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i Paper IF Citations

187 RethinkingLtheLÃtInhsLtertiaryLandLquaternaryLstructureLflexibilitylLaLmolecularLdynamicsLview]]L
JournaleofeMoleculareModelingXL2022XLdjXLcfb 2 0

186 SynthesisLandLsntimycobacterialLsctivityLofLe[Phenyl[cz[indoles]LMoleculesXL2021XLdhXLgcfj 4.8

185 wffectsLofLtafenoquineLagainstLactiveXLdormantLandLresistantLÃycobacteriumLtuberculosis]L
TuberculosisXL2021XLcdjXLcbdbjk 2.6 1

184 TherapeuticLeffectLofLuridineLphosphorylaseLcLTUPPcULinhibitorLonLliverLfibrosisLinLvitroLandLinLvivo]L
EuropeaneJournaleofePharmacologyXL2021XLjkbXLciehib 5.3 2

183
snti[tubercularLprofileLofLnewLselenium[menadioneLconjugatesLagainstLÃycobacteriumL
tuberculosisLzeiRvLTsTuuLdidkfULstrainLandLmultidrug[resistantLclinicalLisolates]LEuropeaneJournale
ofeMedicinaleChemistryXL2021XLdbkXLccdjgk

6.8 5

182 j[Ãercaptoguanine[basedLinhibitorsLofLdihydroneopterinLaldolaselLsynthesisXLinhibitionLandL
dockingLstudies]LJournaleofeEnzymeeInhibitioneandeMedicinaleChemistryXL2021XLehXLjfi[jgg 5.6

181 Ultrasound[sssistedLSynthesisLofLf[slkoxy[d[methylquinolineslLsnLwfficientLÃethodLtowardL
sntitubercularLvrugLuandidates]LMoleculesXL2021XLdhXL 4.8 3

180 TargetingLthymidineLphosphorylaseLinhibitionLinLhumanLcolorectalLcancerLxenografts]LBiomedicinee
andePharmacotherapyXL2021XLcekXLccchid 7.5 1

179 wPSPLSynthase[vepletedLuellsLsreLsromaticLsminoLscidLsuxotrophsLinLÃycobacteriumLsmegmatis]]L
MicrobiologyeSpectrumXL2021XLkXLebbbbkdc 8.9 0

178 uPtÃxhgXLaLsyntheticLhumanLuridineLphosphorylase[cLinhibitorXLreducesLzepydLcellLproliferationL
throughLcellLcycleLarrestLandLsenescence]LInvestigationaleNeweDrugsXL2020XLejXLchge[chhe 4.3 1

177 ShikimateLPathwayLwnzymesLasLTargetsLforLtheLRationalLvesignLofLsnti[TuberculosisLvrugs]L
MoleculesXL2020XLdgXL 4.8 20

176 vesignXLsynthesisXLandLevaluationLofLnewLd[Tquinoline[f[yloxyUacetamide[basedLantituberculosisL
agents]LEuropeaneJournaleofeMedicinaleChemistryXL2020XLckdXLccdcik 6.8 13

175 Âight[inducedLdisruptionLofLanLacylLhydrazoneLlinkLasLaLnovelLstrategyLforLdrugLreleaseLandL
activationlLisoniazidLasLaLproof[of[conceptLcase]LInorganiceChemistryeFrontiersXL2020XLiXLjgk[jib 6.8 8

174 βonclinicalLevaluationLofLIQy[hbiXLanLanti[tuberculosisLcandidateLwithLpotentialLuseLinLcombinationL
drugLtherapy]LRegulatoryeToxicologyeandePharmacologyXL2020XLcccXLcbfgge 3.4 4

173 zandlingLtheLzurdlesLonLtheLWayLtoLsnti[tuberculosisLvrugLvevelopment]LFrontierseineChemistryXL
2020XLjXLgjhdkf 5 9

172 ResistanceLReversedLinLKatyLÃutantsLofLÃycobacteriumLtuberculosis]LTrendseineMicrobiologyXL2019XL
diXLhgg[hgh 12.4 2

171 SynthesisLandLphotophysicalXLthermalLandLantimycobacterialLpropertiesLofLnovelL
h[amino[d[alkylTarylaheteroarylU[f[TtrifluoromethylULquinolines]LNeweJournaleofeChemistryXL2019XLfeXLcdeig[cdejf3.6 8
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170 vesignLofLβovelLInhibitorsLofLzumanLThymidineLPhosphorylaselLSynthesisXLwnzymeLInhibitionXLinL
VitroLToxicityXLandLImpactLonLzumanLylioblastomaLuancer]LJournaleofeMedicinaleChemistryXL2019XLhdXLcdec[cdfg8.3 7

169 sssessingLtheLroleLofLdeovLgeneLinLÃycobacteriumLtuberculosisLinLvitroLgrowthLandLmacrophageL
infection]LMicrobialePathogenesisXL2018XLcckXLhb[hf 3.8 1

168 wffectLofLtheLbradykininLcLreceptorLantagonistLSSRdfbhcdLafterLoralLadministrationLinL
ÃycobacteriumLtuberculosis[infectedLmice]LTuberculosisXL2018XLcbkXLc[i 2.6 2

167 PreclinicalLpharmacokineticLprofilingLofLIQy[hbiXLaLpotentialLoralLmetallodrugLtoLtreatLtuberculosis]L
EuropeaneJournaleofePharmaceuticaleSciencesXL2018XLcccXLeke[ekj 5.1 4

166
sctivityLofLd[Tquinolin[f[yloxyUacetamidesLinLÃycobacteriumLtuberculosisLclinicalLisolatesLandL
identificationLofLtheirLmolecularLtargetLbyLwhole[genomeLsequencing]LInternationaleJournaleofe
AntimicrobialeAgentsXL2018XLgcXLeij[ejf

14.3 13

165 IsLIQy[hbiLaLPotentialLÃetallodrugLorLÃetallopro[vrugLWithLaLvefinedLÃolecularLTargetLinLq]L
FrontierseineMicrobiologyXL2018XLkXLjjb 5.7 9

164 Pre[clinicalLevaluationLofLquinoxaline[derivedLchalconesLinLtuberculosis]LPLoSeONEXL2018XLceXLebdbdghj 3.7 10

163 RevisitingLsctivationLofLandLÃechanismLofLResistanceLtoLuompoundLIQy[hbiLinLÃycobacteriumL
tuberculosis]LAntimicrobialeAgentseandeChemotherapyXL2018XLhdXL 5.9 8

