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i Paper IF Citations

241 uarlyKpredictionKofKdecompensationKSu—–tTK³coreKXKnonXinvasiveKdeterminationKofKliverKcirrhosisK
decompensationKriskYYKLiveraInternationalWK2022WK 7.9 1

240 ynsightsKintoKcellKwallKdisintegrationKofKshlorellaKvulgarisYYKPLoSaONEWK2022WKagWKe0bfbe00 3.7 2

239 YeastXbasedKproductionKandKinKsituKpurificationKofKacetaldehydeYYKBioprocessaandaBiosystemsa
EngineeringWK2022WKdeWKgfa 3.7 0

238 untwicklungKvonKòstilagoKalsKshassisKfˆ…rKdieKs–bXneutraleKytakonatproduktionYKBioSpektrumWK2022WK
bhWKigXa00 0.1

237 RemobilizationKofKpollutantsKduringKextremeKfloodKeventsKposesKsevereKrisksKtoKhumanKandK
environmentalKhealthYKJournalaofaHazardousaMaterialsWK2022WKdbaWKabffia 12.8 7

236 ³eventeenKòstilaginaceaeKxighX ualityKwenomeK³equencesKqllowK—hylogenomicKqnalysisKandK
—rovideKynsightsKintoK³econdaryK“etaboliteK³ynthesisYYKJournalaofaFungiaiBaselmaSwitzerlandjWK2022WKhWK 5.6 1

235 ”itrogenK“etabolismKinK—seudomonasKputidajKvunctionalKqnalysisKòsingKRandomKrarcodeK
¹ransposonK³equencingYYKAppliedaandaEnvironmentalaMicrobiologyWK2022WKe0bdc0ba 4.8 0

234 òstilagoKmaydisK“etabolicKsharacterizationKandKwrowthK uantificationKwithKaKwenomeX³caleK
“etabolicK“odelYKJournalaofaFungiaiBaselmaSwitzerlandjWK2022WKhWKebd 5.6 0

233 qnKintegratedKyeastXbasedKprocessKforKcisWcisXmuconicKacidKproductionYKBiotechnologyaanda
BioengineeringWK2021WKaaiWKcgf 4.9 1

232
qKpleaKforKtheKintegrationKofKwreenK¹oxicologyKinKsustainableKbioeconomyKstrategiesKXK
riosurfactantsKandKmicrogelXbasedKpesticideKreleaseKsystemsKasKexamplesYKJournalaofaHazardousa
MaterialsWK2021WKabgh00

12.8 0

231
rioXenergyKconversionKwithKcarbonKcaptureKandKutilizationKSrussòTjKintegratedKbiomassK
fermentationKandKchemoXcatalyticKs–bKhydrogenationKforKbioethanolKandKformicKacidK
coXproductionYKGreenaChemistryWK2021WKbcWKihf0Xihfd

10 1

230 somparativeKqnalysisKofKtheKrehaviourKofK“arineKLitterKinK¹hermochemicalKüasteK¹reatmentK
—rocessesYKProcessesWK2021WKiWKac 2.9 3

229 tesignedKtoKreKwreenWKuconomicWKandKufficientjKqKKetoneXusterXqlcoholXqlkaneKrlendKforKvutureK
³parkXygnitionKunginesYKChemSusChemWK2021WKadWKebedXebfd 8.3 1

228
sorrectionKforK¹hompsonKetKalYWKâ��vattyKqcidKandKqlcoholK“etabolismKinK—seudomonasKputidajK
vunctionalKqnalysisKòsingKRandomKrarcodeK¹ransposonK³equencingâ��YKAppliedaandaEnvironmentala
MicrobiologyWK2021WKhgWK

4.8 78

227 —roteomeKRegulationK—atternsKtetermineKuscherichiaKcoliKüildX¹ypeKandK“utantK—henotypesYK
MSystemsWK2021WKfWK 7.6 1

