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k Paper IF Citations

152 TomatoJleavesJunderJstresshJaJcomparisonJofJstressJresponseJtoJmildJabioticJstressJbetweenJaJ
cultivatedJandJaJwildJtomatoJspeciesXJPlantmMolecularmBiologyVJ2021VJ[ZeVJ[eeW]Zd 4.6 1

151 PlantJPhysioSpacehJaJrobustJtoolJtoJcompareJstressJresponseJacrossJplantJspeciesXJPlantmPhysiologyVJ
2021VJ[feVJ[egcW[f[[ 6.6 1

150 SeedJhemicellulosesJtailorJmucilageJpropertiesJandJsaltJtoleranceXJNewmPhytologistVJ2021VJ]]gVJ[gbdW[gcb9.8 4

149
tolioseJUlvaJSpeciesJShowJqonsiderableJwnterWSpecificJueneticJriversityVJzowJwntraWSpecificJueneticJ
VariationVJandJtheJRareJOccurrenceJofJwnterWSpecificJvybridsJinJtheJWildXJJournalmofmPhycologyVJ2021VJ
ceVJ][gW]aa

3 9

148 OxfordJNanoporeJsequencinghJnewJopportunitiesJforJplantJgenomicsmXJJournalmofmExperimentalm
BotanyVJ2020VJe[VJca[aWca]] 7 20

147 snablingJreusabilityJofJplantJphenomicJdatasetsJwithJαwoPPsJ[X[XJNewmPhytologistVJ2020VJ]]eVJ]dZW]ea 9.8 42

146 ueneticJandJmolecularJcharacterizationJofJmulticomponentJresistanceJofJagainstJallicinXJLifemSciencem
AllianceVJ2020VJaVJ 5.8 8

145 TranscriptomicJandJproteomicJdataJinJdevelopingJtomatoJfruitXJDataminmBriefVJ2020VJ]fVJ[ZcZ[c 1.2 7

144 uenomeJassemblyJofJwildJteaJtreeJroSZJrevealsJpedigreeJandJselectionJhistoryJofJteaJvarietiesXJ
NaturemCommunicationsVJ2020VJ[[VJae[g 17.4 41

143 sxploitingJNaturalJVariationJinJTomatoJtoJrefineJPathwayJStructureJandJαetabolicJRegulationJofJ
truitJPolyphenolicsJinJtheJzycopersicumJqomplexXJMolecularmPlantVJ2020VJ[aVJ[Z]eW[Zbd 14.4 23

142 ParallelJαetabolomicJandJTranscriptomicJonalysisJRevealsJyeyJtactorsJforJQualityJwmprovementJofJ
TeaJPlantsXJJournalmofmAgriculturalmandmFoodmChemistryVJ2020VJdfVJcbfaWcbgc 5.7 2

141
SmutJinfectionJofJperennialJhostshJtheJgenomeJandJtheJtranscriptomeJofJtheJprassicaceaeJsmutJ
fungusJThecaphoraJthlaspeosJrevealJfunctionallyJconservedJandJnovelJeffectorsXJNewmPhytologistVJ
2019VJ]]]VJ[bebW[bg]

9.8 8

140 ProteomeWwideVJStructureWpasedJPredictionJofJProteinWProteinJwnteractionsYNewJαolecularJ
wnteractionsJViewerXJPlantmPhysiologyVJ2019VJ[egVJ[fgaW[gZe 6.6 21

139 tluctuatingJzightJwnteractsJwithJTimeJofJrayJandJzeafJrevelopmentJStageJtoJReprogramJueneJ
sxpressionXJPlantmPhysiologyVJ2019VJ[egVJ[da]W[dce 6.6 36

138 αodelingJProteinJrestinyJinJrevelopingJtruitXJPlantmPhysiologyVJ2019VJ[fZVJ[eZgW[e]b 6.6 15

137 αapαanbhJoJRefinedJProteinJqlassificationJandJonnotationJtrameworkJopplicableJtoJαultiWOmicsJ
rataJonalysisXJMolecularmPlantVJ2019VJ[]VJfegWfg] 14.4 148

136 qellJtypeJspecificJtranscriptionalJreprogrammingJofJmaizeJleavesJduringJUstilagoJmaydisJinducedJ
tumorJformationXJScientificmReportsVJ2019VJgVJ[Z]]e 4.9 7
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135 TranscriptomeJonalysisJofJrurumJWheatJtlagJzeavesJProvidesJNewJwnsightsJwntoJtheJRegulatoryJ
ResponseJtoJslevatedJqOJandJvighJTemperatureXJFrontiersminmPlantmScienceVJ2019VJ[ZVJ[dZc 6.2 16

134 TomatoQsJureenJuoldhJpioeconomyJPotentialJofJResidualJTomatoJzeafJpiomassJasJaJNovelJSourceJ
forJtheJSecondaryJαetaboliteJRutinXJACSmOmegaVJ2019VJbVJ[gZe[W[gZfZ 3.9 30

