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n Paper IF Citations

111
vnaerolineaMthermolimosaMspbMnovbYMLevilineaMsaccharolyticaMgenbMnovbYMspbMnovbMandMLeptolineaM
tardivitalisMgenbMnovbYMspbMnovbYMnovelMfilamentousManaerobesYMandMdescriptionMofMtheMnewMclassesM
vnaerolineaeMclassisMnovbMandMxaldilineaeMclassisMnovbMinMtheMbacterialMphylumMxhloroflexibM
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2006YMikYMeggeaeghd

2.2 437

110 yzzPMwIOSPézRzbMzxploringMdeepMmicrobialMlifeMinMcoalabearingMsedimentMdownMtoM~fbiMkmMbelowM
theMoceanMfloorbMScienceYM2015YMghnYMhfdah 33.3 253

109
wellilineaMcaldifistulaeMgenbMnovbYMspbMnovbMandMLongilineaMarvoryzaeMgenbMnovbYMspbMnovbYMstrictlyM
anaerobicYMfilamentousMbacteriaMofMtheMphylumMxhloroflexiMisolatedMfromMmethanogenicM
propionateadegradingMconsortiabMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM
2007YMilYMffnnafgdk

2.2 246

108 IsolationMofManMarchaeonMatMtheMprokaryoteaeukaryoteMinterfacebMNatureYM2020YMillYMienaifi 50.4 217

107
yiversityYMlocalizationYMandMphysiologicalMpropertiesMofMfilamentousMmicrobesMbelongingMtoM
xhloroflexiMsubphylumMIMinMmesophilicMandMthermophilicMmethanogenicMsludgeMgranulesbMAppliedlandl
EnvironmentallMicrobiologyYM2005YMleYMlhngaidg

4.8 189

106
MethanocellaMpaludicolaMgenbMnovbYMspbMnovbYMaMmethaneaproducingMarchaeonYMtheMfirstMisolateMofMtheM
lineageMTRiceMxlusterMITYMandMproposalMofMtheMnewMarchaealMorderMMethanocellalesMordbMnovbM
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2008YMimYMnfnagk

2.2 185

105
PelotomaculumMthermopropionicumMgenbMnovbYMspbMnovbYManManaerobicYMthermophilicYMsyntrophicM
propionateaoxidizingMbacteriumbMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM
2002YMifYMelfnaelgi

2.2 150

104 NonasulfateareducingYMsyntrophicMbacteriaMaffiliatedMwithMdesulfotomaculumMclusterMIMareMwidelyM
distributedMinMmethanogenicMenvironmentsbMAppliedlandlEnvironmentallMicrobiologyYM2006YMlfYMfdmdane 4.8 147

103
MethanolineaMtardaMgenbMnovbYMspbMnovbYMaMmethaneaproducingMarchaeonMisolatedMfromMaM
methanogenicMdigesterMsludgebMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM
2008YMimYMfnhagde

2.2 146

102 zffectiveMpartialMnitrificationMtoMnitriteMbyMdownaflowMhangingMspongeMreactorMunderMlimitedMoxygenM
conditionbMWaterlResearchYM2007YMheYMfniagdf 12.5 114

101
PelotomaculumMthermopropionicumMgenbMnovbYMspbMnovbYManManaerobicYMthermophilicYMsyntrophicM
propionateaoxidizingMbacteriumbMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM
2002YMifYMelfnaelgi

2.2 110

100
xultivationMandMinMsituMdetectionMofMaMthermophilicMbacteriumMcapableMofMoxidizingMpropionateMinM
syntrophicMassociationMwithMhydrogenotrophicMmethanogensMinMaMthermophilicMmethanogenicM
granularMsludgebMAppliedlandlEnvironmentallMicrobiologyYM2000YMkkYMgkdmaei

4.8 100

99 IsolationMofMkeyMmethanogensMforMglobalMmethaneMemissionMfromMriceMpaddyMfieldsoMaMnovelMisolateM
affiliatedMwithMtheMcloneMclusterMriceMclusterMIbMAppliedlandlEnvironmentallMicrobiologyYM2007YMlgYMhgfkage 4.8 99

98 xultivationMofMmethanogenicMcommunityMfromMsubseafloorMsedimentsMusingMaMcontinuousaflowM
bioreactorbMISMElJournalYM2011YMiYMenegafi 11.9 89

