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Genetic evidence suggests posttraumatic stress disorder as a subtype of major depressive disorder.
Journal of Clinical Investigation, 2022, 132, .
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TNFRSF12A and CD38 Contribute to a Vicious Circle for Chronic Obstructive Pulmonary Disease by
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Improve cognition of depressive patients through the regulation of basal ganglia connectivity:
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Variants and expression changes in PPAR-encoding genes display no significant association with
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A core collection of pan-schizophrenia genes allows building cohort-specific signatures of affected

2% brain. Scientific Reports, 2019, 9, 12671.

3.3 2



