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i Paper IF Citations

123 ecxNusNpersonifyNcancerNgangstersbbNMoleculariCellZN2022ZNlfZNiddaidf 17.6 0

122 PRMTiNregulatesNuTzhNtranscriptNsplicingNandNoxidativeNstressNresponsebbNRedoxiBiologyZN2022ZNieZNedfflf11.3 1

121 wanceraassociatedNchromatinNvariantsNuncoverNtheNoncogenicNroleNofNtransposableNelementsbbN
CurrentiOpinioniiniGeneticsiandiDevelopmentZN2022ZNkhZNedemee 4.9 1

120 PRMTNinhibitionNinducesNaNviralNmimicryNresponseNinNtripleanegativeNbreastNcancerbbNNatureiChemicali
BiologyZN2022ZN 11.7 3

119 wopyascuTnNxeconvolutingNsingleacellNchromatinNaccessibilityNofNgeneticNsubclonesNinNcancerbNSciencei
AdvancesZN2021ZNkZNeabgjdhi 14.3 0

118 ReorganizationNofNtheNgxNαenomeNPinpointsNNoncodingNxriversNofNPrimaryNProstateNTumorsbNCanceri
ResearchZN2021ZNleZNilggailhl 10.1 2

117 wRISPRiNscreensNrevealNaNxNuNmethylationamediatedNgxNgenomeNdependentNcausalNmechanismNinN
prostateNcancerbNNatureiCommunicationsZN2021ZNefZNekle 17.4 6

116 TheNTransitionNfromNQuiescentNtoNuctivatedNStatesNinNHumanNHematopoieticNStemNwellsNIsNαovernedN
byNxynamicNgxNαenomeNReorganizationbNCelliStemiCellZN2021ZNflZNhllaidebeed 18 11

115 PioneerNofNprostateNcancernNpastZNpresentNandNtheNfutureNofNzOXuebNProteiniandiCellZN2021ZNefZNfmagl 7.2 18

114 αradientNofNxevelopmentalNandNInjuryNResponseNtranscriptionalNstatesNdefinesNfunctionalN
vulnerabilitiesNunderpinningNglioblastomaNheterogeneitybbNNatureiCancerZN2021ZNfZNeikaekg 15.4 31

113 SingleacellNchromatinNaccessibilityNprofilingNofNglioblastomaNidentifiesNanNinvasiveNcancerNstemNcellN
populationNassociatedNwithNlowerNsurvivalbNELifeZN2021ZNedZN 8.9 9

112 LargeNorganizedNchromatinNlysineNdomainsNhelpNdistinguishNprimitiveNfromNdifferentiatedNcellN
populationsbNNatureiCommunicationsZN2021ZNefZNhmm 17.4 3

111 PRMTiNinhibitionNdisruptsNsplicingNandNstemnessNinNglioblastomabNNatureiCommunicationsZN2021ZNefZNmkm 17.4 23

110 viologicalNandNtherapeuticNimplicationsNofNaNuniqueNsubtypeNofNNPMeNmutatedNuMLbNNaturei
CommunicationsZN2021ZNefZNedih 17.4 7

109 TzyvamediatedNendolysosomalNactivityNcontrolsNhumanNhematopoieticNstemNcellNfatebNCelliStemiCellZN
2021ZNflZNelglaelidbeed 18 4

108 ypigeneticNSwitchaInducedNViralNMimicryNyvasionNinNwhemotherapyaResistantNvreastNwancerbNCanceri
DiscoveryZN2020ZNedZNegefaegfm 24.4 34

107 wandidateNwancerNxriverNMutationsNinNxistalNRegulatoryNylementsNandNLongaRangeNwhromatinN
InteractionNNetworksbNMoleculariCellZN2020ZNkkZNegdkaegfebeed 17.6 20
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106 NoncodingNmutationsNtargetNcisaregulatoryNelementsNofNtheNzOXueNplexusNinNprostateNcancerbN
NatureiCommunicationsZN2020ZNeeZNhhe 17.4 21