226 riodegradationKandKupXcyclingKofKpolyurethanesjK—rogressWKchallengesWKandKprospectsYK
BiotechnologyaAdvancesWK2021WKdhWKa0ggc0 17.8 23

225 qKscalableKbubbleXfreeKmembraneKaeratorKforKbiosurfactantKproductionYKBiotechnologyaanda
BioengineeringWK2021WKaahWKcedeXceeh 4.9 1
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224 tataXdrivenKpersonalizationKofKaKphysiologicallyKbasedKpharmacokineticKmodelKforKcaffeinejKqK
systematicKassessmentYKCPT:aPharmacometricsaandaSystemsaPharmacologyWK2021WKa0WKghbXgic 4.5 2

223 LigninKqromaticsKtoK—xqK—olymersjK”itrogenKandK–xygenKqreKtheKKeyKvactorsKforK—seudomonasYK
ACSaSustainableaChemistryaandaEngineeringWK2021WKiWKa0egiXa0ei0 8.3 6

222 ¹owardsKbioXupcyclingKofKpolyethyleneKterephthalateYKMetabolicaEngineeringWK2021WKffWKafgXagh 9.7 42

221 òpcyclingKofKhydrolyzedK—u¹KbyKmicrobialKconversionKtoKaKfattyKacidKderivativeYKMethodsaina
EnzymologyWK2021WKfdhWKciaXdba 1.7 4

220 wenomeXscaleKmodelKreconstructionKofKtheKmethylotrophicKyeastK–gataeaKpolymorphaYKBMCa
BiotechnologyWK2021WKbaWKbc 3.5 1

219 “yγedKplasticsKbiodegradationKandKò—cyclingKusingKmicrobialKcommunitiesjKuòKxorizonKb0b0KprojectK
“yγXò—KstartedKzanuaryKb0b0YKEnvironmentalaSciencesaEuropeWK2021WKccWKii 5 10

218 —seudomonasKputidaKK¹bdd0KenduresKtemporaryKoxygenKlimitationsYKBiotechnologyaanda
BioengineeringWK2021WKaahWKdgceXdge0 4.9 1

217 rrewersRKspentKgrainKasKcarbonKsourceKforKitaconateKproductionKwithKengineeredKòstilagoKmaydisYK
BioresourceaTechnologyWK2021WKccfWKabebfb 11 3

216 qK“odelXrasedKüorkflowKtoKrenchmarkKtheKslinicalKsholestasisKRiskKofKtrugsYKClinicala
PharmacologyaandaTherapeuticsWK2021WKaa0WKabicXac0a 6.1 0

215 ungineeringKadipicKacidKmetabolismKinK—seudomonasKputidaYKMetabolicaEngineeringWK2021WKfgWKbiXd0 9.7 8

214 ympactKofKtheKnumberKofKrhamnoseKmoietiesKofKrhamnolipidsKonKtheKstructureWKlateralKorganizationK
andKmorphologyKofKmodelKbiomembranesYKSoftaMatterWK2021WKagWKcaiaXcb0f 3.6 2

213 òstilaginaceaeKriocatalystKforKsoX“etabolismKofKs–XterivedK³ubstratesKtowardKsarbonX”eutralK
ytaconateK—roductionYKJournalaofaFungiaiBaselmaSwitzerlandjWK2021WKgWK 5.6 2

212 ¹heKmetabolicKpotentialKofKplasticsKasKbiotechnologicalKcarbonKsourcesKXKReviewKandKtargetsKforKtheK
futureYYKMetabolicaEngineeringWK2021WK 9.7 6

211 ³electionKofKaKrecyclableKinKsituKliquidâ��liquidKextractionKsolventKforKfoamXfreeKsynthesisKofK
rhamnolipidsKinKaKtwoXphaseKfermentationYKGreenaChemistryWK2020WKbbWKhdieXhea0 10 7

210 sharacterizationKofKsontextXtependentKuffectsKonK³yntheticK—romotersYKFrontiersainaBioengineeringa
andaBiotechnologyWK2020WKhWKeea 5.8 8