97
PelotomaculumMterephthalicumMspbMnovbMandMPelotomaculumMisophthalicumMspbMnovboMtwoManaerobicM
bacteriaMthatMdegradeMphthalateMisomersMinMsyntrophicMassociationMwithMhydrogenotrophicM
methanogensbMArchivesloflMicrobiologyYM2006YMemiYMelfamf

3 85

96 ImprovedMinMsituMhybridizationMefficiencyMwithMlockedanucleicaacidaincorporatedMyNvMprobesbMAppliedl
andlEnvironmentallMicrobiologyYM2006YMlfYMigeeal 4.8 84

95 MicrobialMdiversityMinMdeepaseaMmethaneMseepMsedimentsMpresentedMbyMSSUMrRNvMgeneMtagM
sequencingbMMicrobeslandlEnvironmentsYM2012YMflYMgmfand 2.6 79
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94
IdentificationMandMcultivationMofManaerobicYMsyntrophicMlongachainMfattyMacidadegradingMmicrobesM
fromMmesophilicMandMthermophilicMmethanogenicMsludgesbMAppliedlandlEnvironmentallMicrobiologyYM
2007YMlgYMeggfahd

4.8 79

93 MethanoregulaMformicicaMspbMnovbYMaMmethaneaproducingMarchaeonMisolatedMfromMmethanogenicM
sludgebMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2011YMkeYMigain 2.2 78

92 PhylogeneticMandMenzymaticMdiversityMofMdeepMsubseafloorMaerobicMmicroorganismsMinMorganicsaMandM
methanearichMsedimentsMoffMShimokitaMPeninsulabMExtremophilesYM2008YMefYMienafl 3 78

91
MethanolineaMmesophilaMspbMnovbYMaMhydrogenotrophicMmethanogenMisolatedMfromMriceMfieldMsoilYMandM
proposalMofMtheMarchaealMfamilyMMethanoregulaceaeMfambMnovbMwithinMtheMorderM
MethanomicrobialesbMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2012YMkfYMegmnaegni

2.2 78

90 QuantificationMofMmcrvMbyMfluorescentMPxRMinMmethanogenicMandMmethanotrophicMmicrobialM
communitiesbMFEMSlMicrobiologylEcologyYM2008YMkhYMfhdal 4.3 77

89
yiversityMofManaerobicMmicroorganismsMinvolvedMinMlongachainMfattyMacidMdegradationMinM
methanogenicMsludgesMasMrevealedMbyMRNvabasedMstableMisotopeMprobingbMAppliedlandlEnvironmentall
MicrobiologyYM2007YMlgYMheenafl

4.8 76

88
ThermodesulfovibrioMaggregansMspbMnovbMandMThermodesulfovibrioMthiophilusMspbMnovbYManaerobicYM
thermophilicYMsulfateareducingMbacteriaMisolatedMfromMthermophilicMmethanogenicMsludgeYMandM
emendedMdescriptionMofMtheMgenusMThermodesulfovibriobMInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyYM2008YMimYMfiheam

2.2 75

87
PelotomaculumMpropionicicumMspbMnovbYManManaerobicYMmesophilicYMobligatelyMsyntrophicYM
propionateaoxidizingMbacteriumbMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM
2007YMilYMehmlaehnf

2.2 72

86
IdentificationMandMisolationMofManaerobicYMsyntrophicMphthalateMisomeradegradingMmicrobesMfromM
methanogenicMsludgesMtreatingMwastewaterMfromMterephthalateMmanufacturingbMAppliedlandl
EnvironmentallMicrobiologyYM2004YMldYMekelafk

4.8 71

85
SyntrophomonasMpalmitaticaMspbMnovbYManManaerobicYMsyntrophicYMlongachainMfattyaacidaoxidizingM
bacteriumMisolatedMfromMmethanogenicMsludgebMInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyYM2007YMilYMfeglafehf

2.2 69

84
TepidanaerobacterMsyntrophicusMgenbMnovbYMspbMnovbYManManaerobicYMmoderatelyMthermophilicYM
syntrophicMalcoholaMandMlactateadegradingMbacteriumMisolatedMfromMthermophilicMdigestedMsludgesbM
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2006YMikYMekfeaekfn

2.2 65

83
ReconstructionMandMregulationMofMtheMcentralMcatabolicMpathwayMinMtheMthermophilicM
propionateaoxidizingMsyntrophMPelotomaculumMthermopropionicumbMJournalloflBacteriologyYM2006YM
emmYMfdfaed