133 wsolationJofJOpenJqhromatinJwdentifiesJRegulatorsJofJSystemicJocquiredJResistanceXJPlantm
PhysiologyVJ2019VJ[f[VJf[eWfaa 6.6 13

132 TRαbJisJessentialJforJcelluloseJdepositionJinJorabidopsisJseedJmucilageJbyJmaintainingJcorticalJ
microtubuleJorganizationJandJinteractingJwithJqsSoaXJNewmPhytologistVJ2019VJ]][VJff[Wfgc 9.8 14

131 qomputationalJaspectsJunderlyingJgenomeJtoJphenomeJanalysisJinJplantsXJPlantmJournalVJ2019VJgeVJ[f]W[gf6.9 33

130 PlantJgenomeJandJtranscriptomeJannotationshJfromJmisconceptionsJtoJsimpleJsolutionsXJBriefingsminm
BioinformaticsVJ2018VJ[gVJbaeWbbg 13.4 40

129 αonitoringJPolysaccharideJrynamicsJinJtheJPlantJqellJWallXJPlantmPhysiologyVJ2018VJ[edVJ]cgZW]dZZ 6.6 61

128 TheJroleJofJqOpRoWzwysJ]JfunctionVJasJpartJofJtheJcomplexJnetworkJofJinteractingJpathwaysJ
regulatingJorabidopsisJseedJmucilageJpolysaccharideJmatrixJorganizationXJPlantmJournalVJ2018VJgbVJbgeWc[]6.9 17

127 vowJtoJmakeJaJtumourhJcellJtypeJspecificJdissectionJofJUstilagoJmaydisWinducedJtumourJ
developmentJinJmaizeJleavesXJNewmPhytologistVJ2018VJ][eVJ[df[W[dgc 9.8 31

126 TheJgeneticJarchitectureJofJphotosynthesisJandJplantJgrowthWrelatedJtraitsJinJtomatoXJPlant,mCellm
andmEnvironmentVJ2018VJb[VJa]eWab[ 8.4 40

125 tootprintsJofJparasitismJinJtheJgenomeJofJtheJparasiticJfloweringJplantJquscutaJcampestrisXJNaturem
CommunicationsVJ2018VJgVJ]c[c 17.4 79

124 RNoseqJanalysisJofJ˛–WproteobacteriumJuluconobacterJoxydansJd][vXJBMCmGenomicsVJ2018VJ[gVJ]b 4.5 9

123 αonitoringJofJPlantJProteinJPostWtranslationalJαodificationsJUsingJTargetedJProteomicsXJFrontiersm
inmPlantmScienceVJ2018VJgVJ[[df 6.2 32

122 TheJαultifacetedJRoleJofJPectinJαethylesteraseJwnhibitorsJRPαswsSXJInternationalmJournalmofm
MolecularmSciencesVJ2018VJ[gVJ 6.3 69

121 wdentificationJofJyeyJsnzymesJforJPectinJSynthesisJinJSeedJαucilageXJPlantmPhysiologyVJ2018VJ[efVJ[ZbcW[Zdb6.6 31

120 OneWStepJzignocelluloseJtractionationJbyJusingJ]VcWturandicarboxylicJocidJasJaJpiogenicJandJ
RecyclableJqatalystXJChemSusChemVJ2018VJ[[VJ]Zc[W]Zcd 8.3 22

119 vighJprecisionJgenomeJsequencingJofJengineeredJuluconobacterJoxydansJd][vJbyJcombiningJlongJ
nanoporeJandJshortJaccurateJwlluminaJreadsXJJournalmofmBiotechnologyVJ2017VJ]cfVJ[geW]Zc 3.7 15

118 tromJplantJgenomesJtoJphenotypesXJJournalmofmBiotechnologyVJ2017VJ]d[VJbdWc] 3.7 22

(2017-2019)
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117 sarlyJmetabolicJandJtranscriptionalJvariationsJinJfruitJofJnaturalJwhiteWfruitedJtragariaJvescaJ
genotypesXJScientificmReportsVJ2017VJeVJbc[[a 4.9 31

116 wnsightsJintoJcellJwallJstructureJofJSidaJhermaphroditaJandJitsJinfluenceJonJrecalcitranceXJ
CarbohydratemPolymersVJ2017VJ[dfVJgbW[Z] 10.3 16

115 reJNovoJossemblyJofJaJNewJoccessionJUsingJNanoporeJSequencingXJPlantmCellVJ2017VJ]gVJ]aadW]abf 11.6 138

114 oJcomparativeJanalysisJofJnonhostJresistanceJacrossJtheJtwoJTriticeaeJcropJspeciesJwheatJandJ
barleyXJBMCmPlantmBiologyVJ2017VJ[eVJ]a] 5.3 16

113 pioinformaticsJinJtheJplantJgenomicJandJphenomicJdomainhJTheJuermanJcontributionJtoJresourcesVJ
servicesJandJperspectivesXJJournalmofmBiotechnologyVJ2017VJ]d[VJaeWbc 3.7 8