209 —olyX˛‡XglutamicKacidKproductionKbyKracillusKsubtilisKafhKusingKglucoseKasKtheKsoleKcarbonKsourcejKqK
metabolomicKanalysisYKJournalaofaBioscienceaandaBioengineeringWK2020WKac0WKbgbXbhb 3.3 9

208 “achineKLearningKqpplicationsKforK“assK³pectrometryXrasedK“etabolomicsYKMetabolitesWK2020WKa0WK 5.6 61

207 ulectrophysiologyKofKtheKvacultativeKqutotrophicKracteriumYKFrontiersainaBioengineeringaanda
BiotechnologyWK2020WKhWKdeg 5.8 5

(2020-2021)
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206 riotechnologicalKsynthesisKofKwaterXsolubleKfoodXgradeKpolyphosphateKwithK³accharomycesK
cerevisiaeYKBiotechnologyaandaBioengineeringWK2020WKaagWKb0hiXb0ii 4.9 5

205 ònravelingKaWdXrutanediolK“etabolismKinKK¹bdd0YKFrontiersainaMicrobiologyWK2020WKaaWKchb 5.7 20

204 ynvestigatingKmetabolicKinteractionsKinKaKmicrobialKcoXcultureKthroughKintegratedKmodellingKandK
experimentsYKComputationalaandaStructuralaBiotechnologyaJournalWK2020WKahWKabdiXabeh 6.8 10

203
toubleKbondKlocalizationKinKunsaturatedKrhamnolipidKprecursorsKcXScXhydroxyalkanoyloxyTalkanoicK
acidsKbyKliquidKchromatographyXmassKspectrometryKapplyingKonlineK—aternˆ†Xrˆ…chiKreactionYK
AnalyticalaandaBioanalyticalaChemistryWK2020WKdabWKef0aXefac

4.4 5

202 “u“–¹uKforKstandardizedKgenomeXscaleKmetabolicKmodelKtestingYKNatureaBiotechnologyWK2020WKchWKbgbXbgf44.5 121

201 ydentificationKofKKeyK“etabolitesKinK—olyX˛‡XwlutamicKqcidK—roductionKbyK¹uningK˛‡X—wqK³ynthetaseK
uxpressionYKFrontiersainaBioengineeringaandaBiotechnologyWK2020WKhWKch 5.8 4

200 wlucoseKsatabolismKLeadingKtoK—roductionKofKtheKymmunometaboliteKqcetateKxasKaKKeyK
sontributionKtoKtheKxostKqirwayX—athogenKynterplayYKACSaInfectiousaDiseasesWK2020WKfWKd0fXdba 5.5 6

199
uxploitingKtheK”aturalKtiversityKofKRhlqKqcyltransferasesKforKtheK³ynthesisKofKtheKRhamnolipidK
—recursorKcXScXxydroxyalkanoyloxyTqlkanoicKqcidYKAppliedaandaEnvironmentalaMicrobiologyWK2020WK
hfWK

4.8 22

198 qnKòstilagoKmaydisKchassisKforKitaconicKacidKproductionKwithoutKbyXproductsYKMicrobiala
BiotechnologyWK2020WKacWKce0Xcfb 6.3 17

197 öonK—lastikmˆ…llKzuK—lastikwertstoffenKâ��K—olymerrecyclingKneuKgedachtYKBioSpektrumWK2020WKbfWKbabXbad 0.1

196 ³ystemsKqnalysisKofK”qtxKtehydrogenaseK“utantsKRevealsKvlexibilityKandKLimitsKofK—seudomonasK
taiwanensisKöLrab0RsK“etabolismYKAppliedaandaEnvironmentalaMicrobiologyWK2020WKhfWK 4.8 2

195 ³eawaterKactivatedK¹i–bKphotocatalystKforKdegradationKofKorganicKcompoundsYKSustainablea
ChemistryaandaPharmacyWK2020WKafWKa00bea 3.9 3