105 TelomereNdysfunctionNcooperatesNwithNepigeneticNalterationsNtoNimpairNmurineNembryonicNstemNcellN
fateNcommitmentbNELifeZN2020ZNmZN 8.9 5

104 MetabolicNRegulationNofNtheNypigenomeNxrivesNLethalNInfantileNypendymomabNCellZN2020ZNeleZNegfmaeghibefh56.2 40

103 αLUTeNinhibitionNblocksNgrowthNofNRveapositiveNtripleNnegativeNbreastNcancerbNNaturei
CommunicationsZN2020ZNeeZNhfdi 17.4 41

102 IdentifyingNclustersNofNaregulatoryNelementsNunderpinningNTuxNstructuresNandNlineageaspecificN
regulatoryNnetworksbNGenomeiResearchZN2019ZNfmZNekggaekhg 9.7 9

101 αenomeawideNgermlineNcorrelatesNofNtheNepigeneticNlandscapeNofNprostateNcancerbNNatureiMedicineZN
2019ZNfiZNejeiaejfj 50.5 25

100 PervasiveNHgKfkNucetylationNLeadsNtoNyRVNyxpressionNandNaNTherapeuticNVulnerabilityNinNHgKfkMN
αliomasbNCanceriCellZN2019ZNgiZNklfakmkbel 24.3 52

99 uNchemicalNtoolboxNforNtheNstudyNofNbromodomainsNandNepigeneticNsignalingbNNaturei
CommunicationsZN2019ZNedZNemei 17.4 43

98 TheNProteogenomicNLandscapeNofNwurableNProstateNwancerbNCanceriCellZN2019ZNgiZNhehahfkbej 24.3 97

97 TheNMitochondrialNTransacylaseZNTafazzinZNRegulatesNforNuMLNStemnessNbyNModulatingNIntracellularN
LevelsNofNPhospholipidsbNCelliStemiCellZN2019ZNfhZNjfeajgjbeej 18 19

96 TargetingNbivalencyNdearepressesNIndianNHedgehogNandNinhibitsNselfarenewalNofNcolorectalN
cancerainitiatingNcellsbNNatureiCommunicationsZN2019ZNedZNehgj 17.4 21

95 HigharesolutionNstructuralNgenomicsNrevealsNnewNtherapeuticNvulnerabilitiesNinNglioblastomabN
GenomeiResearchZN2019ZNfmZNefeeaefff 9.7 31

94 wistromeNPartitioningNRevealsNwonvergenceNofNSomaticNMutationsNandNRiskNVariantsNonNMasterN
TranscriptionNRegulatorsNinNPrimaryNProstateNTumorsbNCanceriCellZN2019ZNgjZNjkhajlmbej 24.3 21

93 zunctionalNynhancersNShapeNyxtrachromosomalNOncogeneNumplificationsbNCellZN2019ZNekmZNeggdaeghebeeg56.2 87

92 wgxnNaNtoolNtoNpredictNgxNgenomicNinteractionsNbetweenNcisaregulatoryNelementsbNBioinformaticsZN
2019ZNgiZNlkkalkm 7.2 8

91 wharacterizationNofNinvVgWNcellNlineNOwIauMLafdNwithNstromaadependentNwxghNexpressionbN
ExperimentaliHematologyZN2019ZNjmZNfkagj 3.1 2

90 uNMycNenhancerNclusterNregulatesNnormalNandNleukaemicNhaematopoieticNstemNcellNhierarchiesbN
NatureZN2018ZNiigZNieiaifd 50.4 142

89 TherapeuticNtargetingNofNependymomaNasNinformedNbyNoncogenicNenhancerNprofilingbNNatureZN2018ZN
iigZNedeaedi 50.4 116

(2018-2020)
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88 RiskNSNPaMediatedNPromoteraynhancerNSwitchingNxrivesNProstateNwancerNthroughNlncRNuNPwuTembN
CellZN2018ZNekhZNijhaikibeel 56.2 154