3.5 63

82 xultivationMofMmethanogensMunderMlowahydrogenMconditionsMbyMusingMtheMcocultureMmethodbMAppliedl
andlEnvironmentallMicrobiologyYM2009YMliYMhmnfak 4.8 60

81 MethanocellaMarvoryzaeMspbMnovbYMaMhydrogenotrophicMmethanogenMisolatedMfromMriceMfieldMsoilbM
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2010YMkdYMfnemafnfg 2.2 59

80
MethanolobusMprofundiMspbMnovbYMaMmethylotrophicMmethanogenMisolatedMfromMdeepMsubsurfaceM
sedimentsMinMaMnaturalMgasMfieldbMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM
2009YMinYMleham

2.2 59

79
IsolationMandMcharacterizationMofMaMthermophilicYMobligatelyManaerobicMandMheterotrophicMmarineM
xhloroflexiMbacteriumMfromMaMxhloroflexiadominatedMmicrobialMcommunityMassociatedMwithMaM
JapaneseMshallowMhydrothermalMsystemYMandMproposalMforMThermomarinilineaMlacunofontalisMgenbM
novbYMspbMnovbMMicrobeslandlEnvironmentsYM2013YMfmYMffmagi

2.6 52

78 MicrobialMdiversityMandMmethanogenicMpotentialMinMaMhighMtemperatureMnaturalMgasMfieldMinMJapanbM
ExtremophilesYM2007YMeeYMhigake 3 52

77 PeptideMnucleicMacidsMUPNvsVMantisenseMeffectMtoMbacterialMgrowthMandMtheirMapplicationMpotentialityM
inMbiotechnologybMAppliedlMicrobiologylandlBiotechnologyYM2010YMmkYMgnlahdf 5.7 48
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76 InMsituMyNvahybridizationMchainMreactionMUéxRVoMaMfacilitatedMinMsituMéxRMsystemMforMtheMdetectionMofM
environmentalMmicroorganismsbMEnvironmentallMicrobiologyYM2015YMelYMfigfahe 5.2 47

75 wiologicalMoxidationMofMMnUIIVMcoupledMwithMnitrificationMforMremovalMandMrecoveryMofMminorMmetalsMbyM
downflowMhangingMspongeMreactorbMWaterlResearchYM2015YMkmYMihiaig 12.5 46

74 yeepabiosphereMmethaneMproductionMstimulatedMbyMgeofluidsMinMtheMNankaiMaccretionaryMcomplexbM
SciencelAdvancesYM2018YMhYMeaaohkge 14.3 46

73 yevelopmentMofMekSMrRNvMgeneatargetedMprimersMforMdetectionMofMarchaealManaerobicM
methanotrophsMUvNMzsVbMFEMSlMicrobiologylLettersYM2009YMfnlYMgeal 2.9 46

72 GenomeMsequenceMofMaMmesophilicMhydrogenotrophicMmethanogenMMethanocellaMpaludicolaYMtheM
firstMcultivatedMrepresentativeMofMtheMorderMMethanocellalesbMPLoSlONEYM2011YMkYMeffmnm 3.7 45

71 yatingMofMyissolvedMIodineMinMPoreMWatersMfromMtheMGasMéydrateMOccurrenceMOffshoreMShimokitaM
PeninsulaYMJapanoMefnIMResultsMfromMtheMycVMxhikyuMShakedownMxruisebMResourcelGeologyYM2009YMinYMginaglg1 45

70 vMlongatermMcultivationMofManManaerobicMmethaneaoxidizingMmicrobialMcommunityMfromMdeepaseaM
methaneaseepMsedimentMusingMaMcontinuousaflowMbioreactorbMPLoSlONEYM2014YMnYMeedigik 3.7 43

69 MethanofollisMethanolicusMspbMnovbYManMethanolautilizingMmethanogenMisolatedMfromMaMlotusMfieldbM
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2009YMinYMmddai 2.2 42

68
MolecularMcharacterizationMofMpotentialMnitrogenMfixationMbyManaerobicMmethaneaoxidizingMarchaeaM
inMtheMmethaneMseepMsedimentsMatMtheMnumberMmMKumanoMKnollMinMtheMKumanoMwasinYMoffshoreMofM
JapanbMAppliedlandlEnvironmentallMicrobiologyYM2009YMliYMleigakf