194 qnK–ptimizedKforKytaconicKqcidK—roductionKatK“aximalK¹heoreticalKYieldYKJournalaofaFungiaiBaselma
SwitzerlandjWK2020WKgWK 5.6 9

193 qdaptiveKlaboratoryKevolutionKofKandKtoKenhanceKanthranilateKtoleranceYKMicrobiologyaiUniteda
KingdomjWK2020WKaffWKa0beXa0cg 2.9 8

192 riotechnologicalKupcyclingKofKplasticKwasteKandKotherKnonXconventionalKfeedstocksKinKaKcircularK
economyYKCurrentaOpinionainaBiotechnologyWK2020WKfbWKbabXbai 11.4 70

191 xighKtiterKmethylKketoneKproductionKwithKtailoredK—seudomonasKtaiwanensisKöLrab0YKMetabolica
EngineeringWK2020WKfbWKhdXid 9.7 3

190 somprehensiveKliamocinKbiosurfactantsKanalysisKbyKreversedKphaseKliquidKchromatographyKcoupledK
toKmassKspectrometricKandKchargedXaerosolKdetectionYKJournalaofaChromatographyaAWK2020WKafbgWKdfad0d4.5 3

189 tefinedK“icrobialK“ixedKsultureKforKòtilizationKofK—olyurethaneK“onomersYKACSaSustainablea
ChemistryaandaEngineeringWK2020WKhWKagdffXagdgd 8.3 37
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188 weneticKsellX³urfaceK“odificationKforK–ptimizedKvoamKvractionationYKFrontiersainaBioengineeringaanda
BiotechnologyWK2020WKhWKegbhib 5.8 8

187 ynteractionKofKrhamnolipidsKwithKmodelKbiomembranesKofKvaryingKcomplexityYKBiochimicaaEta
BiophysicaaActaanaBiomembranesWK2020WKahfbWKahcdca 3.8 9

186 qK³traightforwardKqssayKforK³creeningKandK uantificationKofKriosurfactantsKinK“icrobialKsultureK
³upernatantsYKFrontiersainaBioengineeringaandaBiotechnologyWK2020WKhWKieh 5.8 6

185 yntegrationKofKweneticKandK—rocessKungineeringKforK–ptimizedKRhamnolipidK—roductionKòsingYK
FrontiersainaBioengineeringaandaBiotechnologyWK2020WKhWKigf 5.8 23

184 qKsombinedKrioXshemicalK³ynthesisKRouteKforKaX–cteneK³hedsKLightKonKRhamnolipidK³tructureYK
CatalystsWK2020WKa0WKhgd 4 6

183 KillingK¹woKrirdsKüithK–neK³toneKXK³trainKungineeringKvacilitatesKtheKtevelopmentKofKaKòniqueK
RhamnolipidK—roductionK—rocessYKFrontiersainaBioengineeringaandaBiotechnologyWK2020WKhWKhii 5.8 14

182 wsX“³XrasedK“etabolomicsKforKtheK³mutKvungusKjKqKsomprehensiveK“ethodK–ptimizationKtoK
 uantifyKyntracellularK“etabolitesYKFrontiersainaMolecularaBiosciencesWK2020WKgWKbaa 5.6 5

181 ¹heKynflectionK—ointKxypothesisjK¹heKRelationshipKbetweenKtheK¹emperatureKtependenceKofK
unzymeXsatalyzedKReactionKRatesKandK“icrobialKwrowthKRatesYKBiochemistryWK2020WKeiWKcefbXcefi 3.2 8

180 renzoateK³ynthesisKfromKwlucoseKorKwlycerolKòsingKungineeredK—seudomonasKtaiwanensisYK
BiotechnologyaJournalWK2020WKaeWKeb000baa 5.6 6