87 ReportersNtoNmarkNandNeliminateNbasalNorNluminalNepithelialNcellsNinNcultureNandNinNvivobNPLoSiBiologyZN
2018ZNejZNefddhdhm 9.7 10

86 MammaryNmolecularNportraitsNrevealNlineageaspecificNfeaturesNandNprogenitorNcellNvulnerabilitiesbN
JournaliofiCelliBiologyZN2018ZNfekZNfmieafmkh 7.3 20

85 OrganizingNcombinatorialNtranscriptionNfactorNrecruitmentNatNcisaregulatoryNmodulesbNTranscriptionZN
2018ZNmZNfggafgm 4.8 5

84 SMuRznNaNnovelNtoolNtoNidentifyNregulatoryNelementsNenrichedNforNsomaticNpointNmutationsbNBMCi
BioinformaticsZN2018ZNemZNhih 3.6 3

83 αenomicNhallmarksNofNlocalizedZNnonaindolentNprostateNcancerbNNatureZN2017ZNiheZNgimagjh 50.4 320

82 TheNlogicNofNtranscriptionalNregulatorNrecruitmentNarchitectureNatNaregulatoryNmodulesNcontrollingN
liverNfunctionsbNGenomeiResearchZN2017ZNfkZNmliammj 9.7 13

81 yarlyalifeNantibioticNtreatmentNenhancesNtheNpathogenicityNofNwxhNTNcellsNduringNintestinalN
inflammationbNJournaliofiLeukocyteiBiologyZN2017ZNedeZNlmgamdd 6.5 19

80 αeneNisoformsNasNexpressionabasedNbiomarkersNpredictiveNofNdrugNresponseNinNvitrobNNaturei
CommunicationsZN2017ZNlZNeefj 17.4 34

79 zateNmappingNofNhumanNglioblastomaNrevealsNanNinvariantNstemNcellNhierarchybNNatureZN2017ZNihmZNffkafgf50.4 197

78 uSwLeNReorganizesNwhromatinNtoNxirectNNeuronalNzateNandNSuppressNTumorigenicityNofN
αlioblastomaNStemNwellsbNCelliStemiCellZN2017ZNfeZNfdmaffhbek 18 78

77 TMPRSSfayRαNfusionNcoaoptsNmasterNtranscriptionNfactorsNandNactivatesNNOTwHNsignalingNinNprimaryN
prostateNcancerbNNatureiGeneticsZN2017ZNhmZNeggjaeghi 36.3 105

76 wonvergenceNofNvMIeNandNwHxkNonNyRKNSignalingNinNMedulloblastomabNCelliReportsZN2017ZNfeZNfkkfafklh10.6 19

75 VariantNSetNynrichmentnNanNRNpackageNtoNidentifyNdiseaseaassociatedNfunctionalNgenomicNregionsbN
BioDataiMiningZN2017ZNedZNm 4.3 16

74 NoncodingNsomaticNandNinheritedNsingleanucleotideNvariantsNconvergeNtoNpromoteNySReNexpressionN
inNbreastNcancerbNNatureiGeneticsZN2016ZNhlZNefjdaj 36.3 53

73 ModulationNofNlongNnoncodingNRNusNbyNriskNSNPsNunderlyingNgeneticNpredispositionsNtoNprostateN
cancerbNNatureiGeneticsZN2016ZNhlZNeehfaid 36.3 158

72 MutantNIxHeNxownregulatesNuTMNandNultersNxNuNRepairNandNSensitivityNtoNxNuNxamageN
IndependentNofNTyTfbNCanceriCellZN2016ZNgdZNggkaghl 24.3 121

