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Comparative genome analysis of rice-pathogenic Burkholderia provides insight into capacity to
42 adapt to different environments and hosts. BMC Genomics, 2015, 16, 349 45 32

A Phenylpropanoid Glycoside as a Calcineurin Inhibitor Isolated from Magnolia obovata Thunb.
Journal of Microbiology and Biotechnology, 2015, 25, 1429-32
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