVHOncotargetTH2017THfTHYfafYUYfagf 3.3 7

75 OncologicHtherapyHshapesHtheHfitnessHlandscapeHofHclonalHhematopoiesis 7

74 wnflammatoryURelatedHueneticHVariantsHinH onU–uscleUwnvasiveHpladderHqancerHβrognosishHoH
–ultimarkerHpayesianHossessmentVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2016THZcTHYYbbUcX 4 7

73
wntegratedHanalysisHofHr oHmethylationTHimmunohistochemistryHandHmR oHexpressionTHdataH
identifiesHaHmethylationHexpressionHindexHP–swQHrobustlyHassociatedHwithHsurvivalHofHsRUpositiveH
breastHcancerHpatientsVHBreastfCancerfResearchfandfTreatmentTH2015THYcXTHbceUbdd

4.4 6

(2015-2020)
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72 oHmixedUmodelHapproachHforHpowerfulHtestingHofHgeneticHassociationsHwithHcancerHriskHincorporatingH
tumorHcharacteristicsVHBiostatisticsTH2021THZZTHeeZUeff 3.7 6

71
ueneticHvariationHinHtheHimmunosuppressionHpathwayHgenesHandHbreastHcancerHsusceptibilityhHaH
pooledHanalysisHofHbZTcYXHcasesHandHbXTceeHcontrolsHfromHtheHpreastHqancerHossociationH
qonsortiumVHHumanfGeneticsTH2016THYacTHYaeUcb

6.3 6

70 OvarianHvolumesHamongHwomenHwithHendometrialHcarcinomahHassociationsHwithHriskHfactorsHandH
serumHhormonesVHGynecologicfOncologyTH2007THYXeTHbaYUc 4.9 6

69 βrospectiveHevaluationHofHaHbreastUcancerHriskHmodelHintegratingHclassicalHriskHfactorsHandHpolygenicH
riskHinHYcHcohortsHfromHsixHcountriesVHInternationalfJournalfoffEpidemiologyTH2021TH 7.8 6

68 ReplyHtoHO–osaicHlossHofHchromosomeHYHinHleukocytesHmattersOVHNaturefGeneticsTH2019THcYTHeUg 36.3 6

67 oHmultilayeredHpostUuWoSHassessmentHonHgeneticHsusceptibilityHtoHpancreaticHcancerVHGenomef
MedicineTH2021THYaTHYc 14.4 6

66 onalysisHofHepidemiologicHstudiesHofHgeneticHeffectsHandHgeneUenvironmentHinteractionsVHIarcf
ninternationalfAgencyfforfResearchfonfCancerofScientificfPublicationsTH2011THZfYUaXY 6

65 RecruitingHpopulationHcontrolsHforHcaseUcontrolHstudiesHinHsubUSaharanHofricahHTheHuhanaHpreastH
vealthHStudyVHPLoSfONETH2019THYbTHeXZYcabe 3.7 5

64 ossessmentHofHbreastHcancerHriskhHwhichHtoolsHtoHusemVHLancetfOncologysfTheTH2019THZXTHbdaUbdb 21.7 5

63 ogesHatHmenarcheUHandHmenopauseUrelatedHgeneticHvariantsHinHrelationHtoHterminalHductHlobularHunitH
involutionHinHnormalHbreastHtissueVHBreastfCancerfResearchfandfTreatmentTH2016THYcfTHabYUcX 4.4 5

62 veterogeneityHofHluminalHbreastHcancerHcharacterisedHbyHimmunohistochemicalHexpressionHofHbasalH
markersVHBritishfJournalfoffCancerTH2016THYYbTHZgfUaXb 8.7 5

61 tineHmappingHofHYbqZbVYHbreastHcancerHsusceptibilityHlocusVHHumanfGeneticsTH2012THYaYTHbegUgX 6.3 5

60 eqZYUrsdgdbcfeHandHbreastHcancerHriskhHanHextendedHcaseUcontrolHstudyHbyHtheHpreastHqancerH
ossociationHqonsortiumVHJournalfoffMedicalfGeneticsTH2011THbfTHdgfUeXZ 5.8 5

59 WholeHgenomeHamplificationHofHbuccalHcytobrushHr oHcollectedHforHmolecularHepidemiologyH
studiesVHBiomarkersTH2007THYZTHaXaUYZ 2.6 5

58 qlarifyingHbreastHcancerHrisksHassociatedHwithHmenopausalHhormoneHtherapyVHLancetfOncologysfTheTH
2006THeTHffcUd 21.7 5