4.8 39

67 MethanogenMyiversityMinMyeepMSubsurfaceMGasavssociatedMWaterMatMtheMMinamiaKantoMGasM~ieldMinM
JapanbMGeomicrobiologylJournalYM2007YMfhYMngaedd 2.5 39

66
PelolineaMsubmarinaMgenbMnovbYMspbMnovbYManManaerobicYMfilamentousMbacteriumMofMtheMphylumM
xhloroflexiMisolatedMfromMsubseafloorMsedimentbMInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyYM2014YMkhYMmefamem

2.2 38

65 yetectionMofMactiveMbutyrateadegradingMmicroorganismsMinMmethanogenicMsludgesMbyMRNvabasedM
stableMisotopeMprobingbMAppliedlandlEnvironmentallMicrobiologyYM2008YMlhYMgkedah 4.8 38

64 zvaluationMofMenzymaticMcellMtreatmentsMforMapplicationMofMxvRya~ISéMtoMmethanogensbMJournallofl
MicrobiologicallMethodsYM2008YMlfYMihan 2.8 37

63
VisualizationMofMmcrMmRNvMinMaMmethanogenMbyMfluorescenceMinMsituMhybridizationMwithManM
oligonucleotideMprobeMandMtwoapassMtyramideMsignalMamplificationMUtwoapassMTSva~ISéVbMJournallofl
MicrobiologicallMethodsYM2006YMkkYMifeam

2.8 37

62
SporotomaculumMsyntrophicumMspbMnovbYMaMnovelManaerobicYMsyntrophicMbenzoateadegradingM
bacteriumMisolatedMfromMmethanogenicMsludgeMtreatingMwastewaterMfromMterephthalateM
manufacturingbMArchivesloflMicrobiologyYM2003YMelnYMfhfan

3 37

61 spbMnovbYManManaerobicYMaminoaacidautilizingMbacteriumMisolatedMfromMmarineMsubsurfaceMsedimentbM
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyYM2016YMkkYMefngaegdd 2.2 36

60
KosmotogaMarenicorallinaMspbMnovbMaMthermophilicMandMobligatelyManaerobicMheterotrophMisolatedM
fromMaMshallowMhydrothermalMsystemMoccurringMwithinMaMcoralMreefYMsouthernMpartMofMtheMYaeyamaM
vrchipelagoYMJapanYMreclassificationMofMThermococcoidesMshengliensisMasMKosmotogaMshengliensisM
combbMnovbYMandMemendedMdescriptionMofMtheMgenusMKosmotogabMArchivesloflMicrobiologyYM2010YMenfYMmeean

3 32

59 ProductionMofMbiogenicMmanganeseMoxidesMcoupledMwithMmethaneMoxidationMinMaMbioreactorMforM
removingMmetalsMfromMwastewaterbMWaterlResearchYM2018YMegdYMffhafgg 12.5 32
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58
SunxiuqiniaMfaecivivaMspbMnovbYMaMfacultativelyManaerobicMorganoheterotrophMofMtheMwacteroidetesM
isolatedMfromMdeepMsubseafloorMsedimentbMInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyYM2013YMkgYMekdfaekdn

2.2 31

57 vrchaealMcommunityMcompositionsMatMdifferentMdepthsMUupMtoMgdMmVMofMaMmunicipalMsolidMwasteM
landfillMinMTaiwanMasMrevealedMbyMekSMryNvMcloningManalysesbMBiotechnologylLettersYM2003YMfiYMlenafh 3 30

56 GeofilumMrubicundumMgenbMnovbYMspbMnovbYMisolatedMfromMdeepMsubseafloorMsedimentbMInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyYM2012YMkfYMedliaedmd 2.2 28

55
~ractionationMofMnitrogenMisotopesMduringMaminoMacidMmetabolismMinMheterotrophicMandM
chemolithoautotrophicMmicrobesMacrossMzukaryaYMwacteriaYMandMvrchaeaoMzffectsMofMnitrogenMsourcesM
andMmetabolicMpathwaysbMOrganiclGeochemistryYM2017YMeeeYMedeaeef

3.1 26

54 SequenceaspecificMbacterialMgrowthMinhibitionMbyMpeptideMnucleicMacidMtargetedMtoMtheMmRNvMbindingM
siteMofMekSMrRNvbMAppliedlMicrobiologylandlBiotechnologyYM2009YMmhYMeekeam 5.7 25

