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k Paper IF Citations

59 pROtkJanJopenWsourceJpackageJforJRJandJSUJtoJanalyzeJandJcompareJROtJcurvesXJBMCm
BioinformaticsVJ2011VJbcVJhh 3.6 5242

58 SuperyirnJWJaJnovelJtoolJforJhighJresolutionJLtWMSWbasedJpeptideYproteinJprofilingXJProteomicsVJ
2007VJhVJdehaWia 4.8 269

57 rnJintegratedJmassJspectrometricJandJcomputationalJframeworkJforJtheJanalysisJofJproteinJ
interactionJnetworksXJNaturemBiotechnologyVJ2007VJcfVJdefWfc 44.5 147

56 ProcessingJandJclassificationJofJproteinJmassJspectraXJMassmSpectrometrymReviewsVJ2006VJcfVJeajWej 11 136

55
TheJwabWiJboundaryJdefinesJtheJdistalJlimitJofJtheJbithoraxJcomplexJiabWhJdomainJandJinsulatesJ
iabWhJfromJinitiationJelementsJandJaJPRvJinJtheJadjacentJiabWiJdomainXJDevelopmentmvCambridgewVJ
2000VJbchVJhhjWhja

6.6 132

54 rutomatedJproteinJidentificationJbyJtandemJmassJspectrometrykJissuesJandJstrategiesXJMassm
SpectrometrymReviewsVJ2006VJcfVJcdfWfe 11 125

53 rJmolecularJscannerJtoJautomateJproteomicJresearchJandJtoJdisplayJproteomeJimagesXJAnalyticalm
ChemistryVJ1999VJhbVJejibWi 7.8 118

52 zmprovingJproteinJidentificationJfromJpeptideJmassJfingerprintingJthroughJaJparameterizedJ
multiWlevelJscoringJalgorithmJandJanJoptimizedJpeakJdetectionXJElectrophoresisVJ1999VJcaVJdfdfWfa 3.6 117

51 ProcessingJstrategiesJandJsoftwareJsolutionsJforJdataWindependentJacquisitionJinJmassJ
spectrometryXJProteomicsVJ2015VJbfVJjgeWia 4.8 105

50 QuantitativeJproteomicJanalysisJofJproteinJcomplexeskJconcurrentJidentificationJofJinteractorsJandJ
theirJstateJofJphosphorylationXJMolecularmandmCellularmProteomicsVJ2008VJhVJdcgWeg 7.6 95

49
yighWthroughputJandJSensitiveJzmmunopeptidomicsJPlatformJRevealsJProfoundJ
znterferon˛‡WMediatedJRemodelingJofJtheJyumanJLeukocyteJrntigenJRyLrSJLigandomeXJMolecularm
andmCellularmProteomicsVJ2018VJbhVJfddWfei

7.6 92

48 zntegratedJproteogenomicJdeepJsequencingJandJanalyticsJaccuratelyJidentifyJnonWcanonicalJ
peptidesJinJtumorJimmunopeptidomesXJNaturemCommunicationsVJ2020VJbbVJbcjd 17.4 78

47 UnrestrictedJidentificationJofJmodifiedJproteinsJusingJMSYMSXJProteomicsVJ2010VJbaVJghbWig 4.8 77

46 xlycationJisotopicJlabelingJwithJbdtWreducingJsugarsJforJquantitativeJanalysisJofJglycatedJproteinsJ
inJhumanJplasmaXJMolecularmandmCellularmProteomicsVJ2010VJjVJfhjWjc 7.6 64

45 vstimatingJtheJtontributionJofJProteasomalJSplicedJPeptidesJtoJtheJyLrWzJLigandomeXJMolecularm
andmCellularmProteomicsVJ2018VJbhVJcdehWcdfh 7.6 62

44 OpenJsourceJlibrariesJandJframeworksJforJmassJspectrometryJbasedJproteomicskJaJdeveloperQsJ
perspectiveXJBiochimicamEtmBiophysicamActam-mProteinsmandmProteomicsVJ2014VJbieeVJgdWhg 4 59

43 rJcombinedJtXtLbaVJtXtLiJandJyWwrsPJpanelJforJtheJstagingJofJhumanJrfricanJtrypanosomiasisJ
patientsXJPLoSmNeglectedmTropicalmDiseasesVJ2009VJdVJeefj 4.8 55
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42 vasyProtWWanJeasyWtoWuseJgraphicalJplatformJforJproteomicsJdataJanalysisXJJournalmofmProteomicsVJ
2013VJhjVJbegWga 3.9 52