71 ymergenceNofNtheNNoncodingNwancerNαenomenNuNTargetNofNαeneticNandNypigeneticNulterationsbN
CanceriDiscoveryZN2016ZNjZNefeiaeffm 24.4 41
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70 vlockadeNofNuPaeNPotentiatesNyndocrineNTherapyNandNOvercomesNResistancebNMoleculariCanceri
ResearchZN2016ZNehZNhkdale 6.6 27

69 PharmacoαxnNanNRNpackageNforNanalysisNofNlargeNpharmacogenomicNdatasetsbNBioinformaticsZN2016ZN
gfZNefhhaj 7.2 127

68 TranscriptomeawideNcharacterizationNofNtheNendogenousNmiRaghuapigNtumorNsuppressorNnetworkbN
OncotargetZN2016ZNkZNhmjeeahmjff 3.3 8

67 PreaneoplasticNepigeneticNdisruptionNofNtranscriptionalNenhancersNinNchronicNinflammationbN
OncotargetZN2016ZNkZNeikkfalj 3.3 19

66 IntegratedNVepiWaαenomicNunalysesNIdentifyNSubgroupaSpecificNTherapeuticNTargetsNinNwNSNRhabdoidN
TumorsbNCanceriCellZN2016ZNgdZNlmeamdl 24.3 135

65 MolecularNInsightsNofNPathwaysNResultingNfromNTwoNwommonNPIKgwuNMutationsNinNvreastNwancerbN
CanceriResearchZN2016ZNkjZNgmlmahdde 10.1 17

64 TheNTranscriptionalNRepressorNPolycombNαroupNzactorNjZNPwαzjZNNegativelyNRegulatesNxendriticN
wellNuctivationNandNPromotesNQuiescencebNCelliReportsZN2016ZNejZNelfmagk 10.6 17

63 TheNhistoneNvariantNHfubZNisNanNimportantNregulatorNofNenhancerNactivitybNNucleiciAcidsiResearchZN
2015ZNhgZNmkhfaij 20.1 52

62 MLLiNOrchestratesNaNwancerNSelfaRenewalNStateNbyNRepressingNtheNHistoneNVariantNHgbgNandN
αloballyNReorganizingNwhromatinbNCanceriCellZN2015ZNflZNkeiakfm 24.3 64

61 vioIxNidentifiesNnovelNcaMYwNinteractingNpartnersNinNculturedNcellsNandNxenograftNtumorsbNJournaliofi
ProteomicsZN2015ZNeelZNmiaeee 3.9 83

60 PersonalizedNdiagnosisNofNmedulloblastomaNsubtypesNacrossNpatientsNandNmodelNsystemsbNGenomicsZN
2015ZNedjZNmjaedj 4.3 7

59 uvwnNaNtoolNtoNidentifyNSNVsNcausingNalleleaspecificNtranscriptionNfactorNbindingNfromNwhIPaSeqN
experimentsbNBioinformaticsZN2015ZNgeZNgdikam 7.2 11

58 ZNzehgNprovidesNsequenceNspecificityNtoNsecureNchromatinNinteractionsNatNgeneNpromotersbNNaturei
CommunicationsZN2015ZNfZNjelj 17.4 123

57 TheNpioneerNfactorNPvXeNisNaNnovelNdriverNofNmetastaticNprogressionNinNyR˛–apositiveNbreastNcancerbN
OncotargetZN2015ZNjZNfelklame 3.3 28

56 LayingNaNsolidNfoundationNforNManhattanaaUsettingNtheNfunctionalNbasisNforNtheNpostaαWuSNeraUbN
TrendsiiniGeneticsZN2014ZNgdZNehdam 8.5 68

55 ypigenomicNalterationsNdefineNlethalNwIMPapositiveNependymomasNofNinfancybNNatureZN2014ZNidjZNhhiaid 50.4 434

54 wombinatorialNeffectsNofNmultipleNenhancerNvariantsNinNlinkageNdisequilibriumNdictateNlevelsNofNgeneN
expressionNtoNconferNsusceptibilityNtoNcommonNtraitsbNGenomeiResearchZN2014ZNfhZNeaeg 9.7 258

