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196 ~wTunMaMtoolMforMgenomeawideMcomplexMtraitManalysisbMAmericanfJournalfoffHumanfGeneticsYM2011YMllYMkjalf11 3838

195 wommonMSNPsMexplainMaMlargeMproportionMofMtheMheritabilityMforMhumanMheightbMNaturefGeneticsYM
2010YMhfYMijiam 36.3 2935

194 ~eneticMstudiesMofMbodyMmassMindexMyieldMnewMinsightsMforMobesityMbiologybMNatureYM2015YMielYMemkafdj 50.4 2687

193 ussociationManalysesMofMfhmYkmjMindividualsMrevealMelMnewMlociMassociatedMwithMbodyMmassMindexbM
NaturefGeneticsYM2010YMhfYMmgkahl 36.3 2267

192 LxMScoreMregressionMdistinguishesMconfoundingMfromMpolygenicityMinMgenomeawideMassociationM
studiesbMNaturefGeneticsYM2015YMhkYMfmeai 36.3 2096

191 edMYearsMofM~WuSMxiscoverynMviologyYMzunctionYMandMTranslationbMAmericanfJournalfoffHumanf
GeneticsYM2017YMedeYMiaff 11 1651

190 ziveMyearsMofM~WuSMdiscoverybMAmericanfJournalfoffHumanfGeneticsYM2012YMmdYMkafh 11 1635

189  undredsMofMvariantsMclusteredMinMgenomicMlociMandMbiologicalMpathwaysMaffectMhumanMheightbM
NatureYM2010YMhjkYMlgfal 50.4 1514

188 ~eneticsMofMrheumatoidMarthritisMcontributesMtoMbiologyMandMdrugMdiscoverybMNatureYM2014YMidjYMgkjale 50.4 1426

187 xefiningMtheMroleMofMcommonMvariationMinMtheMgenomicMandMbiologicalMarchitectureMofMadultMhumanM
heightbMNaturefGeneticsYM2014YMhjYMeekgalj 36.3 1339

186 ~enomeawideMassociationManalysesMidentifyMhhMriskMvariantsMandMrefineMtheMgeneticMarchitectureMofM
majorMdepressionbMNaturefGeneticsYM2018YMidYMjjlajle 36.3 1301

185 ~eneMdiscoveryMandMpolygenicMpredictionMfromMaMgenomeawideMassociationMstudyMofMeducationalM
attainmentMinMebeMmillionMindividualsbMNaturefGeneticsYM2018YMidYMeeefaeefe 36.3 950

184 IntegrationMofMsummaryMdataMfromM~WuSMandMeQTLMstudiesMpredictsMcomplexMtraitMgeneMtargetsbM
NaturefGeneticsYM2016YMhlYMhleak 36.3 929

183 NewMgeneticMlociMlinkMadiposeMandMinsulinMbiologyMtoMbodyMfatMdistributionbMNatureYM2015YMielYMelkaemj 50.4 920

182 ~enomeawideMassociationMstudyMidentifiesMkhMlociMassociatedMwithMeducationalMattainmentbMNatureYM
2016YMiggYMigmahf 50.4 850

181 wonditionalMandMjointMmultipleaSNPManalysisMofM~WuSMsummaryMstatisticsMidentifiesMadditionalM
variantsMinfluencingMcomplexMtraitsbMNaturefGeneticsYM2012YMhhYMgjmakiYMSeag 36.3 813

180 TheMUKedKMprojectMidentifiesMrareMvariantsMinMhealthMandMdiseasebMNatureYM2015YMifjYMlfamd 50.4 776
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179 MetaaanalysisMidentifiesMegMnewMlociMassociatedMwithMwaistahipMratioMandMrevealsMsexualMdimorphismM
inMtheMgeneticMbasisMofMfatMdistributionbMNaturefGeneticsYM2010YMhfYMmhmajd 36.3 724

178 MetaaanalysisMofMgenomeawideMassociationMstudiesMforMheightMandMbodyMmassMindexMinM~kdddddM
individualsMofMyuropeanMancestrybMHumanfMolecularfGeneticsYM2018YMfkYMgjheagjhm 5.6 711

177 ~enomeMpartitioningMofMgeneticMvariationMforMcomplexMtraitsMusingMcommonMSNPsbMNaturefGeneticsYM
2011YMhgYMiemafi 36.3 659

176 ModelingMLinkageMxisequilibriumMIncreasesMuccuracyMofMPolygenicMRiskMScoresbMAmericanfJournalfoff
HumanfGeneticsYM2015YMmkYMikjamf 11 649

175 ~eneticMvariantsMassociatedMwithMsubjectiveMwellabeingYMdepressiveMsymptomsYMandMneuroticismM
identifiedMthroughMgenomeawideManalysesbMNaturefGeneticsYM2016YMhlYMjfhagg 36.3 602

174 IdentificationMofMnovelMriskMlociYMcausalMinsightsYMandMheritableMriskMforMParkinsonTsMdiseasenMaM
metaaanalysisMofMgenomeawideMassociationMstudiesbMLancetfNeurologytfTheYM2019YMelYMedmeaeedf 24.1 562