112 TomatoJfacultativeJparthenocarpyJresultsJfromJSlouoαOUSWzwysJdJlossJofJfunctionXJPlantm
BiotechnologymJournalVJ2017VJ[cVJdabWdbe 11.6 147

111 ueneticJarchitectureJofJplantJstressJresistancehJmultiWtraitJgenomeWwideJassociationJmappingXJNewm
PhytologistVJ2017VJ][aVJ[abdW[ad] 9.8 99

110
αetabolicJodaptationVJaJSpecializedJzeafJOrganJStructureJandJVascularJResponsesJtoJriurnalJNJ
tixationJbyJSustainJtheJostonishingJProductivityJofJternsJwithoutJNitrogenJtertilizerXJFrontiersminm
PlantmScienceVJ2017VJfVJbb]

6.2 22

109 oJTranscriptionalJandJαetabolicJtrameworkJforJSecondaryJWallJtormationJinJorabidopsisXJPlantm
PhysiologyVJ2016VJ[e]VJ[aabW[ac[ 6.6 31

108 StreptomycesJthermoautotrophicusJdoesJnotJfixJnitrogenXJScientificmReportsVJ2016VJdVJ]ZZfd 4.9 20

107 wdentificationJofJRNoWbindingJProteinsJinJαacrophagesJbyJwnteractomeJqaptureXJMolecularmandm
CellularmProteomicsVJ2016VJ[cVJ]dggWe[b 7.6 49

106 wmprovingJtheJutilizationJofJlignocellulosicJbiomassJbyJpolysaccharideJmodificationXJProcessm
BiochemistryVJ2016VJc[VJ]ffW]gd 4.8 15

105 PlantJPathwayJratabasesXJMethodsminmMolecularmBiologyVJ2016VJ[aebVJe[Wfe 1.4 11

104 sxtensiveJNaturalJVariationJinJorabidopsisJSeedJαucilageJStructureXJFrontiersminmPlantmScienceVJ2016VJ
eVJfZa 6.2 20

103 TemporalJkineticsJofJtheJtranscriptionalJresponseJtoJcarbonJdepletionJandJsucroseJreadditionJinJ
orabidopsisJseedlingsXJPlant,mCellmandmEnvironmentVJ2016VJagVJedfWfd 8.4 27

102 TheJαetabolicJSignatureJofJpiomassJtormationJinJparleyXJPlantmandmCellmPhysiologyVJ2016VJceVJ[gbaWdZ 4.9 23

101 αeasuresJforJinteroperabilityJofJphenotypicJdatahJminimumJinformationJrequirementsJandJ
formattingXJPlantmMethodsVJ2016VJ[]VJbb 5.8 83

100 uenomeWWideJonalysisJofJYieldJinJsuropehJollelicJsffectsJVaryJwithJrroughtJandJveatJScenariosXJ
PlantmPhysiologyVJ2016VJ[e]VJebgWedb 6.6 72
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99
QuantitativeJRTWPqRJPlatformJtoJαeasureJTranscriptJzevelsJofJqJandJNJαetabolismWRelatedJuenesJ
inJrurumJWheathJTranscriptJProfilesJinJslevatedJ[qO]]JandJvighJTemperatureJatJrifferentJzevelsJofJ
NJSupplyXJPlantmandmCellmPhysiologyVJ2015VJcdVJ[ccdWea

4.9 43

98 StartingJtoJgelhJhowJorabidopsisJseedJcoatJepidermalJcellsJproduceJspecializedJsecondaryJcellJwallsXJ
InternationalmJournalmofmMolecularmSciencesVJ2015VJ[dVJabc]Wea 6.3 79

97 qellJwallJmodificationJinJtobaccoJbyJdifferentialJtargetingJofJrecombinantJendoglucanaseJfromJ
TrichodermaJreeseiXJBMCmPlantmBiologyVJ2015VJ[cVJcb 5.3 25

96 vighlyJpranchedJXylanJαadeJbyJwRRsuUzoRJXYzsα[bJandJαUqwzousWRszoTsr][JzinksJαucilageJ
toJorabidopsisJSeedsXJPlantmPhysiologyVJ2015VJ[dgVJ]bf[Wgc 6.6 55

95 αUqwzousWRszoTsr[ZJProducesJualactoglucomannanJThatJαaintainsJPectinJandJqelluloseJ
orchitectureJinJorabidopsisJSeedJαucilageXJPlantmPhysiologyVJ2015VJ[dgVJbZaW]Z 6.6 93

94 uenotypeWphenotypeJmodelingJconsideringJintermediateJlevelJofJbiologicalJvariationhJaJcaseJstudyJ
involvingJsensoryJtraitsVJmetabolitesJandJQTzsJinJripeJtomatoesXJMolecularmBioSystemsVJ2015VJ[[VJa[Z[W[Z 12