162
SynthesisLandLmechanisticLinvestigationLofLironTIIULcomplexesLofLisoniazidLandLderivativesLasLaL
redox[mediatedLactivationLstrategyLforLanti[tuberculosisLtherapy]LJournaleofeInorganiceBiochemistryXL
2018XLcikXLic[jc

4.2 13

161 cz[tenzo[d]imidazolesLandLeXf[dihydroquinazolin[f[oneslLvesignXLsynthesisLandLantitubercularL
activity]LEuropeaneJournaleofeMedicinaleChemistryXL2018XLcggXLcge[chf 6.8 15

160 PreclinicalLsafetyLevaluationLofLIQy[hbiLinLratslLscuteLandLrepeatedLdoseLtoxicityLstudies]L
RegulatoryeToxicologyeandePharmacologyXL2017XLjhXLcc[ci 3.4 11

159 xunctionalXLthermodynamicsXLstructuralLandLbiologicalLstudiesLofLinLsilico[identifiedLinhibitorsLofL
ÃycobacteriumLtuberculosisLenoyl[suPTuosULreductaseLenzyme]LScientificeReportsXL2017XLiXLfhhkh 4.9 4

158 ThermodynamicsXLfunctionalLandLstructuralLcharacterizationLofLinosineâ��uridineLnucleosideL
hydrolaseLfromLÂeishmaniaLbraziliensis]LRSCeAdvancesXL2017XLiXLfjjhc[fjjig 3.7 1

157 uharacterisationLofLiunzLgeneLknockoutLstrainLfromLÃycobacteriumLtuberculosis]LMemoriaseDoe
InstitutoeOswaldoeCruzXL2017XLccdXLdbe[dbj 2.6 5

156 ToxicologicalLprofileLofLIQy[hbiLafterLsingleLandLrepeatedLoralLadministrationLinLminipigslLsnL
essentialLstepLtowardsLphaseLILclinicalLtrial]LRegulatoryeToxicologyeandePharmacologyXL2017XLkbXLij[jh 3.4 9

155 ObservedLcrowdingLeffectsLonLÃycobacteriumLtuberculosisLd[trans[enoyl[suPLTuosULreductaseL
enzymeLactivityLareLnotLdueLtoLexcludedLvolumeLonly]LScientificeReportsXL2017XLiXLhjdh 4.9 8

154 tiochemicalXLthermodynamicLandLstructuralLstudiesLofLrecombinantLhomotetramericL
adenylosuccinateLlyaseLfromLÂeishmaniaLbraziliensis]LRSCeAdvancesXL2017XLiXLgfefi[gfehb 3.7 3

153 βewLinsightsLintoLtheLSsRLandLdrugLcombinationLsynergyLofLd[Tquinolin[f[yloxyUacetamidesLagainstL
ÃycobacteriumLtuberculosis]LEuropeaneJournaleofeMedicinaleChemistryXL2017XLcdhXLfkc[gbc 6.8 28

(2017-2019)
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152 uonstructionLofLÃycobacteriumLtuberculosisLcddLknockoutLandLevaluationLofLinvasionLandLgrowthL
inLmacrophages]LMemoriaseDoeInstitutoeOswaldoeCruzXL2017XLccdXLijg[ijk 2.6 1

151 InhibitoryLactivityLofLpentacyanoTisoniazidUferrateTIIUXLIQy[hbiXLagainstLpromastigotesLandL
amastigotesLformsLofLÂeishmaniaLbraziliensis]LPLoSeONEXL2017XLcdXLebckbdkf 3.7 7

150
ÃefloquineLandLitsLoxazolidineLderivativeLcompoundLareLactiveLagainstLdrug[resistantL
ÃycobacteriumLtuberculosisLstrainsLandLinLaLmurineLmodelLofLtuberculosisLinfection]LInternationale
JournaleofeAntimicrobialeAgentsXL2016XLfjXLdbe[i

14.3 19

149 d[TQuinolin[f[yloxyUacetamidesLsreLsctiveLagainstLvrug[SusceptibleLandLvrug[ResistantL
ÃycobacteriumLtuberculosisLStrains]LACSeMedicinaleChemistryeLettersXL2016XLiXLdeg[k 4.3 27

148 ÃycobacteriumLtuberculosisLhistidinolLdehydrogenaselLbiochemicalLcharacterizationLandLinhibitionL
studies]LRSCeAdvancesXL2016XLhXLdjfbh[djfcj 3.7 2

147 ÃodeLofLactionLofLrecombinantLhypoxanthineâ��guanineLphosphoribosyltransferaseLfromL
ÃycobacteriumLtuberculosis]LRSCeAdvancesXL2015XLgXLifhic[ifhje 3.7 4

146 yeneLreplacementLandLquantitativeLmassLspectrometryLapproachesLvalidateLguanosineL
monophosphateLsynthetaseLasLessentialLforLgrowth]LBiochemistryeandeBiophysicseReportsXL2015XLfXLdii[djd2.2 4

145 xunctionalLandLstructuralLevidenceLforLtheLcatalyticLroleLplayedLbyLglutamate[fiLresidueLinLtheL
modeLofLactionLofLÃycobacteriumLtuberculosisLcytidineLdeaminase]LRSCeAdvancesXL2015XLgXLjeb[jfb 3.7 2

144 PiperazineLderivativeslLsynthesisXLinhibitionLofLtheLÃycobacteriumLtuberculosisLenoyl[acylLcarrierL
proteinLreductaseLandLSsRLstudies]LEuropeaneJournaleofeMedicinaleChemistryXL2015XLkbXLfeh[fi 6.8 13

143 sLgreenerLapproachLtowardLgadolinium[basedLcontrastLagents]LRSCeAdvancesXL2014XLfXLkjjb[kjjf 3.7 3

142 TheLkineticLmechanismLofLzumanLThymidineLPhosphorylaseL[LaLmolecularLtargetLforLcancerLdrugL
development]LMoleculareBioSystemsXL2014XLcbXLgkd[hbf 9

141 [xeTuβUgTisoniazidU]Te[UlLanLironLisoniazidLcomplexLwithLredoxLbehaviorLimplicatedLinLtuberculosisL
therapy]LJournaleofeInorganiceBiochemistryXL2014XLcfbXLdeh[ff 4.2 26

