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ARTICLE
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Genome of Herbaspirillum seropedicae Strain SmR1, a Specialized Diazotrophic Endophyte of Tropical
Grasses. PLoS Genetics, 2011, 7, e1002064.

IF

3.5

4.1

2.8

2.5

2.4

3.8

2.8

2.5

3.5

CITATIONS

15

14

42

52

130

31

188