179 vattyKqcidKandKqlcoholK“etabolismKinK—seudomonasKputidajKvunctionalKqnalysisKòsingKRandomK
rarcodeK¹ransposonK³equencingYKAppliedaandaEnvironmentalaMicrobiologyWK2020WKhfWK 4.8 16

178 sonsolidatedKbioprocessingKofKcelluloseKtoKitaconicKacidKbyKaKcoXcultureKofK¹richodermaKreeseiKandK
òstilagoKmaydisYKBiotechnologyaforaBiofuelsWK2020WKacWKb0g 7.8 15

177 souplingKanKulectroactiveKK¹bdd0KwithKrioelectrochemicalKRhamnolipidK—roductionYK
MicroorganismsWK2020WKhWK 4.9 3

176 òncouplingKvoamKvractionationKandKvoamKqdsorptionKforKunhancedKriosurfactantK³ynthesisKandK
RecoveryYKMicroorganismsWK2020WKhWK 4.9 6

175 “itochondrialKcarriersKofKòstilago´ maydisKandKqspergillus´ terreusKinvolvedKinKitaconateKproductionjK
sameKphysiologicalKroleKbutKdifferentKbiochemicalKfeaturesYKFEBSaLettersWK2020WKeidWKgbhXgci 3.8 6

174 ³treamlinedKöLrab0KshassisK³trainsKwithKymprovedKrioprocessKveaturesYKACSaSyntheticaBiologyWK
2019WKhWKb0cfXb0e0 5.7 12

173
qK—hysiologyXrasedK“odelKofKxumanKrileKqcidK“etabolismKforK—redictingKrileKqcidK¹issueKLevelsK
qfterKtrugKqdministrationKinKxealthyK³ubjectsKandKrRysK¹ypeKbK—atientsYKFrontiersainaPhysiologyWK
2019WKa0WKaaib

4.6 4

172 RationalK³electionKofKsarbonKviberK—ropertiesKforKxighX—erformanceK¹extileKulectrodesKinK
rioelectrochemicalK³ystemsYKFrontiersainaEnergyaResearchWK2019WKgWK 3.8 5

171 “icrofluidicKyrreversibleKulectroporationXqKöersatileK¹oolKtoKuxtractKyntracellularKsontentsKofK
racteriaKandKYeastYKMetabolitesWK2019WKiWK 5.6 6

(2019-2020)
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170 ¹heKinterplayKbetweenKtransportKandKmetabolismKinKfungalKitaconicKacidKproductionYKFungalaGeneticsa
andaBiologyWK2019WKabeWKdeXeb 3.9 21

169 xighXYieldK—roductionKofKdXxydroxybenzoateKvromKwlucoseKorKwlycerolKbyKanKungineeredKöLrab0YK
FrontiersainaBioengineeringaandaBiotechnologyWK2019WKgWKac0 5.8 14

168 LaboratoryKevolutionKrevealsKtheKmetabolicKandKregulatoryKbasisKofKethyleneKglycolKmetabolismKbyK
—seudomonasKputidaKK¹bdd0YKEnvironmentalaMicrobiologyWK2019WKbaWKcffiXcfhb 5.2 43

167 ulevatedKtemperaturesKdoKnotKtriggerKaKconservedKmetabolicKnetworkKresponseKamongK
thermotolerantKyeastsYKBMCaMicrobiologyWK2019WKaiWKa00 4.5 7

166 ungineeringKtheKmorphologyKandKmetabolismKofKpxKtolerantKòstilagoKcynodontisKforKefficientK
itaconicKacidKproductionYKMetabolicaEngineeringWK2019WKedWKbicXc00 9.7 29

165 —olyphosphateKshainKLengthKteterminationKinKtheKRangeKofK¹woKtoK³everalKxundredK—X³ubunitsK
withKaK”ewKunzymeKqssayKandK—K”“RYKAnalyticalaChemistryWK2019WKiaWKgfedXgffa 7.8 4