140 tiochemicalLcharacterizationLofLÃycobacteriumLtuberculosisLIÃPLdehydrogenaselLkineticL
mechanismXLmetalLactivationLandLevidenceLofLaLcooperativeLsystem]LRSCeAdvancesXL2014XLfXLdhdic[dhdji3.7 1

139 ProtectiveLeffectsLofLresveratrolLonLhepatotoxicityLinducedLbyLisoniazidLandLrifampicinLviaLSIRTcL
modulation]LJournaleofeNaturaleProductsXL2014XLiiXLdckb[g 4.9 31

138 ProductionLofLrecombinantLhumanLannexinLVLbyLfed[batchLcultivation]LBMCeBiotechnologyXL2014XLcfXLee 3.5 6

137 zumanLuridineLphosphorylase[cLinhibitorslLaLnewLapproachLtoLameliorateLg[fluorouracil[inducedL
intestinalLmucositis]LInvestigationaleNeweDrugsXL2014XLedXLcebc[i 4.3 9

136
IQy[hbiLabrogatesLtheLsynthesisLofLmycolicLacidsLandLdisplaysLintracellularLactivityLagainstL
ÃycobacteriumLtuberculosisLinLinfectedLmacrophages]LInternationaleJournaleofeAntimicrobialeAgentsXL
2014XLfeXLjd[g

14.3 21

135 RealLtimeLPuRLquantificationLofLviableLÃycobacteriumLtuberculosisLfromLsputumLsamplesLtreatedL
withLpropidiumLmonoazide]LTuberculosisXL2014XLkfXLfdc[i 2.6 11

Luiz A Basso

4



134 uloningLandLcharacterizationLofLbifunctionalLenzymeLfarnesylLdiphosphateageranylgeranylL
diphosphateLsynthaseLfromLPlasmodiumLfalciparum]LMalariaeJournalXL2013XLcdXLcjf 3.6 22

133 tiochemicalLcharacterizationLofLrecombinantLnucleosideLhydrolaseLfromLÃycobacteriumL
tuberculosisLzeiRv]LArchiveseofeBiochemistryeandeBiophysicsXL2013XLgejXLjb[kf 4.1 6

132 viscoveryLofLnewLinhibitorsLofLÃycobacteriumLtuberculosisLInhsLenzymeLusingLvirtualLscreeningLandL
aLev[pharmacophore[basedLapproach]LJournaleofeChemicaleInformationeandeModelingXL2013XLgeXLdekb[fbc6.1 58

131 Ultrasound[assistedLimprovementLofLdrugLsolubilitylLaLsimpleLandLusefulLmethodLforLtheLformationL
ofLsaltsLfromLf[hydroxy[h[methyl[e[nitropyridin[dTczU[one]LMonatshefteeFˆ…reChemieXL2013XLcffXLcchg[ccib1.4

130 TargetingLtheLhistidineLpathwayLinLÃycobacteriumLtuberculosis]LCurrenteTopicseineMedicinale
ChemistryXL2013XLceXLdjhh[jf 3 21

129
vesignLofLnovelLpotentLinhibitorsLofLhumanLuridineLphosphorylase[clLsynthesisXLinhibitionLstudiesXL
thermodynamicsXLandLinLvitroLinfluenceLonLg[fluorouracilLcytotoxicity]LJournaleofeMedicinaleChemistry
XL2013XLghXLjjkd[kbd

8.3 14

128 KineticLmechanismLandLenergeticsLofLbindingLofLphosphorylLgroupLacceptorsLtoLÃycobacteriumL
tuberculosisLcytidineLmonophosphateLkinase]LArchiveseofeBiochemistryeandeBiophysicsXL2013XLgehXLge[he 4.1 1

127 TheLtransitionLstateLanalogLinhibitorLofLPurineLβucleosideLPhosphorylaseLTPβPULImmucillin[zLarrestsL
boneLlossLinLratLperiodontalLdiseaseLmodels]LBoneXL2013XLgdXLchi[ig 4.7 3

126 RecombinantLwrwiniaLcarotovoraLl[asparaginaseLIILproductionLinLwscherichiaLcoliLfed[batchLcultures]L
BrazilianeJournaleofeChemicaleEngineeringXL2013XLebXLdfg[dgh 1.7 14

125 TheLmodeLofLactionLofLrecombinantLÃycobacteriumLtuberculosisLshikimateLkinaselLkineticsLandL
thermodynamicsLanalyses]LPLoSeONEXL2013XLjXLehckcj 3.7 13

124 tiochemicalLcharacterizationLofLuracilLphosphoribosyltransferaseLfromLÃycobacteriumL
tuberculosis]LPLoSeONEXL2013XLjXLeghffg 3.7 14

123 IsoniazidLmetalLcomplexLreactivityLandLinsightsLforLaLnovelLanti[tuberculosisLdrugLdesign]LJournaleofe
BiologicaleInorganiceChemistryXL2012XLciXLdig[je 3.7 32

122 uombiningLmolecularLdynamicsLandLdockingLsimulationsLofLtheLcytidineLdeaminaseLfromL
ÃycobacteriumLtuberculosisLzeiRv]LJournaleofeMoleculareModelingXL2012XLcjXLfhi[ik 2 7

121 Pyrimidin[dTczU[onesLbasedLinhibitorsLofLÃycobacteriumLtuberculosisLorotateL
phosphoribosyltransferase]LEuropeaneJournaleofeMedicinaleChemistryXL2012XLgfXLcce[dd 6.8 16

120 sctivityLofLIQy[hbiXLaLnewLorallyLactiveLcompoundXLinLaLmurineLmodelLofLÃycobacteriumL
tuberculosisLinfection]LInternationaleJournaleofeAntimicrobialeAgentsXL2012XLfbXLcjd[g 14.3 27

119
tiochemicalLcharacterizationLofLrecombinantLguas[encodedLguanosineLmonophosphateLsynthetaseL
TwuLh]e]g]dULfromLÃycobacteriumLtuberculosisLzeiRvLstrain]LArchiveseofeBiochemistryeandeBiophysicsXL
2012XLgciXLc[cc

4.1 10

118 urystalLstructureLandLmolecularLdynamicsLstudiesLofLpurineLnucleosideLphosphorylaseLfromL
ÃycobacteriumLtuberculosisLassociatedLwithLacyclovir]LBiochimieXL2012XLkfXLcgg[hg 4.6 15