57 TowardHRiskUStratifiedHpreastHqancerHScreeninghHqonsiderationsHforHqhangesHinHScreeningH
uuidelinesVHJAMAfOncologyTH2020THdTHaYUaa 13.4 5

56
ueneticHanalysesHofHgynecologicalHdiseaseHidentifyHgeneticHrelationshipsHbetweenHuterineHfibroidsH
andHendometrialHcancerTHandHaHnovelHendometrialHcancerHgeneticHriskHregionHatHtheHW TbHYpadVYZH
locusVHHumanfGeneticsTH2021THYbXTHYacaUYadc

6.3 5

55 svaluationHofHvariationHinHtheHphosphoinositideUaUkinaseHcatalyticHsubunitHalphaHoncogeneHandH
breastHcancerHriskVHBritishfJournalfoffCancerTH2011THYXcTHYgabUg 8.7 4
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54 preastHcancerHsusceptibilityHpolymorphismsHandHendometrialHcancerHriskhHaHqollaborativeH
sndometrialHqancerHStudyVHCarcinogenesisTH2011THaZTHYfdZUd 4.6 4

53 βathologyHofHTumorsHossociatedHWithHβathogenicHuermlineHVariantsHinHgHpreastHqancerH
SusceptibilityHuenesVVHJAMAfOncologyTH2022TH 13.4 4

52 iqoRshHRHpackageHtoHbuildTHvalidateHandHapplyHabsoluteHriskHmodels 4

51 TracingHzungHqancerHRiskHtactorsHThroughH–utationalHSignaturesHinH everUSmokersVHAmericanf
JournalfoffEpidemiologyTH2021THYgXTHgdZUged 3.8 4

50 oHcaseUonlyHstudyHtoHidentifyHgeneticHmodifiersHofHbreastHcancerHriskHforHpRqoYWpRqoZHmutationH
carriersVHNaturefCommunicationsTH2021THYZTHYXef 17.4 4

49 preastHqancerHRiskHtactorsHandHSurvivalHbyHTumorHSubtypehHβooledHonalysesHfromHtheHpreastHqancerH
ossociationHqonsortiumVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2021THaXTHdZaUdbZ 4 4

48 retectibleHmosaicHtruncatingHββ–YrHmutationsTHageHandHbreastHcancerHriskVHJournalfoffHumanf
GeneticsTH2019THdbTHcbcUccX 4.3 3

47 RehHmoreHdataHregardingHtheHeffectsHofHpassiveHsmokingHonHbreastHcancerHriskHamongHyoungerH
womenVHInternationalfJournalfoffCancerTH2007THYZXTHZcYeUf 7.5 3

46 qommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypesVVHBreastfCancerf
ResearchTH2022THZbTHZ 8.3 3

45 UHaHnovelHcandidateHbreastHcancerHsusceptibilityHlocusHonHdqYbVYVHOncotargetTH2017THfTHYXZedgUYXZefZ 3.3 3

44 TargetedHreepHSequencingHofHpladderHTumorsHRevealsH ovelHossociationsHbetweenHqancerHueneH
–utationsHandH–utationalHSignaturesHwithH–ajorHRiskHtactorsVHClinicalfCancerfResearchTH2021THZeTHaeZcUaeaa12.9 3

43 wmpactHofHbreastHcancerHriskHfactorsHonHclinicallyHrelevantHprognosticHbiomarkersHforHprimaryHbreastH
cancerVHBreastfCancerfResearchfandfTreatmentTH2021THYfgTHbfaUbgc 4.4 3

42 ossociationsHofHfecalHmicrobialHprofilesHwithHbreastHcancerHandHnonmalignantHbreastHdiseaseHinHtheH
uhanaHpreastHvealthHStudyVHInternationalfJournalfoffCancerTH2021THYbfTHZeYZUZeZa 7.5 3

41 TwoHtruncatingHvariantsHinHto qqHandHbreastHcancerHriskVHScientificfReportsTH2019THgTHYZcZb 4.9 2

40 uermlineHvOXpYaHmutationsHpVufbsHandHpVRZYeqHdoHnotHconferHanHincreasedHbreastHcancerHriskVH
ScientificfReportsTH2020THYXTHgdff 4.9 2

39
qancerHwnformaticsHforHqancerHqentersHPqwbqqQhHpuildingHaHqommunityHtocusedHonHSharingHwdeasHandH
pestHβracticesHtoHwmproveHqancerHqareHandHβatientHOutcomesVHJCOfClinicalfCancerfInformaticsTH2020TH
bTHYXfUYYd