93 reJnovoJsequencingJandJanalysisJofJtheJlilyJpollenJtranscriptomehJanJopenJaccessJdataJsourceJforJanJ
orphanJplantJspeciesXJPlantmMolecularmBiologyVJ2015VJfeVJdgWfZ 4.6 20

92 urowingJNearJNetJShapeJqomponentsJfromJRenewableJαaterialsXJProcediamCIRPVJ2015VJ]gVJdZgWd[b 1.8 1

91 TowardsJrecommendationsJforJmetadataJandJdataJhandlingJinJplantJphenotypingXJJournalmofm
ExperimentalmBotanyVJ2015VJddVJcb[eW]e 7 94

90 onalysisJofJplantJnucleotideJsugarsJbyJhydrophilicJinteractionJliquidJchromatographyJandJtandemJ
massJspectrometryXJAnalyticalmBiochemistryVJ2014VJbbfVJ[bW]] 3.1 40

89 αercatorhJaJfastJandJsimpleJwebJserverJforJgenomeJscaleJfunctionalJannotationJofJplantJsequenceJ
dataXJPlant,mCellmandmEnvironmentVJ2014VJaeVJ[]cZWf 8.4 373

88 TheJgenomeJofJtheJstressWtolerantJwildJtomatoJspeciesJSolanumJpennelliiXJNaturemGeneticsVJ2014VJ
bdVJ[ZabWf 36.3 269

87 TrimmomatichJaJflexibleJtrimmerJforJwlluminaJsequenceJdataXJBioinformaticsVJ2014VJaZVJ][[bW]Z 7.2 24714

86 uoαapαanhJintegrationVJconsolidationJandJvisualizationJofJplantJgeneJannotationsJwithinJtheJ
αapαanJontologyXJNucleicmAcidsmResearchVJ2014VJb]VJr[[deWec 20.1 69

85 OnJtheJcurrentJstatusJofJPhakopsoraJpachyrhiziJgenomeJsequencingXJFrontiersminmPlantmScienceVJ2014
VJcVJaee 6.2 16

84 PlantJgenomeJsequencingJWJapplicationsJforJcropJimprovementXJCurrentmOpinionminmBiotechnologyVJ
2014VJ]dVJa[We 11.4 128

83 sthanolJinducibleJexpressionJofJaJmesophilicJcellulaseJavoidsJadverseJeffectsJonJplantJ
developmentXJBiotechnologymformBiofuelsVJ2013VJdVJca 7.8 28

82 vochdurchsatzWSequenzierungJundJdannmXJBioSpektrumVJ2013VJ[gVJbcfWbdZ 0.1

(2013-2015)
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81 qomparativeJtranscriptomicsJrevealsJpatternsJofJselectionJinJdomesticatedJandJwildJtomatoXJ
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2013VJ[[ZVJs]dccWd] 11.5 260

80 TranscriptomeJsequencingJandJmicroarrayJdesignJforJfunctionalJgenomicsJinJtheJextremophileJ
orabidopsisJrelativeJThellungiellaJsalsugineaJRsutremaJsalsugineumSXJBMCmGenomicsVJ2013VJ[bVJega 4.5 30

79 riurnalJchangesJofJpolysomeJloadingJtrackJsucroseJcontentJinJtheJrosetteJofJwildWtypeJarabidopsisJ
andJtheJstarchlessJpgmJmutantXJPlantmPhysiologyVJ2013VJ[d]VJ[]bdWdc 6.6 106

78 TheJNuSJWikipookhJaJdynamicJcollaborativeJonlineJtrainingJeffortJwithJlongWtermJsustainabilityXJ
BriefingsminmBioinformaticsVJ2013VJ[bVJcbfWcc 13.4 7

77 svolutionJofJaJcomplexJlocusJforJterpeneJbiosynthesisJinJsolanumXJPlantmCellVJ2013VJ]cVJ]Z]]Wad 11.6 103

76 TheJplantJtranscriptomeWfromJintegratingJobservationsJtoJmodelsXJFrontiersminmPlantmScienceVJ2013VJ
bVJbf 6.2 6

75 OverexpressionJofJaJpectinJmethylesteraseJinhibitorJinJorabidopsisJthalianaJleadsJtoJalteredJgrowthJ
morphologyJofJtheJstemJandJdefectiveJorganJseparationXJPlantmSignalingmandmBehaviorVJ2013VJfVJe]dbdb 2.5 24

74 remethylesterificationJofJcellJwallJpectinsJinJorabidopsisJplaysJaJroleJinJseedJgerminationXJPlantm
PhysiologyVJ2013VJ[d[VJaZcW[d 6.6 102

73 TowardsJpositionalJisolationJofJthreeJquantitativeJtraitJlociJconferringJresistanceJtoJpowderyJ
mildewJinJtwoJSpanishJbarleyJlandracesXJPLoSmONEVJ2013VJfVJedeaad 3.7 13

72 TheJartJofJgrowingJplantsJforJexperimentalJpurposeshJaJpracticalJguideJforJtheJplantJbiologistXJ
FunctionalmPlantmBiologyVJ2012VJagVJf][Wfaf 2.7 144