41 QyotspotsQJofJrntigenJPresentationJRevealedJbyJyumanJLeukocyteJrntigenJLigandomicsJforJ
NeoantigenJPrioritizationXJFrontiersminmImmunologyVJ2017VJiVJbdgh 8.4 50

40 QuickModkJrJtoolJforJopenJmodificationJspectrumJlibraryJsearchesXJJournalmofmProteomemResearchVJ
2011VJbaVJcjbdWcb 5.6 50

39 sioinformaticsJforJproteinJbiomarkerJpanelJclassificationkJwhatJisJneededJtoJbringJbiomarkerJpanelsJ
intoJinJvitroJdiagnosticspXJExpertmReviewmofmProteomicsVJ2009VJgVJghfWij 4.2 43

38 MachineJlearningJapproachesJtoJlungJcancerJpredictionJfromJmassJspectraXJProteomicsVJ2003VJdVJbhbgWj 4.8 41

37 UnrestrictedJmodificationJsearchJrevealsJlysineJmethylationJasJmajorJmodificationJinducedJbyJtissueJ
formalinJfixationJandJparaffinJembeddingXJProteomicsVJ2015VJbfVJcfgiWhj 4.8 35

36 MatrixJmetalloproteinaseWjJandJintercellularJadhesionJmoleculeJbJareJpowerfulJstagingJmarkersJforJ
humanJrfricanJtrypanosomiasisXJTropicalmMedicinemandmInternationalmHealthVJ2011VJbgVJbbjWcg 2.3 32

35 zsoelectricJpointJoptimizationJusingJpeptideJdescriptorsJandJsupportJvectorJmachinesXJJournalmofm
ProteomicsVJ2012VJhfVJccgjWhe 3.9 30

34 znJsilicoJanalysisJofJaccurateJproteomicsVJcomplementedJbyJselectiveJisolationJofJpeptidesXJJournalm
ofmProteomicsVJ2011VJheVJcahbWic 3.9 27

33 rJsimpleJworkflowJtoJincreaseJMScJidentificationJrateJbyJsubsequentJspectralJlibraryJsearchXJ
ProteomicsVJ2009VJjVJbhdbWg 4.8 27

32 TheJmolecularJscannerkJconceptJandJdevelopmentsXJCurrentmOpinionminmBiotechnologyVJ2004VJbfVJbhWcd 11.4 26

31 VisualizationJandJanalysisJofJmolecularJscannerJpeptideJmassJspectraXJJournalmofmthemAmericanm
SocietymformMassmSpectrometryVJ2002VJbdVJccbWdb 3.5 26

30 tommentJonJLrJsubsetJofJyLrWzJpeptidesJareJnotJgenomicallyJtemplatedkJvvidenceJforJcisWJandJ
transWsplicedJpeptideJligandsLXJSciencemImmunologyVJ2019VJeVJ 28 24

29 MzγavakJrnJopenJsourceJlibraryJforJmassJspectrometryJdataJprocessingXJJournalmofmProteomicsVJ2015VJ
bcjVJgdWha 3.9 23

28 PanelomiXkJrJthresholdWbasedJalgorithmJtoJcreateJpanelsJofJbiomarkersXJTranslationalmProteomicsVJ
2013VJbVJfhWge 22

27 rnJimprovedJmethodJforJtheJconstructionJofJdecoyJpeptideJMSYMSJspectraJsuitableJforJtheJ
accurateJestimationJofJfalseJdiscoveryJratesXJProteomicsVJ2011VJbbVJeaifWjf 4.8 21

26 MassJSpectrometryJsasedJzmmunopeptidomicsJLeadsJtoJRobustJPredictionsJofJPhosphorylatedJyLrJ
tlassJzJLigandsXJMolecularmandmCellularmProteomicsVJ2020VJbjVJdjaWeae 7.6 19

25 MiningJLargeJScaleJTandemJMassJSpectrometryJuataJforJProteinJModificationsJUsingJSpectralJ
LibrariesXJJournalmofmProteomemResearchVJ2016VJbfVJhcbWdb 5.6 19
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24 weasibilityJandJsafetyJofJultraWlowJtidalJvolumeJventilationJwithoutJextracorporealJcirculationJinJ
moderatelyJsevereJandJsevereJrRuSJpatientsXJIntensivemCaremMedicineVJ2019VJefVJbfjaWbfji 14.5 16

23 xlycoforestJbXaXJAnalyticalmChemistryVJ2017VJijVJbajdcWbajea 7.8 16

22 tlusteringJandJfilteringJtandemJmassJspectraJacquiredJinJdataWindependentJmodeXJJournalmofmthem
AmericanmSocietymformMassmSpectrometryVJ2013VJceVJbigcWhb 3.5 14