5.2 2

38 rsZeacafaTHlocatedHatHaHmicroR oHbindingHsiteHinHtheHaOUTRHofH pSYTHisHnotHassociatedHwithHbreastH
cancerHriskVHScientificfReportsTH2016THdTHadfeb 4.9 2

37 βeripheralHbloodHimmunologicHphenotypeHofHpopulationUbasedHbreastHcancerHcasesHandHmatchedH
controlsVHEuropeanfJournalfoffClinicalfInvestigationTH2012THbZTHceZUb 4.6 2

(2012-2011)
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36 OncologicHTherapyHforHSolidHTumorsHoltersHtheHRiskHofHqlonalHvematopoiesisVHBloodTH2018THYaZTHebeUebe 2.2 2

35 βrospectiveHsvaluationHofHaHpreastHqancerHRiskH–odelHwntegratingHqlassicalHRiskHtactorsHandH
βolygenicHRiskHinHYcHqohortsHfromHSixHqountries 2

34 qomparativeHvalidationHofHtheHpOorwqsoHandHTyrerUquzickHbreastHcancerHriskHmodelsHincorporatingH
classicalHriskHfactorsHandHpolygenicHriskHinHaHpopulationUbasedHprospectiveHcohort 2

33
TumorUossociatedHStromalHqellularHrensityHasHaHβredictorHofHRecurrenceHandH–ortalityHinHpreastH
qancerhHResultsHfromHsthnicallyHriverseHStudyHβopulationsVHCancerfEpidemiologyfBiomarkersfandf
PreventionTH2021THaXTHYageUYbXe

4 2

32 qYβaoeRYqHallelehHlinkingHpremenopausalHoestroneHandHprogesteroneHlevelsHwithHriskHofHhormoneH
receptorUpositiveHbreastHcancersVHBritishfJournalfoffCancerTH2021THYZbTHfbZUfcb 8.7 2

31 RshHslevatedHpladderHqancerHinH orthernH ewHsnglandhHTheHRoleHofHrrinkingHWaterHandHorsenicVH
JournalfoffthefNationalfCancerfInstituteTH2018THYYXTHYZeaUYZeb 9.7 1

30 –easuredHbodyHsizeHandHserumHestrogenHmetabolismHinHpostmenopausalHwomenhHtheHuhanaHpreastH
vealthHStudyVVHBreastfCancerfResearchTH2022THZbTHg 8.3 1

29 qomparisonHofHsomaticHmutationHlandscapesHinHqhineseHversusHsuropeanHbreastHcancerHpatientsVVH
HumanfGeneticsfandfGenomicsfAdvancesTH2022THaTHYXXXed 0.8 1

28 oH–ixedU–odelHopproachHforHβowerfulHTestingHofHueneticHossociationsHwithHqancerHRiskH
wncorporatingHTumorHqharacteristics 1

27 qomparativeHvalidationHofHbreastHcancerHriskHpredictionHmodelsHandHprojectionsHforHfutureHriskHstratification 1

26 qommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypes 1

25 oHtrameworkHforHTranscriptomeUWideHossociationHStudiesHinHpreastHqancerHinHriverseHStudyHβopulations 1

24 ueneHlevelHgermlineHcontributionsHtoHclinicalHriskHofHrecurrenceHscoresHinHplackHandHWhiteHbreastH
cancerHpatientsVHCancerfResearchTH2021TH 10.1 1

23 ossessmentHofHβolygenicHorchitectureHandHRiskHβredictionHbasedHonHqommonHVariantsHocrossH
tourteenHqancers 1

22 qrossUancestryHuWoSHmetaUanalysisHidentifiesHsixHbreastHcancerHlociHinHofricanHandHsuropeanH
ancestryHwomenVHNaturefCommunicationsTH2021THYZTHbYgf 17.4 1

21
tunctionalHannotationHofHtheHZqacHbreastHcancerHriskHlocusHimplicatesHaHstructuralHvariantHinH
influencingHactivityHofHaHlongUrangeHenhancerHelementVHAmericanfJournalfoffHumanfGeneticsTH2021TH
YXfTHYYgXUYZXa

11 1

20
ossociationHofHgermlineHgeneticHvariantsHwithHbreastHcancerUspecificHsurvivalHinHpatientHsubgroupsH
definedHbyHclinicUpathologicalHvariablesHrelatedHtoHtumorHbiologyHandHtypeHofHsystemicHtreatmentVH
BreastfCancerfResearchTH2021THZaTHfd