71 zoSSOJmodelingJofJtheJorabidopsisJthalianaJseedYseedlingJtranscriptomehJaJmodelJcaseJforJ
detectionJofJnovelJmucilageJandJpectinJmetabolismJgenesXJMolecularmBioSystemsVJ2012VJfVJ]cddWeb 24

70 TheJtRwopzs[JgeneJproductJaffectsJcellJadhesionJinJorabidopsisXJPLoSmONEVJ2012VJeVJeb]g[b 3.7 34

69 ylassifikationJpflanzlicherJuenomeJimJSchnelldurchlaufXJBioSpektrumVJ2012VJ[fVJ]eeW]eg 0.1

68 ReverseJengineeringhJaJkeyJcomponentJofJsystemsJbiologyJtoJunravelJglobalJabioticJstressJ
crossWtalkXJFrontiersminmPlantmScienceVJ2012VJaVJ]gb 6.2 29

67 uabiPrJWJTheJuopwJPrimaryJratabaseJintegratesJplantJproteomicJdataJwithJgeneWcentricJ
informationXJFrontiersminmPlantmScienceVJ2012VJaVJ[cb 6.2 21

66 TheJplantJgrowthJpromotingJsubstanceVJlumichromeVJmimicsJstarchVJandJethyleneWassociatedJ
symbioticJresponsesJinJlotusJandJtomatoJrootsXJFrontiersminmPlantmScienceVJ2012VJaVJ[]Z 6.2 16

65
ontisenseJinhibitionJofJtheJ]WoxoglutarateJdehydrogenaseJcomplexJinJtomatoJdemonstratesJitsJ
importanceJforJplantJrespirationJandJduringJleafJsenescenceJandJfruitJmaturationXJPlantmCellVJ2012VJ
]bVJ]a]fWc[

11.6 71

64 RobiNohJaJuserWfriendlyVJintegratedJsoftwareJsolutionJforJRNoWSeqWbasedJtranscriptomicsXJNucleicm
AcidsmResearchVJ2012VJbZVJWd]]We 20.1 614
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63 TheJSsQanswersJwikihJaJwikiJdatabaseJofJtoolsJforJhighWthroughputJsequencingJanalysisXJNucleicm
AcidsmResearchVJ2012VJbZVJr[a[aWe 20.1 32

62 qrystalJstructureJandJfunctionalJcharacterizationJofJaJglucosamineWdWphosphateJNWacetyltransferaseJ
fromJorabidopsisJthalianaXJBiochemicalmJournalVJ2012VJbbaVJb]eWae 3.8 7

61
ontisenseJinhibitionJofJtheJironWsulphurJsubunitJofJsuccinateJdehydrogenaseJenhancesJ
photosynthesisJandJgrowthJinJtomatoJviaJanJorganicJacidWmediatedJeffectJonJstomatalJapertureXJ
PlantmCellVJ2011VJ]aVJdZZW]e

11.6 179

60 SzocXhJPredictingJSubcellularJzocalizationJofJorabidopsisJProteinsJzeveragingJueneJsxpressionJ
rataXJFrontiersminmPlantmScienceVJ2011VJ]VJba 6.2 22

59 TheJinterconversionJofJUrPWarabinopyranoseJandJUrPWarabinofuranoseJisJindispensableJforJplantJ
developmentJinJorabidopsisXJPlantmCellVJ2011VJ]aVJ[aeaWgZ 11.6 97

58
remethylationJofJoligogalacturonidesJbyJtaPs[JinJtheJfruitsJofJtheJwildJstrawberryJtragariaJvescaJ
triggersJmetabolicJandJtranscriptionalJchangesJassociatedJwithJdefenceJandJdevelopmentJofJtheJ
fruitXJJournalmofmExperimentalmBotanyVJ2011VJd]VJ]fccWea

7 43

57 wdentificationJofJenzymeJactivityJquantitativeJtraitJlociJinJaJSolanumJlycopersicumJxJSolanumJ
pennelliiJintrogressionJlineJpopulationXJPlantmPhysiologyVJ2011VJ[ceVJggfW[Z[b 6.6 31

56
vRsWtypeJgenesJareJregulatedJbyJgrowthWrelatedJchangesJinJinternalJoxygenJconcentrationsJduringJ
theJnormalJdevelopmentJofJpotatoJRSolanumJtuberosumSJtubersXJPlantmandmCellmPhysiologyVJ2011VJ
c]VJ[gceWe]

4.9 23

55
SystemsJbiologyJofJtomatoJfruitJdevelopmenthJcombinedJtranscriptVJproteinVJandJmetaboliteJ
analysisJofJtomatoJtranscriptionJfactorJRnorVJrinSJandJethyleneJreceptorJRNrSJmutantsJrevealsJnovelJ
regulatoryJinteractionsXJPlantmPhysiologyVJ2011VJ[ceVJbZcW]c