53
éydrogenMandMcarbonMisotopeMsystematicsMinMhydrogenotrophicMmethanogenesisMunderMéfalimitedM
andMéfaenrichedMconditionsoMimplicationsMforMtheMoriginMofMmethaneMandMitsMisotopicMdiagnosisbM
ProgresslinlEarthlandlPlanetarylScienceYM2016YMgYM

3.9 24

52 VarianceMandMpotentialMnicheMseparationMofMmicrobialMcommunitiesMinMsubseafloorMsedimentsMoffM
ShimokitaMPeninsulaYMJapanbMEnvironmentallMicrobiologyYM2016YMemYMemmnandk 5.2 24

51
SphaerochaetaMmultiformisMspbMnovbYManManaerobicYMpsychrophilicMbacteriumMisolatedMfromM
subseafloorMsedimentYMandMemendedMdescriptionMofMtheMgenusMSphaerochaetabMInternationallJournall
oflSystematiclandlEvolutionarylMicrobiologyYM2014YMkhYMhehlaheih

2.2 23

50 wiogeographyMofMPersephonellaMinMdeepaseaMhydrothermalMventsMofMtheMWesternMPacificbMFrontierslinl
MicrobiologyYM2013YMhYMedl 5.7 23

49
xomparativeMstudyMofMsubseafloorMmicrobialMcommunityMstructuresMinMdeeplyMburiedMcoralMfossilsMandM
sedimentMmatricesMfromMtheMchallengerMmoundMinMtheMporcupineMseabightbMFrontierslinlMicrobiologyYM
2011YMfYMfge

5.7 23

48
yetectionMofMsingleMcopyMgenesMbyMtwoapassMtyramideMsignalMamplificationMfluorescenceMinMsituM
hybridizationMUTwoaPassMTSva~ISéVMwithMsingleMoligonucleotideMprobesbMMicrobeslandlEnvironmentsYM
2010YMfiYMeiafe

2.6 23

47
zxilispiraMthermophilaMgenbMnovbYMspbMnovbYManManaerobicYMthermophilicMspirochaeteMisolatedMfromMaM
deepaseaMhydrothermalMventMchimneybMInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyYM2008YMimYMffimaki

2.2 23

46
SpirochaetaMpsychrophilaMspbMnovbYMaMpsychrophilicMspirochaeteMisolatedMfromMsubseafloorMsedimentYM
andMemendedMdescriptionMofMtheMgenusMSpirochaetabMInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyYM2014YMkhYMflnmafmdh

2.2 22

45 MicrobialMxommunityMxompositionMandM~unctionalMxapacityMinMaMTerrestrialM~erruginousYM
SulfateayepletedMMudMVolcanobMFrontierslinlMicrobiologyYM2017YMmYMfegl 5.7 20

44 wiologicalMxOfMconversionMtoMacetateMinMsubsurfaceMcoalasandMformationMusingMaMhighapressureM
reactorMsystembMFrontierslinlMicrobiologyYM2013YMhYMgke 5.7 20

43 zndemicityMofMtheMcosmopolitanMmesophilicMchemolithoautotrophMSulfurimonasMatMdeepaseaM
hydrothermalMventsbMISMElJournalYM2017YMeeYMndnanen 11.9 19

42 NitrogenMandMOxygenMIsotopeMzffectsMofMvmmoniaMOxidationMbyMThermophilicMThaumarchaeotaM
fromMaMGeothermalMWaterMStreambMAppliedlandlEnvironmentallMicrobiologyYM2016YMmfYMhhnfaidh 4.8 19

41 GenomicMcompositionMandMdynamicsMamongMMethanomicrobialesMpredictMadaptationMtoMcontrastingM
environmentsbMISMElJournalYM2017YMeeYMmlann 11.9 19

(2017-2013)
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40 TemperatureMlimitsMtoMdeepMsubseafloorMlifeMinMtheMNankaiMTroughMsubductionMzonebMScienceYM2020YM
gldYMefgdaefgh 33.3 19

39 VariabilityMofMsubseafloorMviralMabundanceMatMtheMgeographicallyMandMgeologicallyMdistinctM
continentalMmarginsbMFEMSlMicrobiologylEcologyYM2014YMmmYMkdam 4.3 18

38 NovelMenergyMconservationMstrategiesMandMbehaviourMofMPelotomaculumMschinkiiMdrivingMsyntrophicM
propionateMcatabolismbMEnvironmentallMicrobiologyYM2018YMfdYMhidgahiee 5.2 16