117 RoleLofLSerinecfbLinLtheLmodeLofLactionLofLÃycobacteriumLtuberculosisL˛†[ketoacyl[suPLReductaseL
TÃabsU]LBMCeResearcheNotesXL2012XLgXLgdh 2.3 7

(2012-2013)
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116 Wild[typeLphosphoribosylpyrophosphateLsynthaseLTPRSULfromLÃycobacteriumLtuberculosislLaL
bacterialLclassLIILPRSq]LPLoSeONEXL2012XLiXLeekdfg 3.7 11

115 ÃolecularXLkineticLandLthermodynamicLcharacterizationLofLÃycobacteriumLtuberculosisLorotateL
phosphoribosyltransferase]LMoleculareBioSystemsXL2012XLjXLgid[jh 16

114 uapillaryLbioreactorsLbasedLonLhumanLpurineLnucleosideLphosphorylaselLaLnewLapproachLforLligandsL
identificationLandLcharacterization]LJournaleofeChromatographyeAXL2012XLcdedXLccb[g 4.5 20

113 UÃPLkinaseLfromLÃycobacteriumLtuberculosislLÃodeLofLactionLandLallostericLinteractionsXLandLtheirL
likelyLroleLinLpyrimidineLmetabolismLregulation]LArchiveseofeBiochemistryeandeBiophysicsXL2011XLgbgXLdbd[cd4.1 11

112 urystalLstructureLdeterminationLandLdynamicLstudiesLofLÃycobacteriumLtuberculosisLuytidineL
deaminaseLinLcomplexLwithLproducts]LArchiveseofeBiochemistryeandeBiophysicsXL2011XLgbkXLcbj[cg 4.1 6

111
ÃolecularXLkineticXLthermodynamicXLandLstructuralLanalysesLofLÃycobacteriumLtuberculosisL
hisv[encodedLmetal[dependentLdimericLhistidinolLdehydrogenaseLTwuLc]c]c]deU]LArchiveseofe
BiochemistryeandeBiophysicsXL2011XLgcdXLcfe[ge

4.1 9

110 PyrimidineLsalvageLpathwayLinLÃycobacteriumLtuberculosis]LCurrenteMedicinaleChemistryXL2011XLcjXLcdjh[kj4.3 42

109 RecombinantLwscherichiaLcoliLyÃPLreductaselLkineticXLcatalyticLandLchemicalLmechanismsXLandL
thermodynamicsLofLenzyme[ligandLbinaryLcomplexLformation]LMoleculareBioSystemsXL2011XLiXLcdjk[ebg 16

108 snalysisLofLselectLmembersLofLtheLwdhLTwTSULtranscriptionLfactorsLfamilyLinLcolorectalLcancer]L
VirchowseArchiveFurePathologischeeAnatomieeUndePhysiologieeUndeFureKlinischeeMedizinXL2011XLfgjXLfdc[eb 5.1 15

107 ÃolecularLcloningLandLtransgenicLexpressionLofLaLsyntheticLhumanLerythropoietinLgeneLinLtobacco]L
AppliedeBiochemistryeandeBiotechnologyXL2011XLchgXLhgd[hg 3.2 4

106
KineticLmechanismLdeterminationLandLanalysisLofLmetalLrequirementLofLdehydroquinateLsynthaseL
fromLÃycobacteriumLtuberculosisLzeiRvlLanLessentialLstepLinLtheLfunction[basedLrationalLdesignLofL
anti[TtLdrugs]LMoleculareBioSystemsXL2011XLiXLcck[dj

10

105
zydrogenadeuteriumLexchangeLmassLspectrometryLforLcharacterizingL
phosphoenolpyruvate[inducedLstructuralLtransitionsLinLÃycobacteriumLtuberculosisL
g[enolpyruvylshikimate[e[phosphateLsynthaseLTwuLd]g]c]cU]LInternationaleJournaleofeMasse
SpectrometryXL2011XLebdXLcd[cj

1.9 2

104 ShikimateLkinaseLTwuLd]i]c]icULfromLÃycobacteriumLtuberculosislLkineticsLandLstructuralLdynamicsL
ofLaLpotentialLmolecularLtargetLforLdrugLdevelopment]LCurrenteMedicinaleChemistryXL2011XLcjXLcdkk[ecb 4.3 4

103 wnzymeLÃechanismLandLSlow[OnsetLInhibitionLofLPlasmodiumLfalciparumLwnoyl[scylLuarrierLProteinL
ReductaseLbyLanLInorganicLuomplex]LEnzymeeResearchXL2011XLdbccXLhfdigj 2.4 2

102 PurineLSalvageLPathwayLinLÃycobacteriumLtuberculosis]LCurrenteMedicinaleChemistryXL2011XLcjXLcdgj[ig 4.3 44

101 PurineLnucleosideLphosphorylaseLactivityLandLexpressionLareLupregulatedLinLsitesLaffectedLbyL
periodontalLdisease]LJournaleofePeriodontaleResearchXL2010XLfgXLhhf[ic 4.3 7

100
snLinorganicLcomplexLthatLinhibitsLÃycobacteriumLtuberculosisLenoylLreductaseLasLaLprototypeLofLaL
newLclassLofLchemotherapeuticLagentsLtoLtreatLtuberculosis]LJournaleofetheeBrazilianeChemicale
SocietyXL2010XLdcXLcejf[cejk

1.5 21

99 OnLtheLselectiveLdetectionLofLduplexLdeoxyribonucleicLacidsLbyLdXcXe[benzothiadiazoleL
fluorophores]LMoleculareBioSystemsXL2010XLhXLkhi[ig 23
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98 urystalLstructureLandLmolecularLdynamicsLstudiesLofLhumanLpurineLnucleosideLphosphorylaseL
complexedLwithLi[deazaguanine]LJournaleofeStructuraleBiologyXL2010XLchkXLeik[jj 3.4 5

97 StructuralLandLfunctionalLanalysesLofLÃycobacteriumLtuberculosisLRveecgc[encodedL
metal[dependentLhomotetramericLcytidineLdeaminase]LJournaleofeStructuraleBiologyXL2010XLchkXLfce[de 3.4 14

96 TheLkineticLmechanismLofLhumanLuridineLphosphorylaseLclLTowardsLtheLdevelopmentLofLenzymeL
inhibitorsLforLcancerLchemotherapy]LArchiveseofeBiochemistryeandeBiophysicsXL2010XLfkiXLeg[fd 4.1 16