53 ynhancerNalterationsNinNcancernNaNsourceNforNaNcellNidentityNcrisisbNGenomeiMedicineZN2014ZNjZNkk 14.4 36

(2014-2016)
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52 HumanNsomaticNcellNmutagenesisNcreatesNgeneticallyNtractableNsarcomasbNNatureiGeneticsZN2014ZNhjZNmjhakf36.3 23

51 HumanachromatinarelatedNproteinNinteractionsNidentifyNaNdemethylaseNcomplexNrequiredNforN
chromosomeNsegregationbNCelliReportsZN2014ZNlZNfmkaged 10.6 46

50 IntratumorNxNuNmethylationNheterogeneityNreflectsNclonalNevolutionNinNaggressiveNprostateNcancerbN
CelliReportsZN2014ZNlZNkmlaldj 10.6 177

49 yvidenceNthatNbreastNcancerNriskNatNtheNfqgiNlocusNisNmediatedNthroughNIαzvPiNregulationbNNaturei
CommunicationsZN2014ZNhZNhmmm 17.4 87

48 whromatinNandNepigeneticNdeterminantsNofNestrogenNreceptorNalphaNVySReWNsignalingbNMoleculariandi
CellulariEndocrinologyZN2014ZNglfZNjggajhe 4.4 41

47 ystrogenNcontrolsNtheNsurvivalNofNvRwueadeficientNcellsNviaNaNPIgKaNRzfaregulatedNpathwaybN
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZN2014ZNeeeZNhhkfak 11.5 86

46 whromatinNprofilingNrevealsNregulatoryNnetworkNshiftsNandNaNprotectiveNroleNforNhepatocyteNnuclearN
factorNh˛–NduringNcolitisbNMoleculariandiCellulariBiologyZN2014ZNghZNgfmeagdh 4.8 28

45 uNglobalNassessmentNofNcancerNgenomicNalterationsNinNepigeneticNmechanismsbNEpigeneticsiandi
ChromatinZN2014ZNkZNfm 5.8 46

44 MethyltransferaseNαmuNregulatesNTNcellNdifferentiationNduringNmurineNintestinalNinflammationbN
JournaliofiClinicaliInvestigationZN2014ZNefhZNemhiaii 15.9 57

43
αenomeawideNreprogrammingNofNtheNchromatinNlandscapeNunderliesNendocrineNtherapyNresistanceN
inNbreastNcancerbNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZN
2013ZNeedZNyehmdam

11.5 120

42 yxploitingNtumorNepigeneticsNtoNimproveNoncolyticNvirotherapybNFrontiersiiniGeneticsZN2013ZNhZNelh 4.5 15

41 InferringNHumanNPhenotypeNNetworksNfromNαenomeaWideNαeneticNussociationsbNLectureiNotesiini
ComputeriScienceZN2013ZNfgagh 0.9 4

40 vreastNcancerNriskaassociatedNSNPsNmodulateNtheNaffinityNofNchromatinNforNzOXueNandNalterNgeneN
expressionbNNatureiGeneticsZN2012ZNhhZNeemeal 36.3 287

39 wancerNheterogeneitynNoriginsNandNimplicationsNforNgeneticNassociationNstudiesbNTrendsiiniGeneticsZN
2012ZNflZNiglahg 8.5 20

38 IntegrativeNfunctionalNgenomicsNidentifiesNanNenhancerNloopingNtoNtheNSOXmNgeneNdisruptedNbyNtheN
ekqfhbgNprostateNcancerNriskNlocusbNGenomeiResearchZN2012ZNffZNehgkahj 9.7 107

37 whromatinNlandscapeNandNendocrineNresponseNinNbreastNcancerbNEpigenomicsZN2012ZNhZNjkialg 4.4 12

36 ypigenomicNenhancerNprofilingNdefinesNaNsignatureNofNcolonNcancerbNScienceZN2012ZNggjZNkgjam 33.3 255

