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k Paper IF Citations

78 SwappingMMetagenomicsMPreprocessingMPipelineMyomponentsMOffersMSpeedMandMSensitivityM
IncreasesddMMSystemsbM2022bMefgimnhg 7.6 0

77 PhylogenycwwareMwnalysisMofMMetagenomeMyommunityM’cologyMxasedMonMMatchedMReferenceM
GenomesMwhileMxypassingMTaxonomyddMMSystemsbM2022bMeffglmhh 7.6 3

76 yompositionallyMwwareMPhylogeneticMxetacziversityMMeasuresMxetterMResolveMMicrobiomesM
wssociatedMwithMPhenotypeddMMSystemsbM2022bMefffkfhh 7.6 0

75 TheMFecalMMicrobiomeMandMMetabolomeMofMPittMHopkinsMSyndromebMaMSevereMwutismMSpectrumM
zisorderdMMSystemsbM2021bMefgfflhg 7.6 2

74 ’valuationMofMtheM’ffectMofMStorageMMethodsMonMFecalbMSalivabMandMSkinMMicrobiomeMyompositiondM
MSystemsbM2021bMlbM 7.6 6

73 wssessmentMofMtheMmicrobiomeMduringMbacteriophageMtherapyMinMcombinationMwithMsystemicM
antibioticsMtoMtreatMaMcaseMofMstaphylococcalMdeviceMinfectiondMMicrobiomebM2021bMobMoh 16.6 11

72 ’MPressM’nablesMTreecGuidedbMInteractivebMandM’xploratoryMwnalysesMofMMulticomicMzataMSetsdM
MSystemsbM2021bMlbM 7.6 14

71 SwRScyoVchMdetectionMstatusMassociatesMwithMbacterialMcommunityMcompositionMinMpatientsMandMtheM
hospitalMenvironmentdMMicrobiomebM2021bMobMgih 16.6 15

70 FecalMMicrobiotaMTransplantationMIsMHighlyM’ffectiveMinMRealcWorldMPracticepMInitialMResultsMFromMtheM
FMTMNationalMRegistrydMGastroenterologybM2021bMglfbMgnicgohdei 13.3 48

69 yhemicallyMinformedManalysesMofMmetabolomicsMmassMspectrometryMdataMwithMQemistreedMNatures
ChemicalsBiologybM2021bMgmbMgjlcgkg 11.7 29

68 HighcaccuracyMlongcreadMampliconMsequencesMusingMuniqueMmolecularMidentifiersMwithMNanoporeMorM
PacxioMsequencingdMNaturesMethodsbM2021bMgnbMglkcglo 21.6 67

67 yontextcawareMdimensionalityMreductionMdeconvolutesMgutMmicrobialMcommunityMdynamicsdMNatures
BiotechnologybM2021bMiobMglkcgln 44.5 23

66 ReplyMtopM’xaminingMmicrobecmetaboliteMcorrelationsMbyMlinearMmethodsdMNaturesMethodsbM2021bMgnbMjfcjg21.6 2

65 FeasibilityMofMusingMalternativeMswabsMandMstorageMsolutionsMforMpairedMSwRScyoVchMdetectionMandM
microbiomeManalysisMinMtheMhospitalMenvironmentdMMicrobiomebM2021bMobMhk 16.6 7

64 NutritionalMInterventionsMandMtheMGutMMicrobiomeMinMyhildrendMAnnualsReviewsofsNutritionbM2021bMjgbMjmockgf9.9 5

63 RapidbMLargecScaleMWastewaterMSurveillanceMandMwutomatedMReportingMSystemM’nableM’arlyM
zetectionMofMNearlyMnkRMofMyOVIzcgoMyasesMonMaMUniversityMyampusdMMSystemsbM2021bMlbMeffmoihg 7.6 14