95 urystallographicLandLdockingLstudiesLofLpurineLnucleosideLphosphorylaseLfromLÃycobacteriumL
tuberculosis]LBioorganiceandeMedicinaleChemistryXL2010XLcjXLfihk[if 3.4 24

94
uomparisonLbetweenLTwoLwrwiniaLcarotovoraLÂ[ssparaginaseLIILuonstructionslLcloningXL
zeterologousLwxpressionXLPurificationXLandLKineticLuharacterization]LJournaleofeMicrobialeme
BiochemicaleTechnologyXL2010XLbdXLbce[bck

8

93 zumanLInterferonLˆ�qˆ�qcsercilLuodingLvβsLSynthesisXLwxpressionXLPurificationLandLuharacterizationL
ofLtioactiveLRecombinantLProtein]LJournaleofeMicrobialemeBiochemicaleTechnologyXL2010XLbdXL 2

92 TheLRvcicdLÂocusLfromLÃycobacteriumLtuberculosisLzeiRvLcodesLforLaLfunctionalLuÃPLkinaseLthatL
preferentiallyLphosphorylatesLduÃP]LJournaleofeBacteriologyXL2009XLckcXLdjjf[i 3.5 12

91 TheLconservedLÂysinehkLresidueLplaysLaLcatalyticLroleLinLÃycobacteriumLtuberculosisLshikimateL
dehydrogenase]LBMCeResearcheNotesXL2009XLdXLddi 2.3 7

90 ÃolecularLmodelingLandLdynamicsLstudiesLofLpurineLnucleosideLphosphorylaseLfromLtacteroidesL
fragilis]LJournaleofeMoleculareModelingXL2009XLcgXLkce[dd 2 4

89 ÃolecularLmodelingXLdynamicsLandLdockingLstudiesLofLpurineLnucleosideLphosphorylaseLfromL
StreptococcusLpyogenes]LBiophysicaleChemistryXL2009XLcfdXLi[ch 3.5 9

88 zypoxanthine[guanineLphosphoribosyltransferaseLfromLÃycobacteriumLtuberculosisLzeiRvlL
cloningXLexpressionXLandLbiochemicalLcharacterization]LProteineExpressioneandePurificationXL2009XLhhXLcjg[kb2 16

87
ÃolecularLcloningXLexpressionLinLwscherichiaLcoliLandLproductionLofLbioactiveLhomogeneousL
recombinantLhumanLgranulocyteLandLmacrophageLcolonyLstimulatingLfactor]LInternationaleJournale
ofeBiologicaleMacromoleculesXL2009XLfgXLki[cbd

7.9 29

86
zomogeneousLrecombinantLÃycobacteriumLtuberculosisLshikimateLdehydrogenaseLproductionlLanL
essentialLstepLtowardsLtarget[basedLdrugLdesign]LInternationaleJournaleofeBiologicaleMacromolecules
XL2009XLfgXLdbb[g

7.9 2

85 Steady[stateLkineticsLofLindole[e[glycerolLphosphateLsynthaseLfromLÃycobacteriumLtuberculosis]L
ArchiveseofeBiochemistryeandeBiophysicsXL2009XLfjhXLck[dh 4.1 17

84 SubstrateLspecificityLandLkineticLmechanismLofLpurineLnucleosideLphosphorylaseLfromL
ÃycobacteriumLtuberculosis]LArchiveseofeBiochemistryeandeBiophysicsXL2009XLfjhXLcgg[hf 4.1 22

83 StructuralLstudiesLofLPβPLfromLToxoplasmaLgondii]LInternationaleJournaleofeBioinformaticseResearche
andeApplicationsXL2009XLgXLcgf[hd 0.9

82 IdentificationLofLRvejgdLasLaLnucleoid[associatedLproteinLinLÃycobacteriumLtuberculosis]L
MicrobiologyeoUnitedeKingdompXL2009XLcggXLdhgd[dhhe 2.9 14

81
ÃycobacteriumLtuberculosisLbeta[ketoacyl[suPLreductaselLalpha[secondaryLkineticLisotopeLeffectsL
andLkineticLandLequilibriumLmechanismsLofLsubstrateLbinding]LArchiveseofeBiochemistryeande
BiophysicsXL2008XLficXLc[cb

4.1 13

(2008-2010)
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80 StructuralLstudiesLofLhumanLpurineLnucleosideLphosphorylaselLtowardsLaLnewLspecificLempiricalL
scoringLfunction]LArchiveseofeBiochemistryeandeBiophysicsXL2008XLfikXLdj[ej 4.1 30

79 zumanLgranulocyteLcolonyLstimulatingLfactorLThy[uSxUlLcloningXLoverexpressionXLpurificationLandL
characterization]LMicrobialeCelleFactoriesXL2008XLiXLce 6.4 44

78
vynamicsLofLglyphosate[inducedLconformationalLchangesLofLÃycobacteriumLtuberculosisL
g[enolpyruvylshikimate[e[phosphateLsynthaseLTwuLd]g]c]ckULdeterminedLbyLhydrogen[deuteriumL
exchangeLandLelectrosprayLmassLspectrometry]LBiochemistryXL2008XLfiXLigbk[dd

3.2 27

77 VirtualLScreeningLofLvrugslLScoreLxunctionsXLvockingXLandLvrugLvesign]LCurrenteComputeruAidede
DrugeDesignXL2008XLfXLdhg[did 1.4 27

76
TheLtwoLchorismateLmutasesLfromLbothLÃycobacteriumLtuberculosisLandLÃycobacteriumL
smegmatislLbiochemicalLanalysisLandLlimitedLregulationLofLpromoterLactivityLbyLaromaticLaminoL
acids]LJournaleofeBacteriologyXL2008XLckbXLcdd[ef

3.5 18

75
TheLÃodeLofLInhibitionLofLÃycobacteriumLtuberculosisLWild[TypeLandLIsoniazid[ResistantL
d[Trans[wnoyl[suPTuosULReductaseLwnzymesLbyLsnLInorganicLuomplex]LAntiuInfectiveeAgentseine
MedicinaleChemistryXL2008XLiXLgb[hd

14

74 StructuralLbioinformaticsLstudyLofLPβPLfromLÂisteriaLmonocytogenes]LProteineandePeptideeLettersXL
2008XLcgXLjfe[k 1.9 5