35 xualNsuppressionNofNtheNcyclinadependentNkinaseNinhibitorsNwxKNfwNandNwxKNeuNinNhumanN
melanomabNJournaliofitheiNationaliCanceriInstituteZN2012ZNedhZNejkgam 9.7 29
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34 IdentificationNofNPvXeNtargetNgenesNinNcancerNcellsNbyNglobalNmappingNofNPvXeNbindingNsitesbNPLoSi
ONEZN2012ZNkZNegjdih 3.7 26

33 PioneerNfactorsnNdirectingNtranscriptionalNregulatorsNwithinNtheNchromatinNenvironmentbNTrendsiini
GeneticsZN2011ZNfkZNhjiakh 8.5 120

32 LayersNofNepistasisnNgenomeawideNregulatoryNnetworksNandNnetworkNapproachesNtoNgenomeawideN
associationNstudiesbNWileyiInterdisciplinaryiReviews:iSystemsiBiologyiandiMedicineZN2011ZNgZNiegafj 6.6 31

31 uNcomprehensiveNviewNofNnuclearNreceptorNcancerNcistromesbNCanceriResearchZN2011ZNkeZNjmhdak 10.1 99

30 ypigeneticNswitchNinvolvedNinNactivationNofNpioneerNfactorNzOXueadependentNenhancersbNGenomei
ResearchZN2011ZNfeZNiiiaji 9.7 172

29 αenomicNcollaborationNofNestrogenNreceptorNalphaNandNextracellularNsignalaregulatedNkinaseNfNinN
regulatingNgeneNandNproliferationNprogramsbNMoleculariandiCellulariBiologyZN2011ZNgeZNffjagj 4.8 99

28 PvXeNgenomicNpioneerNfunctionNdrivesNyR˛–NsignalingNunderlyingNprogressionNinNbreastNcancerbNPLoSi
GeneticsZN2011ZNkZNeeddfgjl 6 130

27 NucleosomeNdynamicsNdefineNtranscriptionalNenhancersbNNatureiGeneticsZN2010ZNhfZNghgak 36.3 382

26 MultimodalNregulationNofNyfzeNgeneNexpressionNbyNprogestinsbNMoleculariandiCellulariBiologyZN2010ZN
gdZNeljjakk 4.8 23

25 αrowthNfactorNstimulationNinducesNaNdistinctNyRValphaWNcistromeNunderlyingNbreastNcancerNendocrineN
resistancebNGenesiandiDevelopmentZN2010ZNfhZNffemafk 12.6 136

24 MYwNregulationNofNaNPpooraprognosisPNmetastaticNcancerNcellNstatebNProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZN2010ZNedkZNgjmlakdg 11.5 134

23 wombiningNchromatinNimmunoprecipitationNandNoligonucleotideNtilingNarraysNVwhIPawhipWNforN
functionalNgenomicNstudiesbNMethodsiiniMoleculariBiologyZN2009ZNiijZNeiiajh 1.4 3

22 ylucidationNofNtheNyLKeNtargetNgeneNnetworkNrevealsNaNroleNinNtheNcoordinateNregulationNofNcoreN
componentsNofNtheNgeneNregulationNmachinerybNGenomeiResearchZN2009ZNemZNemjgakg 9.7 108

21 wistromicsNofNhormoneadependentNcancerbNEndocrinexRelatediCancerZN2009ZNejZNgleam 5.7 69

20 woactivatorNfunctionNdefinesNtheNactiveNestrogenNreceptorNalphaNcistromebNMoleculariandiCellulari
BiologyZN2009ZNfmZNghegafg 4.8 65

19 undrogenNreceptorNregulatesNaNdistinctNtranscriptionNprogramNinNandrogenaindependentNprostateN
cancerbNCellZN2009ZNeglZNfhiaij 56.2 691