6.6 245

54 PlaNethJcombinedJsequenceJandJexpressionJcomparisonsJacrossJplantJnetworksJderivedJfromJsevenJ
speciesXJPlantmCellVJ2011VJ]aVJfgcWg[Z 11.6 245

53 oJtopologicalJmapJofJtheJcompartmentalizedJorabidopsisJthalianaJleafJmetabolomeXJPLoSmONEVJ
2011VJdVJe[efZd 3.7 84

52 reWregulationJofJabscisicJacidJcontentsJcausesJabnormalJendospermJdevelopmentJinJtheJbarleyJ
mutantJsegfXJPlantmJournalVJ2010VJdbVJcfgWdZa 6.9 48

51 orabidopsisJandJprimaryJphotosyntheticJmetabolismJWJmoreJthanJtheJicingJonJtheJcakeXJPlantm
JournalVJ2010VJd[VJ[ZdeWg[ 6.9 240

50 StructureJandJputativeJfunctionJofJNtX[WlikeJproteinsJinJplantsXJPlantmBiologyVJ2010VJ[]VJaf[Wgb 3.7 13

49 RobinhJanJintuitiveJwizardJapplicationJforJRWbasedJexpressionJmicroarrayJqualityJassessmentJandJ
analysisXJPlantmPhysiologyVJ2010VJ[caVJdb]Wc[ 6.6 90

48 NetworkJanalysisJofJenzymeJactivitiesJandJmetaboliteJlevelsJandJtheirJrelationshipJtoJbiomassJinJaJ
largeJpanelJofJorabidopsisJaccessionsXJPlantmCellVJ2010VJ]]VJ]fe]Wga 11.6 119

47 onJorangeJripeningJmutantJlinksJplastidJNorRPSvJdehydrogenaseJcomplexJactivityJtoJcentralJandJ
specializedJmetabolismJduringJtomatoJfruitJmaturationXJPlantmCellVJ2010VJ]]VJ[geeWge 11.6 53

46 ossemblyJofJanJinteractiveJcorrelationJnetworkJforJtheJorabidopsisJgenomeJusingJaJnovelJheuristicJ
clusteringJalgorithmXJPlantmPhysiologyVJ2010VJ[c]VJ]gWba 6.6 135

(2010-2012)
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45 qhloroplastJrnaxWlikeJproteinsJaJandJbJRqrxaYbSJfromJqhlamydomonasJreinhardtiiJcontainJ
redoxWactiveJteWSJclustersJandJinteractJwithJstromalJvSPeZpXJBiochemicalmJournalVJ2010VJb]eVJ]ZcW[c 3.8 26

44 QuantitationJinJmassWspectrometryWbasedJproteomicsXJAnnualmReviewmofmPlantmBiologyVJ2010VJd[VJbg[Wc[d30.7 257

43 olgorithmWdrivenJartifactsJinJmedianJpolishJsummarizationJofJmicroarrayJdataXJBMCmBioinformaticsVJ
2010VJ[[VJcca 3.6 42

42 VisualisationJofJTranscriptomicsJrataJinJαetabolicJPathwaysJ2010VJaacWab]

41 StarchJasJaJmajorJintegratorJinJtheJregulationJofJplantJgrowthXJProceedingsmofmthemNationalmAcademym
ofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2009VJ[ZdVJ[ZabfWca 11.5 381

40 TranscriptionalJwiringJofJcellJwallWrelatedJgenesJinJorabidopsisXJMolecularmPlantVJ2009VJ]VJ[Z[cW]b 14.4 35

39 RibosomeJandJtranscriptJcopyJnumbersVJpolysomeJoccupancyJandJenzymeJdynamicsJinJorabidopsisXJ
MolecularmSystemsmBiologyVJ2009VJcVJa[b 12.2 229

38
αappingJmetabolicJandJtranscriptJtemporalJswitchesJduringJgerminationJinJriceJhighlightsJspecificJ
transcriptionJfactorsJandJtheJroleJofJRNoJinstabilityJinJtheJgerminationJprocessXJPlantmPhysiologyVJ
2009VJ[bgVJgd[WfZ

6.6 171

37 RegulatoryJfeaturesJunderlyingJpollinationWdependentJandJWindependentJtomatoJfruitJsetJrevealedJ
byJtranscriptJandJprimaryJmetaboliteJprofilingXJPlantmCellVJ2009VJ][VJ[b]fWc] 11.6 200

36 ueneJexpressionJprofilingJinJsusceptibleJinteractionJofJgrapevineJwithJitsJfungalJpathogenJsutypaJ
latahJextendingJαapαanJontologyJforJgrapevineXJBMCmPlantmBiologyVJ2009VJgVJ[Zb 5.3 44

35
XemlJzabhJaJtoolJthatJsupportsJtheJdesignJofJexperimentsJatJaJgraphicalJinterfaceJandJgeneratesJ
computerWreadableJmetadataJfilesVJwhichJcaptureJinformationJaboutJgenotypesVJgrowthJconditionsVJ
environmentalJperturbationsJandJsamplingJstrategyXJPlant,mCellmandmEnvironmentVJ2009VJa]VJ[[fcW]ZZ

