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k Paper IF Citations

201 sxtendedK˛†XStrandsKqontributeKtoKöeversibleKomyloidKtormationYYKACSlNanoWK2022WK 16.7 2

200 omyloidKfibrilsKinKdiseaseKt₂zrX₂rÅKareKcomposedKofK₂ s ][dpKnotK₂rÅXbaYYKNatureWK2022WK 50.4 5

199
qryoXs KstructureKofKöNoXinducedKtauKfibrilsKrevealsKaKsmallKqXterminalKcoreKthatKmayKnucleateKfibrilK
formationYYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2022WK
]]gWKe_]]ggc_]]g

11.5 0

198 otomicKβiewKofKanKomyloidKrodecamerKsxhibitingKSelectiveKqellularK₂oxicKβulnerabilityKinKocuteK
prainKSlicesYYKProteinlScienceWK2021WK 6.3 1

197
wntrinsicKelectronicKconductivityKofKindividualKatomicallyKresolvedKamyloidKcrystalsKrevealsK
micrometerXlongKholeKhoppingKviaKtyrosinesYKProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericaWK2021WK]]fWK

11.5 15

196 wnhibitionKofKamyloidKformationKofKtheKNucleoproteinKofKSoöSXqoβX_K2021WK 6

195
StructuralKcharacterizationKofKhexamericKshellKproteinsKfromKtwoKtypesKofKcholineXutilizationK
bacterialKmicrocompartmentsYKActalCrystallographicalSectionlF,lStructurallBiologylCommunicationsWK
2021WKeeWK_ecX_fc

1.1 0

194 qryoXs KstructuresKofKhwoÅÅKfibrilsKseededKbyKpatientXextractedKfibrilsKrevealKnewKpolymorphsKandK
conservedKfibrilKcoresYKNaturelStructurallandlMolecularlBiologyWK2021WK_fWKe_bXea[ 17.6 3

193 ₂heKexpandingKamyloidKfamilyhKStructureWKstabilityWKfunctionWKandKpathogenesisYKCellWK2021WK]fbWKbfceXbfea56.2 23

192 obKwnitioKreterminationKofKÅeptideKStructuresKbyK icrosrYKMethodslinlMolecularlBiologyWK2021WK
__]cWKa_gXabf 1.4 1

191 qryoXs KstructureKandKinhibitorKdesignKofKhumanKwoÅÅKSamylinTKfibrilsYKNaturelStructurallandl
MolecularlBiologyWK2020WK_eWKdcaXdcg 17.6 41

190
qrystalKstructureKofKaKconformationalKantibodyKthatKbindsKtauKoligomersKandKinhibitsKpathologicalK
seedingKbyKextractsKfromKdonorsKwithKolzheimerRsKdiseaseYKJournalloflBiologicallChemistryWK2020WK
_gcWK][dd_X][ded

5.4 5

189 SerialKfemtosecondKcrystallographyKonKinKvivoXgrownKcrystalsKdrivesKelucidationKofKmosquitocidalK
qyt]oaKbioactivationKcascadeYKNaturelCommunicationsWK2020WK]]WK]]ca 17.4 11

188 ₂heK˛–XsynucleinKhereditaryKmutationKsbdyKunlocksKaKmoreKstableWKpathogenicKfibrilKstructureYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2020WK]]eWKacg_Xad[_ 11.5 57

187 qryoXs KstructureKofKaKhumanKprionKfibrilKwithKaKhydrophobicWKproteaseXresistantKcoreYKNaturel
StructurallandlMolecularlBiologyWK2020WK_eWKb]eXb_a 17.6 37

186 tragmentXbasedKdeterminationKofKaKproteinaseKyKstructureKfromK icrosrKdataKusingK
oöqw p²zr²_SvösrrsöYKActalCrystallographicalSectionlD:lStructurallBiologyWK2020WKedWKe[aXe]_ 5.5 6

185 SymmetryKbreakingKandKstructuralKpolymorphismKinKaKbacterialKmicrocompartmentKshellKproteinKforK
cholineKutilizationYKProteinlScienceWK2020WK_gWK__[]X__]_ 6.3 7
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184 wsobutanolKproductionKfreedKfromKbiologicalKlimitsKusingKsyntheticKbiochemistryYKNaturel
CommunicationsWK2020WK]]WKb_g_ 17.4 24

183 qryos KstructureKofKtheKlowXcomplexityKdomainKofKhnöNÅo_KandKitsKconversionKtoKpathogenicK
amyloidYKNaturelCommunicationsWK2020WK]]WKb[g[ 17.4 36

182 NonXproteinaceousKhydrolaseKcomprisedKofKaKphenylalanineKmetalloXsupramolecularKamyloidXlikeK
structureYKNaturelCatalysisWK2019WK_WKgeeXgfc 36.5 65

181 qryoXs KstructuresKofKfourKpolymorphicK₂rÅXbaKamyloidKcoresYKNaturelStructurallandlMolecularl
BiologyWK2019WK_dWKd]gXd_e 17.6 103

180 StructureKandKmechanismKofK₂agoWKaKnovelKmembraneXassociatedKglycosyltransferaseKthatKproducesK
wallKteichoicKacidsKinKpathogenicKbacteriaYKPLoSlPathogensWK2019WK]cWKe][[ee_a 7.6 13

179 StructureKofKamyloidX˛†KS_[XabTKwithKolzheimerRsXassociatedKisomerizationKatKosp_aKrevealsKaKdistinctK
protofilamentKinterfaceYKNaturelCommunicationsWK2019WK][WKaace 17.4 25

178 StructureXbasedKinhibitorsKhaltKprionXlikeKseedingKbyKolzheimerRsKdiseaseXandKtauopathyXderivedK
brainKtissueKsamplesYKJournalloflBiologicallChemistryWK2019WK_gbWK]dbc]X]dbdb 5.4 23