18 wellatypeNselectiveNchromatinNremodelingNdefinesNtheNactiveNsubsetNofNzOXueaboundNenhancersbN
GenomeiResearchZN2009ZNemZNgkfald 9.7 83

17 zoxueNtranslatesNepigeneticNsignaturesNintoNenhanceradrivenNlineageaspecificNtranscriptionbNCellZN
2008ZNegfZNmilakd 56.2 746

(2008-2012)
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16 ystrogenadependentNsignalingNinNaNmolecularlyNdistinctNsubclassNofNaggressiveNprostateNcancerbN
JournaliofitheiNationaliCanceriInstituteZN2008ZNeddZNleiafi 9.7 251

15 UniqueNyRalphaNcistromesNcontrolNcellNtypeaspecificNgeneNregulationbNMoleculariEndocrinologyZN2008ZN
ffZNfgmgahdj 110

14 wuRMeNregulatesNestrogenastimulatedNbreastNcancerNgrowthNthroughNuparegulationNofNyfzebNCanceri
ResearchZN2008ZNjlZNgdeaj 10.1 156

13
RaloxifeneNandNIwIelfZkldNincreaseNestrogenNreceptoraalphaNassociationNwithNaNnuclearN
compartmentNviaNoverlappingNsetsNofNhydrophobicNaminoNacidsNinNactivationNfunctionNfNhelixNefbN
MoleculariEndocrinologyZN2007ZNfeZNkmkalej

37

12 PositiveNcrossaregulatoryNloopNtiesNαuTuagNtoNestrogenNreceptorNalphaNexpressionNinNbreastNcancerbN
CanceriResearchZN2007ZNjkZNjhkkalg 10.1 274

11 TamoxifenNandNraloxifeneNdifferNinNtheirNfunctionalNinteractionsNwithNaspartateNgieNofNestrogenN
receptorNalphabNMoleculariPharmacologyZN2006ZNkdZNikmall 4.3 28

10 OverexpressionNofNactivatedNmurineNNotcheNandNNotchgNinNtransgenicNmiceNblocksNmammaryNglandN
developmentNandNinducesNmammaryNtumorsbNAmericaniJournaliofiPathologyZN2006ZNejlZNmkgamd 5.8 148

9 yxpressionNofNconstitutivelyNactiveNNotcheNinNmaleNgenitalNtractsNresultsNinNectopicNgrowthNandN
blockageNofNefferentNductsZNepididymalNhyperplasiaNandNsterilitybNDevelopmentaliBiologyZN2006ZNgddZNhmkaiee3.1 26

8
untibodiesNagainstNtheNPyRNproteinNofNxrosophilaNlabelNneuronsNinNtheNopticNlobeZNcentralNbrainZNandN
thoracicNgangliaNofNtheNcricketsNTeleogryllusNcommodusNandNTeleogryllusNoceanicusbNCelliandiTissuei
ResearchZN2003ZNgefZNgkkame

4.2 25

7 SomaticNMutationsNandNRiskaVariantsNwonvergeNonNwisaRegulatoryNylementsNtoNRevealNtheNwancerN
xriverNTranscriptionNRegulatorsNinNPrimaryNProstateNTumorsbNSSRNiElectroniciJournalZ 1 2

6 wRyuMnNwlusteringNofNgenomicNRygionsNunalysisNMethod 4

5 wonvergenceNofNdispersedNregulatoryNmutationsNpredictsNdriverNgenesNinNprostateNcancer 4

4 αeneNisoformsNasNexpressionabasedNbiomarkersNpredictiveNofNdrugNresponseNinNvitro 3

3 ViralNintegrationNtransformsNchromatinNtoNdriveNoncogenesis 2

2 wandidateNcancerNdriverNmutationsNinNsuperenhancersNandNlongarangeNchromatinNinteractionNnetworks 5

1 MetabolicNadaptationsNunderlieNepigeneticNvulnerabilitiesNinNchemoresistantNbreastNcancer 2
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