8.4 37

34 oJguideJtoJusingJαapαanJtoJvisualizeJandJcompareJOmicsJdataJinJplantshJaJcaseJstudyJinJtheJcropJ
speciesVJαaizeXJPlant,mCellmandmEnvironmentVJ2009VJa]VJ[][[W]g 8.4 398

33 qoWexpressionJtoolsJforJplantJbiologyhJopportunitiesJforJhypothesisJgenerationJandJcaveatsXJPlant,m
CellmandmEnvironmentVJ2009VJa]VJ[daaWc[ 8.4 373

32 onJintegrativeJgenomicsJapproachJforJdecipheringJtheJcomplexJinteractionsJbetweenJascorbateJ
metabolismJandJfruitJgrowthJandJcompositionJinJtomatoXJComptesmRendusm-mBiologiesVJ2009VJaa]VJ[ZZeW][1.4 30

31
RNoJinterferenceJofJzwNcJinJtomatoJconfirmsJitsJroleJinJcontrollingJprixJcontentVJuncoversJtheJ
influenceJofJsugarsJonJtheJlevelsJofJfruitJhormonesVJandJdemonstratesJtheJimportanceJofJsucroseJ
cleavageJforJnormalJfruitJdevelopmentJandJfertilityXJPlantmPhysiologyVJ2009VJ[cZVJ[]ZbW[f

6.6 185

30 zargeWscaleJphenotypingJofJtransgenicJtobaccoJplantsJRNicotianaJtabacumSJtoJidentifyJessentialJleafJ
functionsXJPlantmBiotechnologymJournalVJ2008VJdVJ]bdWda 11.6 16

29
αultilevelJgenomicJanalysisJofJtheJresponseJofJtranscriptsVJenzymeJactivitiesJandJmetabolitesJinJ
orabidopsisJrosettesJtoJaJprogressiveJdecreaseJofJtemperatureJinJtheJnonWfreezingJrangeXJPlant,m
CellmandmEnvironmentVJ2008VJa[VJc[fWbe

8.4 162

28 oJsubtilisinWlikeJserineJproteaseJessentialJforJmucilageJreleaseJfromJorabidopsisJseedJcoatsXJPlantm
JournalVJ2008VJcbVJbddWfZ 6.9 133
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27 ReprogrammingJaJmaizeJplanthJtranscriptionalJandJmetabolicJchangesJinducedJbyJtheJfungalJ
biotrophJUstilagoJmaydisXJPlantmJournalVJ2008VJcdVJ[f[W[gc 6.9 235

26 onalysisJofJexpressedJsequenceJtagsJfromJoctinidiahJapplicationsJofJaJcrossJspeciesJsSTJdatabaseJ
forJgeneJdiscoveryJinJtheJareasJofJflavorVJhealthVJcolorJandJripeningXJBMCmGenomicsVJ2008VJgVJac[ 4.5 154

25
parleyJgrainJmaturationJandJgerminationhJmetabolicJpathwayJandJregulatoryJnetworkJ
commonalitiesJandJdifferencesJhighlightedJbyJnewJαapαanYPageαanJprofilingJtoolsXJPlantm
PhysiologyVJ2008VJ[bdVJ[eafWcf

6.6 222

24 αetabolomicsWJandJproteomicsWassistedJgenomeJannotationJandJanalysisJofJtheJdraftJmetabolicJ
networkJofJqhlamydomonasJreinhardtiiXJGeneticsVJ2008VJ[egVJ[ceWdd 4 128

23 ulobalJtranscriptJlevelsJrespondJtoJsmallJchangesJofJtheJcarbonJstatusJduringJprogressiveJ
exhaustionJofJcarbohydratesJinJorabidopsisJrosettesXJPlantmPhysiologyVJ2008VJ[bdVJ[fabWd[ 6.6 262

22 wnteroperabilityJwithJαobyJ[XZWWitQsJbetterJthanJsharingJyourJtoothbrushKXJBriefingsminmBioinformaticsVJ
2008VJgVJ]]ZWa[ 13.4 73

21 retectingJwnconsistenciesJinJzargeJpiologicalJNetworksJwithJonswerJSetJProgrammingXJLecturem
NotesminmComputermScienceVJ2008VJ[aZW[bb 0.9 19

20 odaptationJofJtheJαapαanJontologyJtoJbioticJstressJresponseshJapplicationJinJsolanaceousJspeciesXJ
PlantmMethodsVJ2007VJaVJ[Z 5.8 51

19 uenomeWwideJreprogrammingJofJmetabolismJandJregulatoryJnetworksJofJorabidopsisJinJresponseJ
toJphosphorusXJPlant,mCellmandmEnvironmentVJ2007VJaZVJfcW[[] 8.4 447