164 qromatisationKofKbioXderivableKisobutyraldehydeKoverKxZ³“XeKzeoliteKcatalystsYKGreenaChemistryWK
2019WKbaWKaga0Xagag 10 13

163
¹heK¹ranscriptomeKandKvluxK—rofilingKofKsrabtreeX”egativeKxydroxyKqcidX—roducingK³trainsKofK
³accharomycesKcerevisiaeKRevealsKshangesKinKtheKsentralKsarbonK“etabolismYKBiotechnologya
JournalWK2019WKadWKeai000ac

5.6 2

162 ³accharomycesKcerevisiaeKcontainingKbhPKpolyphosphateKandKproductionKofKaKpolyphosphateXrichK
yeastKextractKthereofYKFEMSaYeastaResearchWK2019WKaiWK 3.1 16

161 mR”qKbY0jKroostingKweneKuxpressionK¹hroughKunhancedKmR”qK³tabilityKandK¹ranslationalK
ufficiencyYKFrontiersainaBioengineeringaandaBiotechnologyWK2019WKgWKdeh 5.8 8

160 somparisonKofKysomeraseKandKüeimbergK—athwayKforK˛‡X—wqK—roductionKvromKγyloseKbyK
ungineeredYKFrontiersainaBioengineeringaandaBiotechnologyWK2019WKgWKdgf 5.8 12

159 uvaluationKofKpyruvateKdecarboxylaseXnegativeKstrainsKforKtheKproductionKofKsuccinicKacidYK
EngineeringainaLifeaSciencesWK2019WKaiWKgaaXgb0 3.4 6

158 uxploitingKtheKdiversityKofKstreptococcalKhyaluronanKsynthasesKforKtheKproductionKofKmolecularK
weightXtailoredKhyaluronanYKAppliedaMicrobiologyaandaBiotechnologyWK2019WKa0cWKgefgXgeha 5.7 7

157 ¹argetingKaf³Krt”qKforK³tableKRecombinantKweneKuxpressionKinYKACSaSyntheticaBiologyWK2019WKhWKai0aXaiab5.7 9

156 “ultiX–micsKqnalysisKofKvattyKqlcoholK—roductionKinKungineeredKYeastsKandYKFrontiersainaGeneticsWK
2019WKa0WKgdg 4.5 23

155 ¹ailorXmadeKpolyX˛‡XglutamicKacidKproductionYKMetabolicaEngineeringWK2019WKeeWKbciXbdh 9.7 17

154 ulectrochemicalKconversionKofKaKbioXderivableKhydroxyKacidKtoKaKdropXinKoxygenateKdieselKfuelYK
EnergyaandaEnvironmentalaScienceWK2019WKabWKbd0fXbdaa 35.4 31

153 roostingKxeterologousK—henazineK—roductionKinKK¹bdd0K¹hroughKtheKuxplorationKofKtheK”aturalK
³equenceK³paceYKFrontiersainaMicrobiologyWK2019WKa0WKaii0 5.7 13
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152 RationalKungineeringKofK—henylalanineKqccumulationKinKtoKunableKxighXYieldK—roductionKofK
XsinnamateYKFrontiersainaBioengineeringaandaBiotechnologyWK2019WKgWKcab 5.8 12

151 yntegratedKstrainXKandKprocessKdesignKenableKproductionKofKbb0´ g´ LKitaconicKacidKwithYKBiotechnologya
foraBiofuelsWK2019WKabWKbfc 7.8 31

150 somparisonKofK¹hreeKγyloseK—athwaysKinKK¹bdd0KforKtheK³ynthesisKofKöaluableK—roductsYKFrontiersa
inaBioengineeringaandaBiotechnologyWK2019WKgWKdh0 5.8 45

149 —rocessKengineeringKofKpxKtolerantKòstilagoKcynodontisKforKefficientKitaconicKacidKproductionYK
MicrobialaCellaFactoriesWK2019WKahWKbac 6.4 9