37 yetectionMofMcoenzymeM~hgdMinMdeepMseaMsedimentsoMvMkeyMmoleculeMforMbiologicalMmethanogenesisbM
OrganiclGeochemistryYM2013YMimYMeglaehd 3.1 16

36 PhylogeneticMyiversityMofMaprvMGenesMinMSubseafloorMSedimentsMonMtheMNorthwesternMPacificMMarginM
offMJapanbMMicrobeslandlEnvironmentsYM2015YMgdYMflkamd 2.6 15

35 IsolationMofManMarchaeonMatMtheMprokaryoteaeukaryoteMinterface 15

34 yetectionMofMsingleacopyMfunctionalMgenesMinMprokaryoticMcellsMbyMtwoapassMTSva~ISéMwithM
polynucleotideMprobesbMJournalloflMicrobiologicallMethodsYM2012YMmmYMfemafg 2.8 14

33 MicrobialMcommunityMthatMcatalyzesMpartialMnitrificationMatMlowMoxygenMatmosphereMasMrevealedMbyM
ekSMrRNvMandMamovMgenesbMJournalloflBiosciencelandlBioengineeringYM2007YMedhYMifiam 3.3 14

32 xultivableMmicrobialMcommunityMinMfakmadeepYMfdamillionayearaoldMsubseafloorMcoalbedsMthroughM
~edddMdaysManaerobicMbioreactorMcultivationbMScientificlReportsYM2019YMnYMfgdi 4.9 10

31
vggregatilineaMlentaMgenbMnovbYMspbMnovbYMaMslowagrowingYMfacultativelyManaerobicMbacteriumMisolatedM
fromMsubseafloorMsedimentYMandMproposalMofMtheMnewMorderMvggregatilinealesMordbMnovbMwithinMtheM
classMvnaerolineaeMofMtheMphylumMxhloroflexibMInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyYM2019YMknYMeemiaeenh

2.2 10

30 PresenceMofMaMNovelMMethanogenicMvrchaealMLineageMinMvnaerobicMyigestersMInferredMfromMmcrvM
andMekSMrRNvMGeneMPhylogeneticMvnalysesbMJournalloflWaterlandlEnvironmentlTechnologyYM2015YMegYMflnafmn1.1 9

29 vMmethodMforMevaluatingMtheMhostMrangeMofMbacteriophagesMusingMphagesMfluorescentlyMlabeledMwithM
iaethynylafTadeoxyuridineMUzdUVbMAppliedlMicrobiologylandlBiotechnologyYM2012YMniYMlllamm 5.7 9

28 MultipleMorganicMsubstratesMsupportMMnUIIVMremovalMwithMenrichmentMofMMnUIIVaoxidizingMbacteriabM
JournalloflEnvironmentallManagementYM2020YMfinYMednlle 7.9 9

27 InsightMintoManaerobicMmethanotrophyMfromMxcxaMaminoMacidsMandMxcxavNMzMcellsMinMseafloorM
microbialMecologybMScientificlReportsYM2018YMmYMehdld 4.9 9

26 wioelectrochemicalMStimulationMofMzlectromethanogenesisMatMaMSeawaterawasedMSubsurfaceMvquiferM
inMaMNaturalMGasM~ieldbMFrontierslinlEnergylResearchYM2019YMkYM 3.8 6

25 wioticMmanganeseMoxidationMcoupledMwithMmethaneMoxidationMusingMaMcontinuousaflowMbioreactorM
systemMunderMmarineMconditionsbMWaterlSciencelandlTechnologyYM2017YMlkYMelmeaelni 2.2 5

24
TreatmentMofMlowastrengthMwastewaterMinManManaerobicMdownaflowMhangingMspongeMUvnyéSVMreactorM
atMlowMtemperaturebMJournalloflEnvironmentallSciencelandlHealthl-lPartlAlToxic/Hazardousl
SubstanceslandlEnvironmentallEngineeringYM2012YMhlYMemdgam

2.3 5

23
MethanomicrobiumMantiquumMspbMnovbYMaMhydrogenotrophicMmethanogenMisolatedMfromMdeepM
sedimentaryMaquifersMinMaMnaturalMgasMfieldbMInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyYM2016YMkkYMhmlgahmll