177 StructuresKofKfibrilsKformedKbyK˛–XsynucleinKhereditaryKdiseaseKmutantKvc[åKrevealKnewK
polymorphsYKNaturelStructurallandlMolecularlBiologyWK2019WK_dWK][bbX][c_ 17.6 62

176 vomochiralKandKracemicK icrosrKstructuresKofKaKpeptideKrepeatKfromKtheKiceXnucleationKproteinK
wnaZYKIUCrJWK2019WKdWK]geX_[c 4.7 8

175 StructureXbasedKinhibitorsKofKamyloidKbetaKcoreKsuggestKaKcommonKinterfaceKwithKtauYKELifeWK2019WK
fWK 8.9 34

174 StructureKandK echanismKofKzcpoWKaKÅhosphotransferaseK₂hatK ediatesKulycosylationKofKaK
uramXÅositiveKpacterialKqellKWallXonchoredKÅroteinYKMBioWK2019WK][WK 7.8 9

173  echanicallyKrigidKsupramolecularKassembliesKformedKfromKanKtmocXguanineKconjugatedKpeptideK
nucleicKacidYKNaturelCommunicationsWK2019WK][WKc_cd 17.4 9

172 StructuralKβariabilityKofKsspuKqhaperonesKfromK ycobacterialKsSXX]WKsSXXaWKandKsSXXcK₂ypeKβwwK
SecretionKSystemsYKJournalloflMolecularlBiologyWK2019WKba]WK_fgXa[e 6.5 13

171 ₂ransitionKofK etastableKqrossX˛–KqrystalsKintoKqrossX˛†KtibrilsKbyK˛†X₂urnKtlippingYKJournalloflthel
AmericanlChemicallSocietyWK2019WK]b]WKadaXadg 16.4 11

170 otomicKstructuresKofKcorkscrewXformingKsegmentsKofKS²r]KrevealKvariedKoligomerKconformationsYK
ProteinlScienceWK2018WK_eWK]_a]X]_b_ 6.3 11

169 qrystalKstructuresKofKamyloidogenicKsegmentsKofKhumanKtransthyretinYKProteinlScienceWK2018WK_eWK]_gcX]a[a6.3 15

168 otomicKstructuresKofKlowXcomplexityKproteinKsegmentsKrevealKkinkedK˛†KsheetsKthatKassembleK
networksYKScienceWK2018WKacgWKdgfXe[] 33.3 220

167 ristalKamyloidK˛†XproteinKfragmentsKtemplateKamyloidKassemblyYKProteinlScienceWK2018WK_eWK]]f]X]]g[ 6.3 6

(2018-2020)
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166 qommonKfibrillarKspinesKofKamyloidX˛†KandKhumanKisletKamyloidKpolypeptideKrevealedKbyK
microelectronKdiffractionKandKstructureXbasedKinhibitorsYKJournalloflBiologicallChemistryWK2018WK_gaWK_fffX_g[_5.4 31

165 SubXˆ¥ngstrˆ¶mKcryoXs KstructureKofKaKprionKprotofibrilKrevealsKaKpolarKclaspYKNaturelStructurallandl
MolecularlBiologyWK2018WK_cWK]a]X]ab 17.6 56

164 otomicXlevelKevidenceKforKpackingKandKpositionalKamyloidKpolymorphismKbyKsegmentKfromK₂rÅXbaK
öö _YKNaturelStructurallandlMolecularlBiologyWK2018WK_cWKa]]Xa]g 17.6 63

163 otomicKinsightsKintoKtheKgenesisKofKcellularKfilamentsKbyKglobularKproteinsYKNaturelStructurallandl
MolecularlBiologyWK2018WK_cWKe[cXe]b 17.6 4

162 computationKofKtheKÅrpKtoKauditKdiffractionKanisotropyKofKsolubleKandKmembraneKproteinsYKDatalinl
BriefWK2018WK]gWKecaXece 1.2 1

161 αltrafastK₂imeXöesolvedKStudiesKonKtluoresceinKforKöecognitionKStrandsKorchitectureKinKomyloidK
tibrilsYKJournalloflPhysicallChemistrylBWK2018WK]__WKfX]f 3.4 5

160 wnhibitingKamyloidX˛†KcytotoxicityKthroughKitsKinteractionKwithKtheKcellKsurfaceKreceptorKzilrp_KbyK
structureXbasedKdesignYKNaturelChemistryWK2018WK][WK]_]aX]__] 17.6 24

159 wdentificationKofKtwoKprincipalKamyloidXdrivingKsegmentsKinKvariableKdomainsKofKwgKlightKchainsKinK
systemicKlightXchainKamyloidosisYKJournalloflBiologicallChemistryWK2018WK_gaWK]gdcgX]gde] 5.4 19

158 qryoXs KofKfullXlengthK˛–XsynucleinKrevealsKfibrilKpolymorphsKwithKaKcommonKstructuralKkernelYK
NaturelCommunicationsWK2018WKgWKad[g 17.4 267

157 otomicKstructuresKofK₂rÅXbaKzqrKsegmentsKandKinsightsKintoKreversibleKorKpathogenicKaggregationYK
NaturelStructurallandlMolecularlBiologyWK2018WK_cWKbdaXbe] 17.6 116

156 StructuralKStudiesKofKomyloidKÅroteinsKatKtheK olecularKzevelYKAnnuallReviewloflBiochemistryWK2017WK
fdWKdgXgc 29.1 264

155 ₂heKcytotoxicKÅS ˛–aKrevealsKaKcrossX˛–KamyloidXlikeKfibrilYKScienceWK2017WKaccWKfa]Xfaa 33.3 154

154 otomicXresolutionKstructuresKfromKfragmentedKproteinKcrystalsKwithKtheKcryos KmethodK icrosrYK
NaturelMethodsWK2017WK]bWKaggXb[_ 21.6 109

153 tlowXalignedWKsingleXshotKfiberKdiffractionKusingKaKfemtosecondKXXrayKfreeXelectronKlaserYK
CytoskeletonWK2017WKebWKbe_Xbf] 2.4 10