21 MolecularJscannerJexperimentJwithJhumanJplasmakJimprovingJproteinJidentificationJbyJusingJ
intensityJdistributionsJofJmatchingJpeptideJmassesXJProteomicsVJ2002VJcVJbebdWcf 4.8 14

20 MinimalJznformationJrboutJanJzmmunoWPeptidomicsJvxperimentJRMzrzPvSXJProteomicsVJ2018VJbiVJebiaabba4.8 14

19 tomparativeJProteomicJProfilingJofJvhrlichiaJruminantiumJPathogenicJStrainJandJztsJyighWPassagedJ
rttenuatedJStrainJRevealsJVirulenceJandJrttenuationWrssociatedJProteinsXJPLoSmONEVJ2015VJbaVJeabefdci3.7 13

18 SensitiveJzmmunopeptidomicsJbyJLeveragingJrvailableJLargeWScaleJMultiWyLrJSpectralJLibrariesVJ
uataWzndependentJrcquisitionVJandJMSYMSJPredictionXJMolecularmandmCellularmProteomicsVJ2021VJcaVJbaaaia7.6 10

17 LargeWScaleJReanalysisJofJPubliclyJrvailableJyeLaJtellJProteomicsJuataJinJtheJtontextJofJtheJyumanJ
ProteomeJProjectXJJournalmofmProteomemResearchVJ2018VJbhVJebgaWebha 5.6 10

16 themicalJxeneticsJofJrxtWkinasesJRevealsJSharedJTargetsJofJYpkbVJProteinJKinaseJrJandJSchjXJ
MolecularmandmCellularmProteomicsVJ2020VJbjVJgffWghb 7.6 7

15 rutomaticJrnnotationJandJuereplicationJofJTandemJMassJSpectraJofJPeptidicJNaturalJProductsXJ
AnalyticalmChemistryVJ2020VJjcVJbfigcWbfihb 7.8 7

14
OptimizationJbyJinfusionJofJmultipleJreactionJmonitoringJtransitionsJforJsensitiveJquantificationJofJ
peptidesJbyJliquidJchromatographyYmassJspectrometryXJRapidmCommunicationsminmMassm
SpectrometryVJ2017VJdbVJhfdWhgb

2.2 6

13 WntWcontrolledJsphingolipidsJmodulateJrnthraxJToxinJReceptorJpalmitoylationJtoJregulateJ
orientedJmitosisJinJzebrafishXJNaturemCommunicationsVJ2020VJbbVJddbh 17.4 4

12 siogenesisJofJyLrJLigandJPresentationJinJzmmuneJtellsJUponJrctivationJRevealsJthangesJinJ
PeptideJLengthJPreferenceXJFrontiersminmImmunologyVJ2020VJbbVJbjib 8.4 4

11 uetectionJofJbusulfanJadductsJonJproteinsXJRapidmCommunicationsminmMassmSpectrometryVJ2016VJdaVJcfbhWcfci2.2 3

10 LtYMSJdataJprocessingJforJlabelWfreeJquantitativeJanalysisXJMethodsminmMolecularmBiologyVJ2011VJgjgVJdgjWhh1.4 1

9 vstimatingJtheJtontributionJofJProteasomalJSplicedJPeptidesJtoJtheJyLrWzJLigandome 1

8 zntegratedJProteogenomicJueepJSequencingJandJrnalyticsJrccuratelyJzdentifyJNonWtanonicalJ
PeptidesJinJTumorJzmmunopeptidomes 1

7 ProteomicsJandJMassJSpectrometryJ2001VJjdWbef 0
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6 uetectionJofJUnknownJthemicalJrdductJModificationsJonJProteinskJwromJWetJtoJuryJLaboratoryXJ
MethodsminmMolecularmBiologyVJ2019VJbjhhVJjjWbbd 1.4

5 sioinformaticsJToolsJforJuetectingJPostWTranslationalJModificationsJinJMassJSpectrometryJuataJ
2011VJegdWehf

4 ProteomicsJandJMassJSpectrometryJ2005VJccfWcib

3 SignalJTraitmentJandJVirtualJzmagesJProductionJRbYcSJ2005VJbfbWbgi

2 SignalJTraitmentJandJVirtualJzmagesJProductionJRcYcSJ2005VJbgjWbii

1 ScoringJwunctionsJforJMassJSpectrometricJProteinJzdentificationJ2003VJehhWeif
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