73 ÃolecularLmodelingLandLdynamicsLstudiesLofLcytidylateLkinaseLfromLÃycobacteriumLtuberculosisL
zeiRv]LJournaleofeMoleculareModelingXL2008XLcfXLfdi[ef 2 15

72 TheLÃycobacteriumLtuberculosisLRvdgfbcLvβsLsequenceLencodesLaLbifunctionalLchorismateL
synthase]LBMCeBiochemistryXL2008XLkXLce 4.8 14

71 StructuralLstudiesLofLshikimateLg[dehydrogenaseLfromLÃycobacteriumLtuberculosis]LProteins:e
StructureteFunctioneandeBioinformaticsXL2008XLidXLidb[eb 4.2 18

70
StructuralLstudiesLofLprephenateLdehydrataseLfromLÃycobacteriumLtuberculosisLzeiRvLbyLSsXSXL
ultracentrifugationXLandLcomputationalLanalysis]LProteins:eStructureteFunctioneandeBioinformaticsXL
2008XLidXLcegd[hd

4.2 6

69 ÃolecularLmodelingLandLdynamicsLsimulationsLofLPβPLfromLStreptococcusLagalactiae]LBioorganice
andeMedicinaleChemistryXL2008XLchXLfkjf[ke 3.4 32

68 TheLcatalyticLmechanismLofLindole[e[glycerolLphosphateLsynthaseLTIyPSULinvestigatedLbyL
electrosprayLionizationLTtandemULmassLspectrometry]LTetrahedroneLettersXL2008XLfkXLgkcf[gkci 2 6

67 βewLsensitiveLfluorophoresLforLselectiveLvβsLdetection]LOrganiceLettersXL2007XLkXLfbbc[f 6.2 59

66 sLstructuralLmodelLforLchorismateLsynthaseLfromLÃycobacteriumLtuberculosisLinLcomplexLwithL
coenzymeLandLsubstrate]LComputerseineBiologyeandeMedicineXL2007XLeiXLcfk[gj 7 8

65
wffectsLofLtheLmagnesiumLandLchlorideLionsLandLshikimateLonLtheLstructureLofLshikimateLkinaseL
fromLÃycobacteriumLtuberculosis]LActaeCrystallographicaeSectioneF:eStructuraleBiologye
CommunicationsXL2007XLheXLc[h

27

64 uhorismateLsynthaselLanLattractiveLtargetLforLdrugLdevelopmentLagainstLorphanLdiseases]LCurrente
DrugeTargetsXL2007XLjXLfei[ff 3 44

63 wnoylLreductasesLasLtargetsLforLtheLdevelopmentLofLanti[tubercularLandLanti[malarialLagents]L
CurrenteDrugeTargetsXL2007XLjXLekk[fcc 3 21
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62 ÃycobacterialLshikimateLpathwayLenzymesLasLtargetsLforLdrugLdesign]LCurrenteDrugeTargetsXL2007XL
jXLfde[eg 3 62

61
xunctionalLcharacterizationLbyLgeneticLcomplementationLofLarot[encodedLdehydroquinateL
synthaseLfromLÃycobacteriumLtuberculosisLzeiRvLandLitsLheterologousLexpressionLandL
purification]LJournaleofeBacteriologyXL2007XLcjkXLhdfh[gd

3.5 18

60 PurineLnucleosideLphosphorylaselLaLpotentialLtargetLforLtheLdevelopmentLofLdrugsLtoLtreatLT[cell[L
andLapicomplexanLparasite[mediatedLdiseases]LCurrenteDrugeTargetsXL2007XLjXLfce[dd 3 15

59 TheLinhibitionLofLg[enolpyruvylshikimate[e[phosphateLsynthaseLasLaLmodelLforLdevelopmentLofL
novelLantimicrobials]LCurrenteDrugeTargetsXL2007XLjXLffg[gi 3 44

58 ShikimateLkinaselLaLpotentialLtargetLforLdevelopmentLofLnovelLantitubercularLagents]LCurrenteDruge
TargetsXL2007XLjXLfgk[hj 3 38

57 KineticLandLchemicalLmechanismsLofLshikimateLdehydrogenaseLfromLÃycobacteriumLtuberculosis]L
ArchiveseofeBiochemistryeandeBiophysicsXL2007XLfgiXLcde[ee 4.1 12

56
urystallographicLstudiesLonLtheLbindingLofLisonicotinyl[βsvLadductLtoLwild[typeLandLisoniazidL
resistantLd[trans[enoyl[suPLTuosULreductaseLfromLÃycobacteriumLtuberculosis]LJournaleofeStructurale
BiologyXL2007XLcgkXLehk[jb

3.4 44

55 Slow[onsetLinhibitionLofLd[trans[enoyl[suPLTuosULreductaseLfromLÃycobacteriumLtuberculosisLbyLanL
inorganicLcomplex]LCurrentePharmaceuticaleDesignXL2006XLcdXLdfbk[df 3.3 30

54 ÃycobacteriumLtuberculosisLbeta[ketoacyl[acylLcarrierLproteinLTsuPULreductaselLkineticLandL
chemicalLmechanisms]LBiochemistryXL2006XLfgXLcebhf[ie 3.2 20

53 PhosphateLclosesLtheLsolutionLstructureLofLtheLg[enolpyruvylshikimate[e[phosphateLsynthaseL
TwPSPSULfromLÃycobacteriumLtuberculosis]LArchiveseofeBiochemistryeandeBiophysicsXL2006XLfgdXLcgh[hf 4.1 19

52
urystallographicLandLpre[steady[stateLkineticsLstudiesLonLbindingLofLβsvzLtoLwild[typeLandL
isoniazid[resistantLenoyl[suPTuosULreductaseLenzymesLfromLÃycobacteriumLtuberculosis]LJournale
ofeMoleculareBiologyXL2006XLegkXLhfh[hh

6.5 55

51 StructureLofLchorismateLsynthaseLfromLÃycobacteriumLtuberculosis]LJournaleofeStructuraleBiologyXL
2006XLcgfXLceb[fe 3.4 36

50 xunctionalLshikimateLdehydrogenaseLfromLÃycobacteriumLtuberculosisLzeiRvlLpurificationLandL
characterization]LProteineExpressioneandePurificationXL2006XLfhXLfdk[ei 2 20

49 TheLresumptionLofLconsumptionL[[LaLreviewLonLtuberculosis]LMemoriaseDoeInstitutoeOswaldoeCruzXL
2006XLcbcXLhki[icf 2.6 100