152 otomicKstructureKofKaKtoxicWKoligomericKsegmentKofKS²r]KlinkedKtoKamyotrophicKlateralKsclerosisK
SozSTYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2017WK]]bWKfee[Xfeec11.5 60

151 qatastrophicKdisassemblyKofKactinKfilamentsKviaK icalXmediatedKoxidationYKNaturelCommunicationsWK
2017WKfWK_]fa 17.4 41

150 XXrayKdiffractionKrevealsKtheKintrinsicKdifferenceKinKtheKphysicalKpropertiesKofKmembraneKandKsolubleK
proteinsYKScientificlReportsWK2017WKeWK]e[]a 4.9 7

149 otomicKstructuresKofKfibrillarKsegmentsKofKhwoÅÅKsuggestKtightlyKmatedK˛†XsheetsKareKimportantKforK
cytotoxicityYKELifeWK2017WKdWK 8.9 76
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148 obKinitioKstructureKdeterminationKfromKprionKnanocrystalsKatKatomicKresolutionKbyK icrosrYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2016WK]]aWK]]_a_X]]_ad11.5 66

147 qrystalKStructuresKofKwoÅÅKomyloidogenicKSegmentsKöevealKaKNovelKÅackingK otifKofK
²utXofXöegisterKpetaKSheetsYKJournalloflPhysicallChemistrylBWK2016WK]_[WKcf][Xd 3.4 46

146 ristinctKqgorfe_XossociatedKripeptideKöepeatKStructuresKqorrelateKwithKNeuronalK₂oxicityYKPLoSl
ONEWK2016WK]]WKe[]dc[fb 3.7 24

145 qrystalKStructureKandKpioinformaticsKwnferredKtunctionKofKÅroteinKo_d]eKfromK ethylibiumK
petroleiphilumYKFASEBlJournalWK2016WKa[WKd[]Yg 0.9

144 qrystalKStructureKofKtheKStreptomycesKcoelicolorKSortaseKs]K₂ranspeptidaseKÅrovidesKwnsightKintoK
theKpindingK odeKofKtheKNovelKqlassKsKSortingKSignalYKPLoSlONEWK2016WK]]WKe[]deeda 3.7 15

143 ₂heKfunctionKofKtheKÅduxKmicrocompartmentKshellKproteinKisKdeterminedKbyKtheKgenomicKpositionKofK
itsKencodingKgeneYKMolecularlMicrobiologyWK2016WK][]WKee[Xfa 4.1 24

142 ₂hreeXrimensionalKreterminationKofKtheKqoordinatesKofKwndividualKotomsKinK aterialsYKMicroscopyl
andlMicroanalysisWK2016WK__WKg]dXg]e 0.5

141 ÅrogressKinKlowXresolutionKabKinitioKphasingKwithKqrowdÅhaseYKActalCrystallographicalSectionlD:l
StructurallBiologyWK2016WKe_WKbbdXca 5.5 3

140 reKnovoKphasingKwithKXXrayKlaserKrevealsKmosquitoKlarvicideKpinopKstructureYKNatureWK2016WKcagWKbaXbe 50.4 73

139 oKÅwwXzikeKÅroteinKöegulatedKbyKpicarbonatehKStructuralKandKpiochemicalKStudiesKofKtheK
qarboxysomeXossociatedKqÅwwKÅroteinYKJournalloflMolecularlBiologyWK2016WKb_fWKb[]aXb[a[ 6.5 8

138 wmplicationsKforKolzheimerRsKdiseaseKofKanKatomicKresolutionKstructureKofKamyloidX˛†S]Xb_TKfibrilsYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2016WK]]aWKgagfXb[[ 11.5 24

137 SelectiveKmolecularKtransportKthroughKtheKproteinKshellKofKaKbacterialKmicrocompartmentKorganelleYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2015WK]]_WK_gg[Xc 11.5 90

136 piochemicalKandKStructuralKpasisKforKqontrollingKqhemicalK odularityKinKtungalKÅolyketideK
piosynthesisYKJournalloflthelAmericanlChemicallSocietyWK2015WK]aeWKgffcXga 16.4 44

135 wndexingKamyloidKpeptideKdiffractionKfromKserialKfemtosecondKcrystallographyhKnewKalgorithmsKforK
sparseKpatternsYKActalCrystallographicalSectionlD:lBiologicallCrystallographyWK2015WKe]WKaceXdd 12

134 StructureKofKtheKongiotensinKreceptorKrevealedKbyKserialKfemtosecondKcrystallographyYKCellWK2015WK
]d]WKfaaXbb 56.2 262

133 ₂oxicityKofKeosinophilK pÅKisKrepressedKbyKintracellularKcrystallizationKandKpromotedKbyK
extracellularKaggregationYKMolecularlCellWK2015WKceWK][]]X][_] 17.6 62

132 ₂hreeXdimensionalKcoordinatesKofKindividualKatomsKinKmaterialsKrevealedKbyKelectron´ tomographyYK
NaturelMaterialsWK2015WK]bWK][ggX][a 27 131

131 αncoveringKtheK echanismKofKoggregationKofKvumanK₂ransthyretinYKJournalloflBiologicallChemistryWK
2015WK_g[WK_fga_Xba 5.4 85

(2015-2016)
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130 StructuralK²rganizationKofKwnsulinKtibrilsKpasedKonKÅolarizedKöamanKSpectroscopyhKsvaluationKofK
sxistingK odelsYKJournalloflthelAmericanlChemicallSocietyWK2015WK]aeWK]]a]_X_[ 16.4 22

129 StructureKofKtheKtoxicKcoreKofK˛–XsynucleinKfromKinvisibleKcrystalsYKNatureWK2015WKc_cWKbfdXg[ 50.4 393

128 StructuralKanalysisKofKmevalonateXaXkinaseKprovidesKinsightKintoKtheKmechanismsKofKisoprenoidK
pathwayKdecarboxylasesYKProteinlScienceWK2015WK_bWK_]_X_[ 6.3 13