148 “icrofluidicK—latformKforK“ultimodalKqnalysisKofKunzymeK³ecretionKinK”anoliterKtropletKqrraysYK
AnalyticalaChemistryWK2019WKiaWKb0ffXb0gc 7.8 39

147
yntegrationKofKgenomeXscaleKmetabolicKnetworksKintoKwholeXbodyK—r—KKmodelsKshowsK
phenotypeXspecificKcasesKofKdrugXinducedKmetabolicKperturbationYKNpjaSystemsaBiologyaanda
ApplicationsWK2018WKdWKa0

5 17

146 unzymaticKquantificationKandKlengthKdeterminationKofKpolyphosphateKdownKtoKaKchainKlengthKofK
twoYKAnalyticalaBiochemistryWK2018WKedhWKhbXi0 3.1 10

145
xeterologousKproductionKofKlongXchainKrhamnolipidsKfromKrurkholderiaKglumaeKinK—seudomonasK
putidaXaKstepKforwardKtoKtailorXmadeKrhamnolipidsYKAppliedaMicrobiologyaandaBiotechnologyWK2018WK
a0bWKabbiXabci

5.7 43

144 qKbreathKofKinformationjKtheKvolatilomeYKCurrentaGeneticsWK2018WKfdWKieiXifd 2.9 23

143 “alatproduktionKausKRohglycerinKmitKòstilagoYKBioSpektrumWK2018WKbdWKbahXbb0 0.1

142 “etabolicKengineeringKofK—seudomonasKtaiwanensisKöLrab0KwithKminimalKgenomicKmodificationsK
forKhighXyieldKphenolKproductionYKMetabolicaEngineeringWK2018WKdgWKabaXacc 9.7 50

141 tefinedKinoculumKforKtheKinvestigationKofKmicrobialKcontaminationsKofKliquidKfuelsYKInternationala
BiodeteriorationaandaBiodegradationWK2018WKacbWKhdXic 4.8 4

140 “assKspectrometricKcharacterizationKofKsiderophoresKproducedKbyK—seudomonasKtaiwanensisK
öLrab0KassistedKbyKstableKisotopeKlabelingKofKnitrogenKsourceYKBioMetalsWK2018WKcaWKgheXgie 3.4 3

139 òsingKquantitativeKsystemsKpharmacologyKtoKevaluateKtheKdrugKefficacyKofKs–γXbKandKeXL–γK
inhibitorsKinKtherapeuticKsituationsYKNpjaSystemsaBiologyaandaApplicationsWK2018WKdWKbh 5 11

138 —hysiologicKandKmetabolicKcharacterizationKofK³accharomycesKcerevisiaeKrevealsKlimitationsKinKtheK
synthesisKofKtheKtriterpeneKsqualeneYKFEMSaYeastaResearchWK2018WKahWK 3.1 6

137 weneticK–ptimizationKqlgorithmKforK“etabolicKungineeringKRevisitedYKMetabolitesWK2018WKhWK 5.6 9

136 tiscoveryKandKuvaluationKofKriosyntheticK—athwaysKforKtheK—roductionKofKviveK“ethylKuthylKKetoneK
—recursorsYKACSaSyntheticaBiologyWK2018WKgWKahehXahgc 5.7 19

135 ymprovedKmicroscaleKcultivationKofKforKclonalKscreeningYKFungalaBiologyaandaBiotechnologyWK2018WKeWKh 7.5 10

(2018-2019)
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134 uvolutionaryKfreedomKinKtheKregulationKofKtheKconservedKitaconateKclusterKbyKRiaaKinKrelatedK
òstilaginaceaeYKFungalaBiologyaandaBiotechnologyWK2018WKeWKad 7.5 12

133 ungineeringK—seudomonasKputidaKK¹bdd0KforKefficientKethyleneKglycolKutilizationYKMetabolica
EngineeringWK2018WKdhWKaigXb0g 9.7 60