8.3 1

19 riscoveryHofHstructuralHdeletionsHinHbreastHcancerHpredispositionHgenesHusingHwholeHgenomeH
sequencingHdataHfromHlHZXXXHwomenHofHofricanUancestryVHHumanfGeneticsTH2021THYbXTHYbbgUYbce 6.3 1
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18 βerformanceHofHautomatedHscoringHofHsRTHβRTHvsRZTHqycWdHandHsutRHinHbreastHcancerHtissueH
microarraysHinHtheHpreastHqancerHossociationHqonsortiumH2014THnWaUnWa 1

17
risinfectionHpyUβroductsHinHrrinkingHWaterHandHpladderHqancerhHsvaluationHofHRiskH–odificationHbyH
qommonHueneticHβolymorphismsHinHTwoHqaseUqontrolHStudiesVVHEnvironmentalfHealthfPerspectivesTH
2022THYaXTHceXXd

8.4 1

16 TheHcaseHforHincreasingHdiversityHinHtissueUbasedHfunctionalHgenomicsHdatasetsHtoHunderstandHhumanH
diseaseHsusceptibilityVHNaturefCommunicationsTH2022THYaTH 17.4 1

15 RareHgermlineHcopyHnumberHvariantsHPq VsQHandHbreastHcancerHriskVVHCommunicationsfBiologyTH2022TH
cTHdc 6.7 0

14 uermlineHvariantsHandHbreastHcancerHsurvivalHinHpatientsHwithHdistantHmetastasesHatHprimaryHbreastH
cancerHdiagnosisVHScientificfReportsTH2021THYYTHYgefe 4.9 0

13 βolygenicHriskHscoreHforHtheHpredictionHofHbreastHcancerHisHrelatedHtoHlesserHterminalHductHlobularH
unitHinvolutionHofHtheHbreastVHNpjfBreastfCancerTH2020THdTHbY 7.8 0

12
prowserUbasedHrataHonnotationTHoctiveHzearningTHandHRealUTimeHristributionHofHortificialH
wntelligenceH–odelshHtromHTumorHTissueH–icroarraysHtoHqOVwrUYgHRadiologyVHJournalfoffPathologyf
InformaticsTH2021THYZTHaf

4.4 0

11 –endelianHrandomisationHstudyHofHsmokingHexposureHinHrelationHtoHbreastHcancerHriskVHBritishf
JournalfoffCancerTH2021THYZcTHYYacUYYbc 8.7 0

10 qirculatingHtumorHr oHisHreadilyHdetectableHamongHuhanaianHbreastHcancerHpatientsHsupportingH
nonUinvasiveHcancerHgenomicHstudiesHinHofricaVHNpjfPrecisionfOncologyTH2021THcTHfa 9.8 0

9 oHuenomeUWideHueneUpasedHueneâ��snvironmentHwnteractionHStudyHofHpreastHqancerHinH–oreHthanH
gXTXXXHWomenVHCancerfResearchfCommunicationsTH2022THZTHZYYUZYg 0

8 TowardsHimplementationHofHcomprehensiveHbreastHcancerHriskHpredictionHtoolsHinHhealthHcareHforH
personalisedHpreventionVVHPreventivefMedicineTH2022THYXeXec 4.3 0

7 preastHcancerHrisksHassociatedHwithHmissenseHvariantsHinHbreastHcancerHsusceptibilityHgenesVVHGenomef
MedicineTH2022THYbTHcY 14.4 0

6 ResponseVHJournalfoffthefNationalfCancerfInstituteTH2016THYXfTH 9.7

5 zargeUScaleHuenomicHonalysesHzinkHReproductiveHogingHtoHvypothalamicHSignalingTHpreastHqancerH
SusceptibilityTHandHpRqoYU–ediatedHr oHRepairVHObstetricalfandfGynecologicalfSurveyTH2015THeXTHecfUedZ2.4

4 βrostateHcancerHsusceptibilityHpolymorphismHrsZddXecaHisHnotHassociatedHwithHinvasiveHovarianH
cancerVHCancerfEpidemiologyfBiomarkersfandfPreventionTH2011THZXTHYXZfUaY 4

3 –odificationsHtoHaHStandardHpuccalHqollectionHβrotocolhHsffectsHonHvumanHr oHYieldVHCellf
PreservationfTechnologyTH2007THcTHZYdUZZb

2 resignHqonsiderationsHinH–olecularHspidemiologyH2008THYUYf

1 uenomeUwideHinteractionHanalysisHofHmenopausalHhormoneHtherapyHuseHandHbreastHcancerHriskH
amongHdZTaeXHwomenVVHScientificfReportsTH2022THYZTHdYgg 4.9

(2022-2014)
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