18
rescriptionJandJapplicationsJofJaJrapidJandJsensitiveJnonWradioactiveJmicroplateWbasedJassayJforJ
maximumJandJinitialJactivityJofJrWribuloseW[VcWbisphosphateJcarboxylaseYoxygenaseXJPlant,mCellmandm
EnvironmentVJ2007VJaZVJ[[daWec

8.4 70

17 TemporalJresponsesJofJtranscriptsVJenzymeJactivitiesJandJmetabolitesJafterJaddingJsucroseJtoJ
carbonWdeprivedJorabidopsisJseedlingsXJPlantmJournalVJ2007VJbgVJbdaWg[ 6.9 234

16 qorrelationWmaximizingJsurrogateJgeneJspaceJforJvisualJminingJofJgeneJexpressionJpatternsJinJ
developingJbarleyJendospermJtissueXJBMCmBioinformaticsVJ2007VJfVJ[dc 3.6 10

15 TheJlipopolysaccharideJofJSinorhizobiumJmelilotiJsuppressesJdefenseWassociatedJgeneJexpressionJinJ
cellJculturesJofJtheJhostJplantJαedicagoJtruncatulaXJPlantmPhysiologyVJ2007VJ[baVJf]cWae 6.6 86

14 ReducedJexpressionJofJsuccinylWcoenzymeJoJligaseJcanJbeJcompensatedJforJbyJupWregulationJofJtheJ
gammaWaminobutyrateJshuntJinJilluminatedJtomatoJleavesXJPlantmPhysiologyVJ2007VJ[bcVJd]dWag 6.6 133

13 PageαanhJanJinteractiveJontologyJtoolJtoJgenerateVJdisplayVJandJannotateJoverviewJgraphsJforJ
profilingJexperimentsXJBMCmBioinformaticsVJ2006VJeVJcac 3.6 276

12 wntegrationJofJmetaboliteJwithJtranscriptJandJenzymeJactivityJprofilingJduringJdiurnalJcyclesJinJ
orabidopsisJrosettesXJGenomemBiologyVJ2006VJeVJRed 18.3 269

11
wntegratedJanalysisJofJmetaboliteJandJtranscriptJlevelsJrevealsJtheJmetabolicJshiftsJthatJunderlieJ
tomatoJfruitJdevelopmentJandJhighlightJregulatoryJaspectsJofJmetabolicJnetworkJbehaviorXJPlantm
PhysiologyVJ2006VJ[b]VJ[afZWgd

6.6 361

10
qonversionJofJαapαanJtoJallowJtheJanalysisJofJtranscriptJdataJfromJSolanaceousJspecieshJeffectsJofJ
geneticJandJenvironmentalJalterationsJinJenergyJmetabolismJinJtheJleafXJPlantmMolecularmBiologyVJ
2006VJdZVJeeaWg]

4.6 110

(2006-2008)
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9 uαrnqSpXrphJtheJuolmJαetabolomeJratabaseXJBioinformaticsVJ2005VJ][VJ[dacWf 7.2 1064

8 TheJinositolJoxygenaseJgeneJfamilyJofJorabidopsisJisJinvolvedJinJtheJbiosynthesisJofJnucleotideJ
sugarJprecursorsJforJcellWwallJmatrixJpolysaccharidesXJPlantaVJ2005VJ]][VJ]baWcb 4.7 103

7 SugarsJandJcircadianJregulationJmakeJmajorJcontributionsJtoJtheJglobalJregulationJofJdiurnalJgeneJ
expressionJinJorabidopsisXJPlantmCellVJ2005VJ[eVJa]ceWf[ 11.6 521

6 sxtensionJofJtheJvisualizationJtoolJαapαanJtoJallowJstatisticalJanalysisJofJarraysVJdisplayJofJ
correspondingJgenesVJandJcomparisonJwithJknownJresponsesXJPlantmPhysiologyVJ2005VJ[afVJ[[gcW]Zb 6.6 514

5 TranscriptionalJcoWresponseJanalysisJasJaJtoolJtoJidentifyJnewJcomponentsJofJtheJwallJbiosyntheticJ
machineryXJPlantmBiosystemsVJ2005VJ[agVJdgWea 1.6 11

4 qSpXrphJaJcomprehensiveJsystemsWbiologyJdatabaseXJBioinformaticsVJ2004VJ]ZVJadbeWc[ 7.2 145

3 Rvα]JisJinvolvedJinJmucilageJpectinJsynthesisJandJisJrequiredJforJtheJdevelopmentJofJtheJseedJcoatJ
inJorabidopsisXJPlantmPhysiologyVJ2004VJ[abVJ]fdWgc 6.6 113

2 wdentificationJandJcharacterizationJofJaJUrPWrWglucuronateJbWepimeraseJinJorabidopsisXJFEBSm
LettersVJ2004VJcdgVJa]eWa[ 3.8 39

1 RapidJstructuralJphenotypingJofJplantJcellJwallJmutantsJbyJenzymaticJoligosaccharideJ
fingerprintingXJPlantmPhysiologyVJ2002VJ[aZVJ[ecbWda 6.6 171
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