62 NaturalizationMofMtheMmicrobiotaMdevelopmentalMtrajectoryMofMyesareancbornMneonatesMafterMvaginalM
seedingddMMedbM2021bMhbMokgcoljdek 31.7 8
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61 ’fficientMcomputationMofMFaithTsMphylogeneticMdiversityMwithMapplicationsMinMcharacterizingM
microbiomesdMGenomesResearchbM2021bMigbMhgigchgim 9.7 3

60 MicrobialMcococcurrenceMcomplicatesMassociationsMofMgutMmicrobiomeMwithMUSMimmigrationbMdietaryM
intakeMandMobesitydMGenomesBiologybM2021bMhhbMiil 18.3 4

59 QIIM’MhM’nablesMyomprehensiveM’ndctoc’ndMwnalysisMofMziverseMMicrobiomeMzataMandMyomparativeM
StudiesMwithMPubliclyMwvailableMzatadMCurrentsProtocolssinsBioinformaticsbM2020bMmfbMegff 24.2 63

58 yonsumptionMofMFermentedMFoodsMIsMwssociatedMwithMSystematicMzifferencesMinMtheMGutMMicrobiomeM
andMMetabolomedMMSystemsbM2020bMkbM 7.6 33

57 MultiplecziseaseMzetectionMandMylassificationMacrossMyohortsMviaMMicrobiomeMSearchdMMSystemsbM
2020bMkbM 7.6 12

56 FeasibilityMofMusingMalternativeMswabsMandMstorageMsolutionsMforMpairedMSwRScyoVchMdetectionMandM
microbiomeManalysisMinMtheMhospitalMenvironmentM2020bM 3

55 xacterialMmodificationMofMtheMhostMglycosaminoglycanMheparanMsulfateMmodulatesMSwRScyoVchM
infectivityM2020bM 14

54 MicrobialMcontextMpredictsMSwRScyoVchMprevalenceMinMpatientsMandMtheMhospitalMbuiltMenvironmentM
2020bM 10

53 ’ffectsMofMtheMmicroalgaeMyhlamydomonasMonMgastrointestinalMhealthdMJournalsofsFunctionalsFoodsbM
2020bMlkbMgfimin 5.1 39

52 TheMemergenceMofMmicrobiomeMcentresdMNaturesMicrobiologybM2020bMkbMhci 26.6 7

51 NutritionMandMtheMGutMMicrobiotaMinMgfcMtoMgncMonthcOldMyhildrenMLivingMinMUrbanMSlumsMofMMumbaibM
IndiadMMSpherebM2020bMkbM 5 9

50 zepressionMinMIndividualsMyoinfectedMwithMHIVMandMHyVMIsMwssociatedMwithMSystematicMzifferencesMinM
theMGutMMicrobiomeMandMMetabolomedMMSystemsbM2020bMkbM 7.6 2

49 redbiompMaMRapidMSampleMziscoveryMandMFeatureMyharacterizationMSystemdMMSystemsbM2019bMjbM 7.6 17

48 TheMimpactMofMskinMcareMproductsMonMskinMchemistryMandMmicrobiomeMdynamicsdMBMCsBiologybM2019bM
gmbMjm 7.3 42

47 wgecMandMSexczependentMPatternsMofMGutMMicrobialMziversityMinMHumanMwdultsdMMSystemsbM2019bMjbM 7.6 110

46 yalourpManMInteractivebMMicrobecyentricMwnalysisMTooldMMSystemsbM2019bMjbM 7.6 20

45 yharacterizationMofMtheMtotalMandMviableMbacterialMandMfungalMcommunitiesMassociatedMwithMtheM
InternationalMSpaceMStationMsurfacesdMMicrobiomebM2019bMmbMkf 16.6 77

44 ReproduciblebMinteractivebMscalableMandMextensibleMmicrobiomeMdataMscienceMusingMQIIM’MhdMNatures
BiotechnologybM2019bMimbMnkhcnkm 44.5 4050

(2019-2021)
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43 yonvergenceMofMhumanMandMOldMWorldMmonkeyMgutMmicrobiomesMdemonstratesMtheMimportanceMofM
humanMecologyMoverMphylogenydMGenomesBiologybM2019bMhfbMhfg 18.3 33