2.2 5
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22 TopicMofMInfluenceYMMethaneMandMMicrobesbMMicrobeslandlEnvironmentsYM2017YMgfYMfnlafnn 2.6 4

21 InasituMmechanicalMweaknessMofMsubductingMsedimentsMbeneathMaMplateMboundaryMdˆ'collementMinMtheM
NankaiMTroughbMProgresslinlEarthlandlPlanetarylScienceYM2018YMiYM 3.9 4

20
xompleteMGenomeMSequenceMofMMethanoregulaMformicicaMSMSPTYMaMMesophilicMéydrogenotrophicM
MethanogenMIsolatedMfromMaMMethanogenicMUpflowMvnaerobicMSludgeMwlanketMReactorbMGenomel
AnnouncementsYM2014YMfYM

3

19 vntiabacterialMzffectsMofMMnOMonMtheMznrichmentMofMManganeseaoxidizingMwacteriaMinMyownflowM
éangingMSpongeMReactorsbMMicrobeslandlEnvironmentsYM2020YMgiYM 2.6 3

18 MethanoregulaceaeM2016YMeah 3

17 xompleteMgenomeMsequenceMofMPelolineaMsubmarinaMMOax~XeTMwithinMtheMphylumMxhloroflexiYM
isolatedMfromMsubseafloorMsedimentbMMarinelGenomicsYM2019YMhkYMhnaig 1.9 3

16 MethanocellaM2016YMeak 2

15 xompleteMGenomeMSequenceMofMMethanolineaMtardaMNOwIaeTYMaMéydrogenotrophicMMethanogenM
IsolatedMfromMMethanogenicMyigesterMSludgebMGenomelAnnouncementsYM2014YMfYM 2

14 vnaerobiccverobicMTreatmentMofMvctualMyyeMWastewaterMUsingMSystemMxombiningMUvSwMandMyéSM
ReactorsbMJournalloflJapanlSocietylonlWaterlEnvironmentYM2006YMfnYMkegakfd 0.2 2

13 zxplorationMofMtheMdeepasubseafloorabiosphereMfrontiersoMvchievementsMandMperspectivesbMJournall
oflthelGeologicallSocietyloflJapanYM2018YMefhYMllanf 0.6 2

12 xultivationMofMSubseafloorMProkaryoticMLifebMDevelopmentslinlMarinelGeologyYM2014YMenlafei 1

11 RecoveryMofMyissolvedMMethaneMinMzffluentMofMvnaerobicMWastewaterMTreatmentMbyMxlosedMyéSM
UnitbMJournalloflJapanlSocietylonlWaterlEnvironmentYM2010YMggYMfiage 0.2 1

10 spbMnovYMaMchemotrophicMspirochaeteMisolatedMfromMtheMdeepMterrestrialMsubsurfacebMInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyYM2020YMldYMhlgnahlhl 2.2 1

9 TheM~amilyMMethanocellaceaeM2014YMfdnafeh 1

8 MethanocellalesM2016YMeae 1

7 MultispeciesMpopulationsMofMmethanotrophicMandMcultivationMofMaMlikelyMdominantMspeciesMfromMtheM
IheyaMNorthMdeepaseaMhydrothermalMfieldbMAppliedlandlEnvironmentallMicrobiologyYM2021YMvzMddlimfe 4.8 0

6 MethanolineaM2016YMeah 0

5 OriginMofMyeepMMethaneMvssociatedMwithMaMUniqueMxommunityMofMMicroorganismsMinManMOrganicaM
andMIodineaRichMvquiferbMACSlEarthlandlSpacelChemistryYM2021YMiYMeaee 3.2 0

(2021-2017)
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4 PelolineaM2018YMeah

3 IsolationMofMUncultivatedMMethanogensMusingMvnaerobicMSyntrophicMSubstrateadegradingMxocultureM
SystembbMJournalloflJapanlSocietylonlWaterlEnvironmentYM2006YMfnYMgmnagnl 0.2

2
~ilamentousMMicroorganismsMvffiliatedMwithMUnculturedMwacterialMGroupMatMPhylumMLeveloMMicrobesM
asMxausativeMvgentMforM~ilamentousMwulkingMofMMethanogenicMSludgeMGranulesbMJournalloflJapanl
SocietylonlWaterlEnvironmentYM2005YMfmYMglahf

0.2

1 MethanocellaceaeM2016YMeae

Hiroyuki Imachi
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