127 wnhibitionKbyKsmallXmoleculeKligandsKofKformationKofKamyloidKfibrilsKofKanKimmunoglobulinKlightK
chainKvariableKdomainYKELifeWK2015WKbWKe][gac 8.9 36

126 SåuasiXTracemicKXXrayKstructuresKofKglycosylatedKandKnonXglycosylatedKformsKofKtheKchemokineK
SerXqqz]KpreparedKbyKtotalKchemicalKsynthesisYKAngewandtelChemiel-lInternationallEditionWK2014WKcaWKc]gbXf16.4 50

125 ₂heKroleKofKdistantKmutationsKandKallostericKregulationKonKzovrKactiveKsiteKdynamicsYKNaturel
ChemicallBiologyWK2014WK][WKba]Xd 11.7 132

124 tactorsKthatKdriveKpeptideKassemblyKfromKnativeKtoKamyloidKstructureshKexperimentalKandK
theoreticalKanalysisKofK[leuXc]XenkephalinKmutantsYKJournalloflPhysicallChemistrylBWK2014WK]]fWKe_beXcd 3.4 23

123
ÅroteinKcrystalKstructureKobtainedKatK_YgKˆ�KresolutionKfromKinjectingKbacterialKcellsKintoKanKXXrayK
freeXelectronKlaserKbeamYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaWK2014WK]]]WK]_edgXeb

11.5 84

122 wdentificationKofKaKuniqueKteXSKclusterKbindingKsiteKinKaKglycylXradicalKtypeKmicrocompartmentKshellK
proteinYKJournalloflMolecularlBiologyWK2014WKb_dWKa_feXaa[b 6.5 16

121 olanineKscanningKmutagenesisKidentifiesKanKasparagineXarginineXlysineKtriadKessentialKtoKassemblyK
ofKtheKshellKofKtheKÅduKmicrocompartmentYKJournalloflMolecularlBiologyWK2014WKb_dWK_a_fXbc 6.5 46

120 SåuasiXTöacemicKXXrayKStructuresKofKulycosylatedKandKNonXulycosylatedKtormsKofKtheKqhemokineK
SerXqqz]KÅreparedKbyK₂otalKqhemicalKSynthesisYKAngewandtelChemieWK2014WK]_dWKc_gbXc_gf 3.6 11

119 StructuralKandKcomputationalKstudiesKofKtheKStaphylococcusKaureusKsortaseKpXsubstrateKcomplexK
revealKaKsubstrateXstabilizedKoxyanionKholeYKJournalloflBiologicallChemistryWK2014WK_fgWKffg]Xg[_ 5.4 29

118
oggregationXtriggeringKsegmentsKofKS²r]KfibrilKformationKsupportKaKcommonKpathwayKforKfamilialK
andKsporadicKozSYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK
2014WK]]]WK]geX_[]

11.5 92

117 StructureXbasedKdesignKofKfunctionalKamyloidKmaterialsYKJournalloflthelAmericanlChemicallSocietyWK
2014WK]adWK]f[bbXc] 16.4 82

116 NovelKmechanismKofKheminKcaptureKbyKvbp_WKtheKhemoglobinXbindingKhemophoreKfromKzisteriaK
monocytogenesYKJournalloflBiologicallChemistryWK2014WK_fgWKabffdXgg 5.4 23

115 tormationKofKamyloidKfibersKbyKmonomericKlightKchainKvariableKdomainsYKJournalloflBiologicall
ChemistryWK2014WK_fgWK_ec]aX_c 5.4 25

114
StructureKofKtheKmethanofuranZmethanopterinXbiosyntheticKenzymeK x][ggKfromK
 ethanocaldococcusKjannaschiiYKActalCrystallographicalSectionlF,lStructurallBiologylCommunications
WK2014WKe[WK]be_Xg

1.1 2

113 ₂heKstructuredKcoreKdomainKofK˛–pXcrystallinKcanKpreventKamyloidKfibrillationKandKassociatedKtoxicityYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2014WK]]]WKs]cd_Xe[ 11.5 154
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112 qrowdÅhasehKcrowdsourcingKtheKphaseKproblemYKActalCrystallographicalSectionlD:lBiologicall
CrystallographyWK2014WKe[WK]cafXbf 8

111  ethodsKtoKrefineKmacromolecularKstructuresKinKcasesKofKsevereKdiffractionKanisotropyYKMethodslinl
MolecularlBiologyWK2014WK][g]WK_[cX]b 1.4 7

110 ₂owardsKthreeXdimensionalKstructuralKdeterminationKofKamorphousKmaterialsKatKatomicKresolutionYK
PhysicallReviewlBWK2013WKffWK 3.3 15

109 αncoveringKtheKenzymesKthatKcatalyzeKtheKfinalKstepsKinKoxytetracyclineKbiosynthesisYKJournalloflthel
AmericanlChemicallSocietyWK2013WK]acWKe]afXb] 16.4 61

108 omyloidKStructuresKatKtheKotomicKzevelhKwnsightsKfromKqrystallographyK2013WK_]Xaf

107 StructureKandKflexibilityKofKnanoscaleKproteinKcagesKdesignedKbyKsymmetricKselfXassemblyYKJournall
oflthelAmericanlChemicallSocietyWK2013WK]acWKeeafXba 16.4 76

106 veterologousKexpressionKofKmycobacterialKssxKcomplexesKinKsscherichiaKcoliKforKstructuralKstudiesKisK
facilitatedKbyKtheKuseKofKmaltoseKbindingKproteinKfusionsYKPLoSlONEWK2013WKfWKef]eca 3.7 15

105 ²utXofXregisterK˛†XsheetsKsuggestKaKpathwayKtoKtoxicKamyloidKaggregatesYKProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2012WK][gWK_[g]aXf 11.5 149

