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protonsbMInternationaloJournaloofoMassoSpectrometryoandoIonoProcessesYM1995YMehmYMeneafdf 18

4 MethionineMspecificMsequenceMionsMformedMbyMtheMdissociationMofMprotonatedMpeptidesMatMhighM
collisionMenergiesbMJournaloofoMassoSpectrometryYM1995YMgdYMfiagf 2.2 9

3 TheMeffectMofMchargeMstateMandMtheMlocalizationMofMchargeMonMtheMcollisionainducedMdissociationMofM
peptideMionsbMJournaloofotheoAmericanoSocietyoforoMassoSpectrometryYM1994YMiYMnkkali 3.5 49

2 vminoMacidMsequenceMprerequisitesMforMtheMformationMofMcnMionsbMJournaloofotheoAmericanoSocietyoforo
MassoSpectrometryYM1993YMhYMmlhage 3.5 27

1 zvolutionMofMSvRSMxoVafMxoronavirusMSurfaceMProteinMInvestigatedMwithMMassMSpectrometryMwasedM
PhylogeneticsbMAnalyticaloLettersYeaeg 2.2 3

Kevin M Downard

6


