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An extensively glycosylated archaeal pilus survives extreme conditions. Nature Microbiology, 2019, 4,
1401-1410. 183 46

Reader domain specificity and lysine demethylase-4 family function. Nature Communications, 2016, 7,
13387.
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Understanding molecular recognition of promiscuity of thermophilic methionine
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Structure and assembly of archaeal viruses. Advances in Virus Research, 2020, 108, 127-164. 2.1 35

Structural analysis of cross I-helical nanotubes provides insight into the designability of filamentous
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Structures of filamentous viruses infecting hyperthermophilic archaea explain DNA stabilization in
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The dual role of ubiquitin-like protein Urm1 as a protein modifier and sulfur carrier. Protein and Cell,
2011, 2,612-619.
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Structural Determination of a Filamentous Chaperone to Fabricate Electronically Conductive
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DeepTracer-ID: De novo protein identification from cryo-EM maps. Biophysical Journal, 2022, 121,
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Structure of a filamentous virus uncovers familial ties within the archaeal virosphere. Virus
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Structural characterization of AtmS13, a putative sugar aminotransferase involved in
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