42 SpeciesMabundanceMinformationMimprovesMsequenceMtaxonomyMclassificationMaccuracydMNatures
CommunicationsbM2019bMgfbMjlji 17.4 22

41 GutMmicrobiomeMcompositionMinMtheMHispanicMyommunityMHealthMStudyeStudyMofMLatinosMisMshapedM
byMgeographicMrelocationbMenvironmentalMfactorsbMandMobesitydMGenomesBiologybM2019bMhfbMhgo 18.3 41

40 PhylogenomicsMofMgfbkmkMgenomesMrevealsMevolutionaryMproximityMbetweenMdomainsMxacteriaMandM
wrchaeadMNaturesCommunicationsbM2019bMgfbMkjmm 17.4 89

39 MicrobiomeMgfgpMStudyingbMwnalyzingbMandMInterpretingMGutMMicrobiomeMzataMforMyliniciansdMClinicals
GastroenterologysandsHepatologybM2019bMgmbMhgnchif 6.9 107

38 GwxwcmodulatingMbacteriaMofMtheMhumanMgutMmicrobiotadMNaturesMicrobiologybM2019bMjbMiolcjfi 26.6 296

37 zifferencesMinMgutMmicrobiomeMcompositionMbetweenMpersonsMwithMchronicMschizophreniaMandM
healthyMcomparisonMsubjectsdMSchizophreniasResearchbM2019bMhfjbMhicho 3.6 98

36 PhylogeneticMPlacementMofM’xactMwmpliconMSequencesMImprovesMwssociationsMwithMylinicalM
InformationdMMSystemsbM2018bMibM 7.6 181

35 wreMmicrobiomeMstudiesMreadyMforMhypothesiscdrivenMresearchudMCurrentsOpinionsinsMicrobiologybM
2018bMjjbMlgclo 7.9 18

34 RegionalMvariationMlimitsMapplicationsMofMhealthyMgutMmicrobiomeMreferenceMrangesMandMdiseaseM
modelsdMNaturesMedicinebM2018bMhjbMgkihcgkik 50.5 348

33 IntermittentMHypoxiaMandMHypercapniabMaMHallmarkMofMObstructiveMSleepMwpneabMwltersMtheMGutM
MicrobiomeMandMMetabolomedMMSystemsbM2018bMibM 7.6 56

32 QIIM’MhpMReproduciblebMinteractivebMscalablebMandMextensibleMmicrobiomeMdataMscienceM2018bM 78

31 IdentifyingMandMPredictingMNoveltyMinMMicrobiomeMStudiesdMMBiobM2018bMobM 7.8 21

30 QiitapMrapidbMwebcenabledMmicrobiomeMmetacanalysisdMNaturesMethodsbM2018bMgkbMmolcmon 21.6 231

29 StripedMUniFracpMenablingMmicrobiomeManalysisMatMunprecedentedMscaledMNaturesMethodsbM2018bMgkbMnjmcnjn21.6 40

28 wmericanMGutpManMOpenMPlatformMforMyitizenMScienceMMicrobiomeMResearchdMMSystemsbM2018bMibM 7.6 336

27 xestMpracticesMforManalysingMmicrobiomesdMNaturesReviewssMicrobiologybM2018bMglbMjgfcjhh 22.2 668

26 MethodsMforMphylogeneticManalysisMofMmicrobiomeMdatadMNaturesMicrobiologybM2018bMibMlkhcllg 26.6 43
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25 xalanceMTreesMRevealMMicrobialMNicheMzifferentiationdMMSystemsbM2017bMhbM 7.6 177

24 xringingMtheMzynamicMMicrobiomeMtoMLifeMwithMwnimationsdMCellsHostsandsMicrobebM2017bMhgbMmcgf 23.4 44