104 ₂heKcrystalKstructureKofKtheKöv[a[]Xöv[a[[KβappqXaKtoxinXantitoxinKcomplexKfromK YKtuberculosisK
revealsKaK g´†VKionKinKtheKactiveKsiteKandKaKputativeKöNoXbindingKsiteYKProteinlScienceWK2012WK_]WK]ecbXde 6.3 46

103 qellXfreeKformationKofKöNoKgranuleshKlowKcomplexityKsequenceKdomainsKformKdynamicKfibersKwithinK
hydrogelsYKCellWK2012WK]bgWKecaXde 56.2 1300

102 StructuralKstatesKandKdynamicsKofKtheKrXloopKinKactinYKBiophysicallJournalWK2012WK][aWKga[Xg 2.9 32

101 SingleXwavelengthKphasingKstrategyKforKquasiXracemicKproteinKcrystalKdiffractionKdataYKActal
CrystallographicalSectionlD:lBiologicallCrystallographyWK2012WKdfWKd_Xf 9

100 öibonucleaseKoKsuggestsKhowKproteinsKselfXchaperoneKagainstKamyloidKfiberKformationYKProteinl
ScienceWK2012WK_]WK_dXae 6.3 21

99 otomicKviewKofKaKtoxicKamyloidKsmallKoligomerYKScienceWK2012WKaacWK]__fXa] 33.3 440

98 qomputationalKdesignKofKselfXassemblingKproteinKnanomaterialsKwithKatomicKlevelKaccuracyYKScienceWK
2012WKaadWK]]e]Xb 33.3 473

97  ultipleKformsKofKSpireXactinKcomplexesKandKtheirKfunctionalKconsequencesYKJournalloflBiologicall
ChemistryWK2012WK_feWK][dfbX][dg_ 5.4 20

96 ˛†â��XmicroglobulinKformsKthreeXdimensionalKdomainXswappedKamyloidKfibrilsKwithKdisulfideKlinkagesYK
NaturelStructurallandlMolecularlBiologyWK2011WK]fWKbgXcc 17.6 93

95 qharacteristicsKofKamyloidXrelatedKoligomersKrevealedKbyKcrystalKstructuresKofKmacrocyclicK˛†XsheetK
mimicsYKJournalloflthelAmericanlChemicallSocietyWK2011WK]aaWKdeadXbb 16.4 73

(2011-2014)
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94  olecularKbasisKforKamyloidXbetaKpolymorphismYKProceedingsloflthelNationallAcademyloflScienceslofl
thelUnitedlStatesloflAmericaWK2011WK][fWK]dgafXba 11.5 306

93 SyntheticKsymmetrizationKinKtheKcrystallizationKandKstructureKdeterminationKofKqeloKfromK
₂hermotogaKmaritimaYKProteinlScienceWK2011WK_[WK]dfXef 6.3 18

92 StructuresKofKsegmentsKofK˛–XsynucleinKfusedKtoKmaltoseXbindingKproteinKsuggestKintermediateK
statesKduringKamyloidKformationYKProteinlScienceWK2011WK_[WKggdX][[b 6.3 22

91 onKapproachKtoKcrystallizingKproteinsKbyKmetalXmediatedKsyntheticKsymmetrizationYKProteinlScienceWK
2011WK_[WK]fedXg[ 6.3 54

90 qrystalKstructureKofKtheKcentralKcoiledXcoilKdomainKfromKhumanKliprinX˛†_YKBiochemistryWK2011WKc[WKaf[eX]c 3.2 2

89  acrocyclicK˛†XsheetKpeptidesKthatKinhibitKtheKaggregationKofKaKtauXproteinXderivedKhexapeptideYK
JournalloflthelAmericanlChemicallSocietyWK2011WK]aaWKa]bbXce 16.4 98

88 otomicKstructuresKsuggestKdeterminantsKofKtransmissionKbarriersKinKmammalianKprionKdiseaseYK
BiochemistryWK2011WKc[WK_bcdXda 3.2 45

87 riscoveryKandKcharacterizationKofKaKuniqueKmycobacterialKhemeKacquisitionKsystemYKProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2011WK][fWKc[c]Xd 11.5 152

86 StructuralKandKbiochemicalKcharacterizationKofKtheKsalicylylXacyltranferaseKSsfXaKfromKaKtetracyclineK
biosyntheticKpathwayYKJournalloflBiologicallChemistryWK2011WK_fdWKb]cagXb]cc] 5.4 12

85 ₂owardsKaKpharmacophoreKforKamyloidYKPLoSlBiologyWK2011WKgWKe][[][f[ 9.7 159

84 StructuralKinsightKintoKtheKmechanismsKofKtransportKacrossKtheKSalmonellaKentericaKÅduK
microcompartmentKshellYKJournalloflBiologicallChemistryWK2010WK_fcWKaefafXbd 5.4 108

83 onKintroductionKtoKbiomolecularKgraphicsYKPLoSlComputationallBiologyWK2010WKdWKe][[[g]f 5 30

82
qrystallographicKstudiesKofKprionKproteinKSÅrÅTKsegmentsKsuggestKhowKstructuralKchangesKencodedK
byKpolymorphismKatKresidueK]_gKmodulateKsusceptibilityKtoKhumanKprionKdiseaseYKJournallofl
BiologicallChemistryWK2010WK_fcWK_gde]Xc

5.4 50

81 StructureKandKmechanismsKofKaKproteinXbasedKorganelleKinKsscherichiaKcoliYKScienceWK2010WKa_eWKf]Xb 33.3 171

80 ₂otalKchemicalKsynthesisKandKXXrayKstructureKofKkaliotoxinKbyKracemicKproteinKcrystallographyYK
ChemicallCommunicationsWK2010WKbdWKf]ebXd 5.8 42

79 XXrayKcrystallographicKstructureKofKanKartificialKbetaXsheetKdimerYKJournalloflthelAmericanlChemicall
SocietyWK2010WK]a_WK]]d__Xf 16.4 36

78 ₂woKamyloidKStatesKofKtheKprionKproteinKdisplayKsignificantlyKdifferentKfoldingKpatternsYKJournallofl
MolecularlBiologyWK2010WKb[[WKg[fX_] 6.5 56