48
urystallizationLandLpreliminaryLX[rayLdiffractionLanalysisLofLprephenateLdehydrataseLfromL
ÃycobacteriumLtuberculosisLzeiRv]LActaeCrystallographicaeSectioneF:eStructuraleBiologye
CommunicationsXL2006XLhdXLegi[hb

3

47 ÃolecularLmodelsLofLtryptophanLsynthaseLfromLmycobacteriumLtuberculosisLcomplexedLwithL
inhibitors]LCelleBiochemistryeandeBiophysicsXL2006XLffXLeig[jf 3.2 12

46 veterminingLtheLstructuralLbasisLforLspecificityLofLligandsLusingLcrystallographicLscreening]LCelle
BiochemistryeandeBiophysicsXL2006XLffXLfbg[cc 3.2 6

45 urystalLstructureLofLhumanLPβPLcomplexedLwithLhypoxanthineLandLsulfateLion]LBiochemicaleande
BiophysicaleResearcheCommunicationsXL2005XLedhXLeeg[j 3.4 30
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44 βewLcatalyticLmechanismLforLhumanLpurineLnucleosideLphosphorylase]LBiochemicaleandeBiophysicale
ResearcheCommunicationsXL2005XLediXLhfh[k 3.4 41

43 vszPLsynthaseLfromLÃycobacteriumLtuberculosisLzeiRvlLcloningXLexpressionXLandLpurificationLofL
functionalLenzyme]LProteineExpressioneandePurificationXL2005XLfbXLde[eb 2 18

42 KineticsLandLcrystalLstructureLofLhumanLpurineLnucleosideLphosphorylaseLinLcomplexLwithL
i[methyl[h[thio[guanosine]LArchiveseofeBiochemistryeandeBiophysicsXL2005XLffdXLfk[gj 4.1 34

41
ÃolecularLdynamicsLsimulationLstudiesLofLtheLwild[typeXLIdcVXLandLIchTLmutantsLofL
isoniazid[resistantLÃycobacteriumLtuberculosisLenoylLreductaseLTInhsULinLcomplexLwithLβsvzlL
towardLtheLunderstandingLofLβsvz[InhsLdifferentLaffinities]LBiophysicaleJournalXL2005XLjkXLjih[jf

2.9 45

40
TheLuseLofLbiodiversityLasLsourceLofLnewLchemicalLentitiesLagainstLdefinedLmolecularLtargetsLforL
treatmentLofLmalariaXLtuberculosisXLandLT[cellLmediatedLdiseases[[aLreview]LMemoriaseDoeInstitutoe
OswaldoeCruzXL2005XLcbbXLfig[gbh

2.6 58

39
wlectronLtransferLkineticsLandLmechanisticLstudyLofLtheLthionicotinamideLcoordinatedLtoLtheL
pentacyanoferrateTIIIUaTIIULcomplexeslLaLmodelLsystemLforLtheLinLvitroLactivationLofLthioamidesL
anti[tuberculosisLdrugs]LJournaleofeInorganiceBiochemistryXL2005XLkkXLehj[ig

4.2 18

38 ÃolecularLmodelsLofLproteinLtargetsLfromLÃycobacteriumLtuberculosis]LJournaleofeMoleculare
ModelingXL2005XLccXLchb[h 2 20

37 StructureLofLhumanLPβPLcomplexedLwithLligands]LActaeCrystallographicaeSectioneD:eBiologicale
CrystallographyXL2005XLhcXLjgh[hd 24

36 StructureLPredictionLandLvockingLStudiesLofLuhorismateLSynthaseLfromLÃycobacteriumL
Tuberculosis]LLectureeNoteseineComputereScienceXL2005XLccj[cdi 0.9 1

35 PurineLnucleosideLphosphorylaseLactivityLinLratLcerebrospinalLfluid]LNeurochemicaleResearchXL2004XL
dkXLcjec[g 4.6 11

34 urystallizationLandLpreliminaryLX[rayLcrystallographicLanalysisLofLchorismateLsynthaseLfromL
ÃycobacteriumLtuberculosis]LActaeCrystallographicaeSectioneD:eBiologicaleCrystallographyXL2004XLhbXLdbbe[g 8

33 StructureLofLshikimateLkinaseLfromLÃycobacteriumLtuberculosisLrevealsLtheLbindingLofLshikimicLacid]L
ActaeCrystallographicaeSectioneD:eBiologicaleCrystallographyXL2004XLhbXLdecb[k 33

32
snLinorganicLironLcomplexLthatLinhibitsLwild[typeLandLanLisoniazid[resistantLmutantL
d[trans[enoyl[suPLTuosULreductaseLfromLÃycobacteriumLtuberculosis]LChemicaleCommunicationsXL
2004XLecd[e

5.8 51

31 StructuresLofLhumanLpurineLnucleosideLphosphorylaseLcomplexedLwithLinosineLandLddI]LBiochemicale
andeBiophysicaleResearcheCommunicationsXL2004XLeceXLkbi[cf 3.4 47

30 ÃolecularLmodelsLforLshikimateLpathwayLenzymesLofLXylellaLfastidiosa]LBiochemicaleandeBiophysicale
ResearcheCommunicationsXL2004XLedbXLkik[kc 3.4 25

29 StructuralLbioinformaticsLstudyLofLPβPLfromLSchistosomaLmansoni]LBiochemicaleandeBiophysicale
ResearcheCommunicationsXL2004XLeddXLcbb[f 3.4 28

28 urystallographicLstructureLofLPβPLfromLÃycobacteriumLtuberculosisLatLc]ksLresolution]LBiochemicale
andeBiophysicaleResearcheCommunicationsXL2004XLedfXLijk[kf 3.4 23

27 InteractionLofLshikimicLacidLwithLshikimateLkinase]LBiochemicaleandeBiophysicaleResearche
CommunicationsXL2004XLedgXLcb[i 3.4 5
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26
SelectionLofLanLwscherichiaLcoliLhostLthatLexpressesLmutantLformsLofLÃycobacteriumLtuberculosisL
d[transLenoyl[suPTuosULreductaseLandLe[ketoacyl[suPTuosULreductaseLenzymes]LProteineExpressione
andePurificationXL2004XLefXLccj[dg

2 7

25 vockingLandLsmallLangleLX[rayLscatteringLstudiesLofLpurineLnucleosideLphosphorylase]LBiochemicale
andeBiophysicaleResearcheCommunicationsXL2003XLebkXLkde[kdj 3.4 37