23 zeblurMRapidlyMResolvesMSinglecNucleotideMyommunityMSequenceMPatternsdMMSystemsbM2017bMhbM 7.6 763

22 zynamicsMofMtheMhumanMgutMmicrobiomeMinMinflammatoryMbowelMdiseasedMNaturesMicrobiologybM2017bM
hbMgmffj 26.6 533

21 TheMMicrobiomeMandMHumanMxiologydMAnnualsReviewsofsGenomicssandsHumansGeneticsbM2017bMgnbMlkcnl 9.7 181

20 wMcommunalMcatalogueMrevealsM’arthTsMmultiscaleMmicrobialMdiversitydMNaturebM2017bMkkgbMjkmcjli 50.4 1076

19 yorrectingMforMMicrobialMxloomsMinMFecalMSamplesMduringMRoomcTemperatureMShippingdMMSystemsbM
2017bMhbM 7.6 44

18 StrainsbMfunctionsMandMdynamicsMinMtheMexpandedMHumanMMicrobiomeMProjectdMNaturebM2017bMkkfbMlgcll 50.4 595

17 ’xtremeMzysbiosisMofMtheMMicrobiomeMinMyriticalMIllnessdMMSpherebM2016bMgbM 5 190

16 TurningMParticipatoryMMicrobiomeMResearchMintoMUsableMzatapMLessonsMfromMtheMwmericanMGutM
ProjectdMJournalsofsMicrobiologysandsBiologysEducationbM2016bMgmbMjlckf 1.3 28

15 TheMtreatmentcnaiveMmicrobiomeMinMnewconsetMyrohnTsMdiseasedMCellsHostsandsMicrobebM2014bMgkbMinhcioh23.4 1836

14 PredictiveMfunctionalMprofilingMofMmicrobialMcommunitiesMusingMglSMrRNwMmarkerMgeneMsequencesdM
NaturesBiotechnologybM2013bMigbMngjchg 44.5 5270

13 TheMxiologicalMObservationMMatrixMUxIOMVMformatMorpMhowMIMlearnedMtoMstopMworryingMandMloveMtheM
omecomedMGigaSciencebM2012bMgbMm 7.6 484

12 wnMimprovedMGreengenesMtaxonomyMwithMexplicitMranksMforMecologicalMandMevolutionaryManalysesMofM
bacteriaMandMarchaeadMISMEsJournalbM2012bMlbMlgfcn 11.9 3287

11 QIIM’MallowsManalysisMofMhighcthroughputMcommunityMsequencingMdatadMNaturesMethodsbM2010bMmbMiikcl 21.6 22879

10 QIIM’MhpMReproduciblebMinteractivebMscalablebMandMextensibleMmicrobiomeMdataMscience 36

9 QIIM’MhpMReproduciblebMinteractivebMscalablebMandMextensibleMmicrobiomeMdataMscience 138

8 SpeciesMabundanceMinformationMimprovesMsequenceMtaxonomyMclassificationMaccuracy 2

(-2017)
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7 yhemicallycinformedMwnalysesMofMMetabolomicsMMassMSpectrometryMzataMwithMQemistree 3

6 ReferenceMdataMbasedMinsightsMexpandMunderstandingMofMhumanMmetabolomes 4

5 ’MPressMenablesMtreecguidedbMinteractivebMandMexploratoryManalysesMofMmulticomicMdatasets 5

4 wgeMandMsexcdependentMpatternsMofMgutMmicrobialMdiversityMinMhumanMadults 1

3 ’nablingMhighcaccuracyMlongcreadMampliconMsequencesMusingMuniqueMmolecularMidentifiersMwithM
NanoporeMorMPacxioMsequencing 24

2 OGUsMenableMeffectivebMphylogenycawareManalysisMofMevenMshallowMmetagenomeMcommunityMstructures 7

1 MulticomicsMprofilingMofM’arthâ��sMbiomesMrevealsMthatMmicrobialMandMmetaboliteMcompositionMareM
shapedMbyMtheMenvironment 3
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