77  ultidimensionalKstructureXactivityKrelationshipKofKaKproteinKinKitsKaggregatedKstatesYKAngewandtel
Chemiel-lInternationallEditionWK2010WKbgWKag[bXf 16.4 46
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76 opoKandKligandXboundKstructuresKofK odoKfromKtheKarchaeonK ethanosarcinaKacetivoransYKActal
CrystallographicalSectionlF:lStructurallBiologylCommunicationsWK2010WKddWK_b_Xc[ 11

75 qrystalKstructuresKofKtruncatedKalphaoKandKalphapKcrystallinsKrevealKstructuralKmechanismsKofK
polydispersityKimportantKforKeyeKlensKfunctionYKProteinlScienceWK2010WK]gWK][a]Xba 6.3 244

74 StructureKofKtheKdimerizationKdomainKofKriueorgeKcriticalKregionKfYKProteinlScienceWK2010WK]gWK]acbXdc 6.3 45

73 reterminationKofKtheKXXrayKstructureKofKtheKsnakeKvenomKproteinKomwaprinKbyKtotalKchemicalK
synthesisKandKracemicKproteinKcrystallographyYKProteinlScienceWK2010WK]gWK]fb[Xg 6.3 45

72 otomicKstructuresKofKwoÅÅKSamylinTKfusionsKsuggestKaKmechanismKforKfibrillationKandKtheKroleKofK
insulinKinKtheKprocessYKProteinlScienceWK2009WK]fWK]c_]Xa[ 6.3 172

71 StructureKofKaKmutantKhumanKpurineKnucleosideKphosphorylaseKwithKtheKprodrugWK
_XfluoroX_RXdeoxyadenosineKandKtheKcytotoxicKdrugWK_XfluoroadenineYKProteinlScienceWK2009WK]fWK]][eX]b 6.3 10

70 onalysisKofKlatticeXtranslocationKdisorderKinKtheKlayeredKhexagonalKstructureKofKcarboxysomeKshellK
proteinKqsoS]qYKActalCrystallographicalSectionlD:lBiologicallCrystallographyWK2009WKdcWKgf[Xf 33

69  olecularKmechanismsKforKproteinXencodedKinheritanceYKNaturelStructurallandlMolecularlBiologyWK
2009WK]dWKgeaXf 17.6 218

68 rirectedKevolutionKandKstructuralKcharacterizationKofKaKsimvastatinKsynthaseYKChemistrylandlBiologyWK
2009WK]dWK][dbXeb 63

67 tunctionalKamyloidsKasKnaturalKstorageKofKpeptideKhormonesKinKpituitaryKsecretoryKgranulesYKScience
WK2009WKa_cWKa_fXa_ 33.3 728

66  olecularKbasisKforKinsulinKfibrilKassemblyYKProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericaWK2009WK][dWK]fgg[Xc 11.5 290

65 qrystalKstructureKofKhumanKfibrinogenYKBiochemistryWK2009WKbfWKafeeXfd 3.2 231

64 wnsightsKfromKmultipleKstructuresKofKtheKshellKproteinsKfromKtheKbetaXcarboxysomeYKProteinlScienceWK
2009WK]fWK][fX_[ 6.3 78

63 öegulationKofKenzymeKlocalizationKbyKpolymerizationhKpolymerKformationKbyKtheKSo KdomainKofK
diacylglycerolKkinaseKdelta]YKStructureWK2008WK]dWKaf[Xe 5.2 53

62 StructureKofKtheKÅduαKshellKproteinKfromKtheKÅduKmicrocompartmentKofKSalmonellaYKStructureWK2008
WK]dWK]a_bXa_ 5.2 82

61 otomicXlevelKmodelsKofKtheKbacterialKcarboxysomeKshellYKScienceWK2008WKa]gWK][faXd 33.3 310

60 otomicKstructureKofKtheKcrossXbetaKspineKofKisletKamyloidKpolypeptideKSamylinTYKProteinlScienceWK2008
WK]eWK]bdeXeb 6.3 281

59 StructuresKandKfunctionalKimplicationsKofKanKo ÅXbindingKcystathionineKbetaXsynthaseKdomainK
proteinKfromKaKhyperthermophilicKarchaeonYKJournalloflMolecularlBiologyWK2008WKaf[WK]f]Xg_ 6.5 22

(2008-2010)
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58 ₂heK₂imfX₂im]aKcomplexKhasKmultipleKsubstrateKbindingKsitesKandKbindsKcooperativelyKtoK₂im_aYK
JournalloflMolecularlBiologyWK2008WKaf_WK]]bbXcd 6.5 53

57 oKdoubleKSKshapeKprovidesKtheKstructuralKbasisKforKtheKextraordinaryKbindingKspecificityKofKrscamK
isoformsYKCellWK2008WK]abWK][[eX]f 56.2 86

56 pacterialKinclusionKbodiesKcontainKamyloidXlikeKstructureYKPLoSlBiologyWK2008WKdWKe]gc 9.7 159

55
qonnectingKactinKmonomersKbyKisoXpeptideKbondKisKaKtoxicityKmechanismKofKtheKβibrioKcholeraeK
 oö₂XKtoxinYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2008WK
][cWK]fcaeXb_

11.5 57

54  ultipleKcrystalKstructuresKofKactinKdimersKandKtheirKimplicationsKforKinteractionsKinKtheKactinK
filamentYKActalCrystallographicalSectionlD:lBiologicallCrystallographyWK2008WKdbWKbcbXdc 16

53 StructureKofKtheKöupisq²KchaperoneKöbcXKfromKSynechocystisKspYKÅqqdf[aYKActalCrystallographical
SectionlD:lBiologicallCrystallographyWK2007WKdaWK]][gX]_ 16

52 otomicKstructuresKofKamyloidKcrossXbetaKspinesKrevealKvariedKstericKzippersYKNatureWK2007WKbbeWKbcaXe 50.4 1785