24 StructuralLbasisLforLinhibitionLofLhumanLPβPLbyLimmucillin[z]LBiochemicaleandeBiophysicaleResearche
CommunicationsXL2003XLebkXLkci[dd 3.4 41

23 StructuralLbioinformaticsLstudyLofLwPSPLsynthaseLfromLÃycobacteriumLtuberculosis]LBiochemicale
andeBiophysicaleResearcheCommunicationsXL2003XLecdXLhbj[cf 3.4 43

22 urystalLstructureLofLhumanLPβPLcomplexedLwithLguanine]LBiochemicaleandeBiophysicaleResearche
CommunicationsXL2003XLecdXLihi[id 3.4 37

21 urystalLstructureLofLhumanLpurineLnucleosideLphosphorylaseLatLd]esLresolution]LBiochemicaleande
BiophysicaleResearcheCommunicationsXL2003XLebjXLgfg[gd 3.4 52

20 urystalLstructureLofLhumanLpurineLnucleosideLphosphorylaseLcomplexedLwithLacyclovir]LBiochemicale
andeBiophysicaleResearcheCommunicationsXL2003XLebjXLgge[k 3.4 52

19 uloningXLoverexpressionXLandLpurificationLofLfunctionalLhumanLpurineLnucleosideLphosphorylase]L
ProteineExpressioneandePurificationXL2003XLdiXLcgj[hf 2 34

18 One[stepLpurificationLofLg[enolpyruvylshikimate[e[phosphateLsynthaseLenzymeLfromL
ÃycobacteriumLtuberculosis]LProteineExpressioneandePurificationXL2003XLdjXLdji[kd 2 16

17 IonicLstatesLofLsubstratesLandLtransitionLstateLanaloguesLatLtheLcatalyticLsitesLofL
β[ribosyltransferases]LBiochemistryXL2003XLfdXLghkf[ibg 3.2 39

16 Over[the[barrierLtransitionLstateLanaloguesLandLcrystalLstructureLwithLÃycobacteriumLtuberculosisL
purineLnucleosideLphosphorylase]LBiochemistryXL2003XLfdXLhbgi[hh 3.2 54

15 vrugsLthatLinhibitLmycolicLacidLbiosynthesisLinLÃycobacteriumLtuberculosis]LCurrentePharmaceuticale
BiotechnologyXL2002XLeXLcki[ddg 2.6 109

14 ÃolecularLmodelLofLshikimateLkinaseLfromLÃycobacteriumLtuberculosis]LBiochemicaleandeBiophysicale
ResearcheCommunicationsXL2002XLdkgXLcfd[j 3.4 46

13 uloningLandLexpressionLofLfunctionalLshikimateLdehydrogenaseLTwuLc]c]c]dgULfromLÃycobacteriumL
tuberculosisLzeiRv]LProteineExpressioneandePurificationXL2002XLdhXLgk[hf 2 27

12
uloningLandLoverexpressionLinLsolubleLformLofLfunctionalLshikimateLkinaseLandL
g[enolpyruvylshikimateLe[phosphateLsynthaseLenzymesLfromLÃycobacteriumLtuberculosis]LProteine
ExpressioneandePurificationXL2001XLddXLfeb[g

2 48

11 PurineLnucleosideLphosphorylaseLfromLÃycobacteriumLtuberculosis]LsnalysisLofLinhibitionLbyLaL
transition[stateLanalogueLandLdissectionLbyLparts]LBiochemistryXL2001XLfbXLjckh[dbe 3.2 55

10 StructuresLofLpurineLnucleosideLphosphorylaseLfromLÃycobacteriumLtuberculosisLinLcomplexesLwithL
immucillin[zLandLitsLpieces]LBiochemistryXL2001XLfbXLjdbf[cg 3.2 52

9 uooperativityLbetweenLtrimersLofLtheLhexamericLglutamateLdehydrogenaseLfromLulostridiumL
symbiosum]LBBAeueProteinseandeProteomicsXL1998XLcejdXLefg[gb

(1998-2004)
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8
ÃechanismsLofLisoniazidLresistanceLinLÃycobacteriumLtuberculosislLenzymaticLcharacterizationLofL
enoylLreductaseLmutantsLidentifiedLinLisoniazid[resistantLclinicalLisolates]LJournaleofeInfectiouse
DiseasesXL1998XLcijXLihk[ig

7 109

7 ResistanceLtoLantitubercularLdrugs]LAdvanceseineExperimentaleMedicineeandeBiologyXL1998XLfghXLccg[ff 3.6 48

6 KineticLstudiesLonLtheLbindingLofLcXβh[etheno[βsvWLtoLglutamateLdehydrogenaseLfromLulostridiumL
symbiosum]LBBAeueProteinseandeProteomicsXL1997XLcefbXLhe[ic 6

5 KineticsLofLInactivationLofLWTLandLudfeSLÃutantLofLÃycobacteriumLtuberculosisLwnoylLReductaseL
byLsctivatedLIsoniazid]LJournaleofetheeAmericaneChemicaleSocietyXL1996XLccjXLccebc[ccebd 16.4 38

4 TheLmechanismLofLsubstrateLandLcoenzymeLbindingLtoLclostridialLglutamateLdehydrogenaseLduringL
reductiveLamination]LFEBSeJournalXL1995XLdefXLhbe[cg 12

3
InitialLformationLofLaLnon[covalentLenzyme[reagentLcomplexLduringLtheLinactivationLofLclostridialL
glutamateLdehydrogenaseLbyLwllmanSsLreagentlLdeterminationLofLtheLenzymeSsLdissociationL
constantLforLtheLbinaryLcomplexLwithLβsvWLfromLprotectionLstudies]LBBAeueProteinseandeProteomicsXL
1994XLcdbkXLddd[h

12

2
Steady[stateLkineticsLandLtransientLstudiesLofLsubstrateLandLcoenzymeLanalogueLbindingLtoL
clostridialLglutamateLdehydrogenaseLTyvzULduringLoxidativeLdeamination]LBiochemicaleSocietye
TransactionsXL1994XLddXLeckS

5.1 1

1 TheLmechanismLofLsubstrateLandLcoenzymeLbindingLtoLclostridialLglutamateLdehydrogenaseLduringL
oxidativeLdeamination]LFEBSeJournalXL1993XLdceXLkeg[fg 13
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