132 “ultiXcapillaryKsolumnKyonK“obilityK³pectrometryKofKöolatileK“etabolitesKforK—henotypingKofK
“icroorganismsYKMethodsainaMolecularaBiologyWK2018WKafgaWKbbiXbeh 1.4 2

131 qKmodelXbasedKassayKdesignKtoKreproduceKinKvivoKpatternsKofKacuteKdrugXinducedKtoxicityYKArchivesa
ofaToxicologyWK2018WKibWKeecXeee 5.8 17

130 qnalyticalKpolyphosphateKextractionKfromK³accharomycesKcerevisiaeYKAnalyticalaBiochemistryWK2018WK
efcWKgaXgh 3.1 9

129 RestorationKofKbiofuelKproductionKlevelsKandKincreasedKtoleranceKunderKionicKliquidKstressKisKenabledK
byKaKmutationKinKtheKessentialKuscherichiaKcoliKgeneKcydsYKMicrobialaCellaFactoriesWK2018WKagWKaei 6.4 24

128 vromKbeechKwoodKtoKitaconicKacidjKcaseKstudyKonKbiorefineryKprocessKintegrationYKBiotechnologyafora
BiofuelsWK2018WKaaWKbgi 7.8 38

127 –nlineKinKvivoKmonitoringKofKcytosolicK”qtKredoxKdynamicsKinKòstilagoKmaydisYKBiochimicaaEta
BiophysicaaActaanaBioenergeticsWK2018WKaheiWKa0aeXa0bd 4.6 10

126 s–KtoKsuccinicKacidKXKustimatingKtheKpotentialKofKbiocatalyticKroutesYKMetabolicaEngineeringa
CommunicationsWK2018WKgWKe000ge 6.5 21

125 òltrasonicallyKmanufacturedKmicrofluidicKdeviceKforKyeastKanalysisYKMicrosystemaTechnologiesWK2017WK
bcWKbaciXbadd 1.7 10

124 “odelXbasedKcontextualizationKofKinKvitroKtoxicityKdataKquantitativelyKpredictsKinKvivoKdrugKresponseK
inKpatientsYKArchivesaofaToxicologyWK2017WKiaWKhfeXhhc 5.8 14

123 “etabolicKengineeringKofK¹ZaKforKimprovedKmalicKacidKproductionYKMetabolicaEngineeringa
CommunicationsWK2017WKdWKabXba 6.5 40

122
“ultiscaleKmodelingKrevealsKinhibitoryKandKstimulatoryKeffectsKofKcaffeineKonK
acetaminophenXinducedKtoxicityKinKhumansYKCPT:aPharmacometricsaandaSystemsaPharmacologyWK2017WK
fWKacfXadf

4.5 5

121 yntegratedKprocessKdevelopmentKofKaKreactiveKextractionKconceptKforKitaconicKacidKandKapplicationK
toKaKrealKfermentationKbrothYKEngineeringainaLifeaSciencesWK2017WKagWKh0iXhaf 3.4 17
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103 ulucidationKofKtheKregulatoryKroleKofKtheKfructoseKoperonKrevealsKaKnovelKtargetKforKenhancingKtheK
”qt—xKsupplyKinKsorynebacteriumKglutamicumYKMetabolicaEngineeringWK2016WKchWKcddXceg 9.7 13
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aeruginosaYKAppliedaandaEnvironmentalaMicrobiologyWK2016WKhbWKe0bfXch 4.8 34

95 “echanismXspecificKandKwholeXorganismKecotoxicityKofKmonoXrhamnolipidsYKScienceaofatheaTotala
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extractionYKAnalyticalaandaBioanalyticalaChemistryWK2016WKd0hWKbe0eXad 4.4 36

93 qctivationKofKtheKwlutamicKqcidXtependentKqcidKResistanceK³ystemKinKuscherichiaKcoliKrLbaStucTK
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forKquantificationKofKrhamnolipidKbiosurfactantsYKJournalaofaChromatographyaAWK2016WKadeeWKabeXacb 4.5 26
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