51 StructuralKanalysisKofKqsoS]oKandKtheKproteinKshellKofKtheKvalothiobacillusKneapolitanusK
carboxysomeYKPLoSlBiologyWK2007WKcWKe]bb 9.7 118

50 qharacterizingKaKcrystalKfromKanKinitialKnativeKdatasetYKMethodslinlMolecularlBiologyWK2007WKadbWKgcX]_[ 1.4 10

49 repositionKdiseasesKandKarKdomainKswappingYKStructureWK2006WK]bWKf]]X_b 5.2 180

48
₂owardKtheKstructuralKgenomicsKofKcomplexeshKcrystalKstructureKofKaKÅsZÅÅsKproteinKcomplexKfromK
 ycobacteriumKtuberculosisYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaWK2006WK][aWKf[d[Xc

11.5 602

47 ₂heKstructureKofKbetaXcarbonicKanhydraseKfromKtheKcarboxysomalKshellKrevealsKaKdistinctKsubclassK
withKoneKactiveKsiteKforKtheKpriceKofKtwoYKJournalloflBiologicallChemistryWK2006WK_f]WKecbdXcc 5.4 133

46 ₂heKcrystalKstructureKofKtheKprimaryKqa_VKsensorKofKtheKNaVZqa_VKexchangerKrevealsKaKnovelKqa_VK
bindingKmotifYKJournalloflBiologicallChemistryWK2006WK_f]WK_]ceeX_]cf] 5.4 88

45 qrystalKStructureKöefinementK2006WK 224

44 ₂heKstructuralKbiologyKofKproteinKaggregationKdiseaseshKtundamentalKquestionsKandKsomeKanswersYK
AccountsloflChemicallResearchWK2006WKagWKcdfXec 24.3 153

43 öegulationKbyKoligomerizationKinKaKmycobacterialKfolateKbiosyntheticKenzymeYKJournalloflMolecularl
BiologyWK2005WKabgWKd]Xe_ 6.5 32

42 StructureKofKtheKcrossXbetaKspineKofKamyloidXlikeKfibrilsYKNatureWK2005WKbacWKeeaXf 50.4 1791

41 omyloidXlikeKfibrilsKofKribonucleaseKoKwithKthreeXdimensionalKdomainXswappedKandKnativeXlikeK
structureYKNatureWK2005WKbaeWK_ddXg 50.4 224
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40 qrystalKstructuresKofKaKtetrahedralKopenKporeKferritinKfromKtheKhyperthermophilicKarchaeonK
orchaeoglobusKfulgidusYKStructureWK2005WK]aWKdaeXbf 5.2 98

39 qrystalKstructureKofKaKöupisq²XlikeKproteinKfromKtheKgreenKsulfurKbacteriumKqhlorobiumKtepidumYK
StructureWK2005WK]aWKeegXfg 5.2 31

38 qrystalKstructureKofKtheKrestrictionXmodificationKsystemKcontrolKelementKqYpcllKandKmappingKofKitsK
bindingKsiteYKStructureWK2005WK]aWK]faeXbe 5.2 27

37 ₂heK]Ye[KangstromsKXXrayKcrystalKstructureKofK ycobacteriumKtuberculosisKphosphoglycerateK
mutaseYKActalCrystallographicalSectionlD:lBiologicallCrystallographyWK2005WKd]WKa[gX]c 10

36 ₂heKcrystalKstructureKofKaKcrossXlinkedKactinKdimerKsuggestsKaKdetailedKmolecularKinterfaceKinKtXactinYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2005WK][_WK]a][cX][ 11.5 51

35 StructuralKorganizationKofKaKSexXcombXonXmidlegZpolyhomeoticKcopolymerYKJournalloflBiologicall
ChemistryWK2005WK_f[WK_eedgXec 5.4 67

34 ÅroteinKstructuresKformingKtheKshellKofKprimitiveKbacterialKorganellesYKScienceWK2005WKa[gWKgadXf 33.3 354

33 onKamyloidXformingKsegmentKofKbeta_XmicroglobulinKsuggestsKaKmolecularKmodelKforKtheKfibrilYK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2004WK][]WK][cfbXg 11.5 209

32 rerepressionKbyKdepolymerizationiKstructuralKinsightsKintoKtheKregulationKofKYanKbyK aeYKCellWK2004WK
]]fWK]daXea 56.2 80

31 qrystalKstructureKofKtheK ycobacteriumKtuberculosisKdα₂ÅasehKinsightsKintoKtheKcatalyticK
mechanismYKJournalloflMolecularlBiologyWK2004WKab]WKc[aX]e 6.5 71

30
StructuralKandKsÅöKcharacterizationKofKtheKsolubleKformKofKcytochromeKcXcc[KandKofKtheKpsbβ_KgeneK
productKfromKtheKcyanobacteriumK₂hermosynechococcusKelongatusYKPlantlandlCelllPhysiologyWK2003
WKbbWKdgeXe[d

4.9 34

29 ₂heKcrystalKstructureKofKaKcyanobacterialKwaterXsolubleKcarotenoidKbindingKproteinYKStructureWK2003WK
]]WKccXdc 5.2 191

28 ₂heKcrystalKstructureKofKtheKfirstKenzymeKinKtheKpantothenateKbiosyntheticKpathwayWKketopantoateK
hydroxymethyltransferaseWKfromK KtuberculosisYKStructureWK2003WK]]WKecaXdb 5.2 32

27
StructureKofKsuperoxideKdismutaseKfromKÅyrobaculumKaerophilumKpresentsKaKchallengingKcaseKinK
molecularKreplacementKwithKmultipleKmoleculesWKpseudoXsymmetryKandKtwinningYKActal
CrystallographicalSectionlD:lBiologicallCrystallographyWK2003WKcgWK_]g]Xg

16

26 uranulysinKcrystalKstructureKandKaKstructureXderivedKlyticKmechanismYKJournalloflMolecularlBiologyWK
2003WKa_cWKaccXdc 6.5 131

25 ₂heKcrystalKstructureKofKtheKbifunctionalKprimaseXhelicaseKofKbacteriophageK₂eYKMolecularlCellWK2003WK
]_WK]]]aX_a 17.6 123

24 qrystalKstructureKofKaKmajorKsecretedKproteinKofK ycobacteriumKtuberculosisX Å₂daKatK]YcXoK
resolutionYKProteinlScienceWK2002WK]]WK_ffeXga 6.3 32

23 StructureKofKaKNudixKproteinKfromKÅyrobaculumKaerophilumKrevealsKaKdimerKwithKtwoKintersubunitK
betaXsheetsYKActalCrystallographicalSectionlD:lBiologicallCrystallographyWK2002WKcfWKce]Xf 15

(2002-2005)
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22 StructureKofKcytochromeKcdKfromKorthrospiraKmaximahKanKassemblyKofK_bKsubunitsKinKaKnearlyK
symmetricKshellYKActalCrystallographicalSectionlD:lBiologicallCrystallographyWK2002WKcfWK]][bX][ 4

21 rimerizationKallowsKrNoKtargetKsiteKrecognitionKbyKtheKNarzKresponseKregulatorYKNaturelStructurall
BiologyWK2002WKgWKee]Xf 137

20 qrystalKstructureKofKhumanKzXisoaspartylKmethyltransferaseYKJournalloflBiologicallChemistryWK2002WK
_eeWK][db_Xd 5.4 20

19 ₂hiolXdisulfideKexchangeKinKanKimmunoglobulinXlikeKfoldhKstructureKofKtheKNXterminalKdomainKofK
rsbrYKBiochemistryWK2002WKb]WKdg_[Xe 3.2 62

18 StructuralKbasisKofKnonXspecificKlipidKbindingKinKmaizeKlipidXtransferKproteinKcomplexesKrevealedKbyK
highXresolutionKXXrayKcrystallographyYKJournalloflMolecularlBiologyWK2001WKa[fWK_daXef 6.5 145

17 qrystalKstructureKofKaKproteinKrepairKmethyltransferaseKfromKÅyrococcusKfuriosusKwithKitsK
zXisoaspartylKpeptideKsubstrateYKJournalloflMolecularlBiologyWK2001WKa]aWK]][aX]d 6.5 50

16 StructuresKofKcytochromeKcXcbgKandKcytochromeKcdKfromKtheKcyanobacteriumKorthrospiraKmaximaYK
BiochemistryWK2001WKb[WKg_]cX_c 3.2 61

15 qrystalKstructureKofK₂eKgeneKbKringKhelicaseKindicatesKaKmechanismKforKsequentialKhydrolysisKofK
nucleotidesYKCellWK2000WK][]WKcfgXd[[ 56.2 427

14 onKopenKandKclosedKcaseKforKallKpolymerasesYKStructureWK1999WKeWKöa]Xc 5.2 258

13 qrystalKstructureKofKtheKhelicaseKdomainKfromKtheKreplicativeKhelicaseXprimaseKofKbacteriophageK₂eYK
CellWK1999WKggWK]deXee 56.2 256

12 qrystalKstructuresKofKhumanKrNoKpolymeraseKbetaKcomplexedKwithKgappedKandKnickedKrNohK
evidenceKforKanKinducedKfitKmechanismYKBiochemistryWK1997WKadWK]]_[cX]c 3.2 582

11 zoopKandKsubdomainKmovementsKinKtheKmechanismKofKsscherichiaKcoliKdihydrofolateKreductasehK
crystallographicKevidenceYKBiochemistryWK1997WKadWKcfdXd[a 3.2 581

10 oKstructuralKbasisKforKmetalKionKmutagenicityKandKnucleotideKselectivityKinKhumanKrNoKpolymeraseK
betaYKBiochemistryWK1996WKacWK]_ed_Xee 3.2 158

9 qharacterizationKofKtheKmetalKionKbindingKhelixXhairpinXhelixKmotifsKinKhumanKrNoKpolymeraseKbetaK
byKXXrayKstructuralKanalysisYKBiochemistryWK1996WKacWK]_eefXfe 3.2 80

8 qrystalKstructuresKofKhumanKrNoKpolymeraseKbetaKcomplexedKwithKrNohKimplicationsKforKcatalyticK
mechanismWKprocessivityWKandKfidelityYKBiochemistryWK1996WKacWK]_eb_Xd] 3.2 256

7 qrystallizationKofKtheKoKalphaKsubunitKofKproteinKphosphataseK_oYKProteinlScienceWK1996WKcWK]]gfX_[[ 6.3 1

6 wsomorphousKcrystalKstructuresKofKsscherichiaKcoliKdihydrofolateKreductaseKcomplexedKwithKfolateWK
cXdeazafolateWKandKcW][XdideazatetrahydrofolatehKmechanisticKimplicationsYKBiochemistryWK1995WKabWK_e][X_a3.2 71

5 qryoXs KStructuresKofKtourKÅolymorphicK₂rÅXbaKomyloidKqores 1

Michael R Sawaya
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4 ₂heKcryos KstructureKofKtheKfibrilXformingKlowXcomplexityKdomainKofKhnöNÅo_KrevealsKdistinctK
differencesKfromKpathogenicKamyloidKandKshowsKhowKmutationKconvertsKitKtoKtheKpathogenicKform 1

3 vomochiralKandKracemicK icrosrKstructuresKofKaKpeptideKfromKtheKiceKnucleationKproteinKwnaZ 2

2 qryoXs KstructuresKofK˛–XsynucleinKfibrilsKwithKtheKvc[åKhereditaryKmutationKrevealKnewKpolymorphs 2

1 wdentifyingKamyloidXrelatedKdiseasesKbyKmappingKmutationsKinKlowXcomplexityKproteinKdomainsKtoK
pathologiesYKNaturelStructurallandlMolecularlBiologyW 17.6 1
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