173 IdentificationMofMmultipleMriskMvariantsMforMankylosingMspondylitisMthroughMhighadensityMgenotypingM
ofMimmunearelatedMlocibMNaturefGeneticsYM2013YMhiYMkgdal 36.3 551

172 ~eneticMvarianceMestimationMwithMimputedMvariantsMfindsMnegligibleMmissingMheritabilityMforMhumanM
heightMandMbodyMmassMindexbMNaturefGeneticsYM2015YMhkYMeeehafd 36.3 522

171 udvantagesMandMpitfallsMinMtheMapplicationMofMmixedamodelMassociationMmethodsbMNaturefGeneticsYM
2014YMhjYMeddaj 36.3 520

170 viologicalMinterpretationMofMgenomeawideMassociationMstudiesMusingMpredictedMgeneMfunctionsbM
NaturefCommunicationsYM2015YMjYMilmd 17.4 489

169 ystimatingMtheMproportionMofMvariationMinMsusceptibilityMtoMschizophreniaMcapturedMbyMcommonMSNPsbM
NaturefGeneticsYM2012YMhhYMfhkaid 36.3 471

168 PitfallsMofMpredictingMcomplexMtraitsMfromMSNPsbMNaturefReviewsfGeneticsYM2013YMehYMidkaei 30.1 457

167 ~eneticMmechanismsMofMcriticalMillnessMinMwOVIxaembMNatureYM2021YMimeYMmfaml 50.4 451

166 ~enomeawideMmetaaanalysisMidentifiesMeeMnewMlociMforManthropometricMtraitsMandMprovidesMinsightsM
intoMgeneticMarchitecturebMNaturefGeneticsYM2013YMhiYMideaef 36.3 437

165 wausalMassociationsMbetweenMriskMfactorsMandMcommonMdiseasesMinferredMfromM~WuSMsummaryMdatabM
NaturefCommunicationsYM2018YMmYMffh 17.4 346

164 QTLNetworknMmappingMandMvisualizingMgeneticMarchitectureMofMcomplexMtraitsMinMexperimentalM
populationsbMBioinformaticsYM2008YMfhYMkfeag 7.2 339

163 TheMtranscriptionalMlandscapeMofMageMinMhumanMperipheralMbloodbMNaturefCommunicationsYM2015YMjYMlikd 17.4 335

162 ~enomicMinflationMfactorsMunderMpolygenicMinheritancebMEuropeanfJournalfoffHumanfGeneticsYM2011YM
emYMldkaef 5.3 335
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161 ~enomeawideMassociationManalysesMidentifyMnewMriskMvariantsMandMtheMgeneticMarchitectureMofM
amyotrophicMlateralMsclerosisbMNaturefGeneticsYM2016YMhlYMedhgal 36.3 328

160 zTOMgenotypeMisMassociatedMwithMphenotypicMvariabilityMofMbodyMmassMindexbMNatureYM2012YMhmdYMfjkakf 50.4 304

159 SexastratifiedMgenomeawideMassociationMstudiesMincludingMfkdYdddMindividualsMshowMsexualM
dimorphismMinMgeneticMlociMforManthropometricMtraitsbMPLoSfGeneticsYM2013YMmYMeeddgidd 6 277

158 ~enomeawideMassociationManalysesMidentifyMehgMriskMvariantsMandMputativeMregulatoryMmechanismsM
forMtypeMfMdiabetesbMNaturefCommunicationsYM2018YMmYMfmhe 17.4 262

157 ~enomeawideMassociationManalysesMofMriskMtoleranceMandMriskyMbehaviorsMinMoverMeMmillionMindividualsM
identifyMhundredsMofMlociMandMsharedMgeneticMinfluencesbMNaturefGeneticsYM2019YMieYMfhiafik 36.3 259

156 MetaaanalysisMofMgenomeawideMassociationMstudiesMforMbodyMfatMdistributionMinMjmh´ jhmMindividualsMofM
yuropeanMancestrybMHumanfMolecularfGeneticsYM2019YMflYMejjaekh 5.6 258

155 SeventyafiveMgeneticMlociMinfluencingMtheMhumanMredMbloodMcellbMNatureYM2012YMhmfYMgjmaki 50.4 257

154 MappingMtheMgeneticMarchitectureMofMcomplexMtraitsMinMexperimentalMpopulationsbMBioinformaticsYM
2007YMfgYMeifkagj 7.2 253

153 TheMgeneticMinterpretationMofMareaMunderMtheMROwMcurveMinMgenomicMprofilingbMPLoSfGeneticsYM2010YM
jYMeedddljh 6 239

152 ~WuSMonMfamilyMhistoryMofMulzheimerTsMdiseasebMTranslationalfPsychiatryYM2018YMlYMmm 8.6 238

151 StatisticalMpowerMtoMdetectMgeneticMUcoVvarianceMofMcomplexMtraitsMusingMSNPMdataMinMunrelatedM
samplesbMPLoSfGeneticsYM2014YMedYMeeddhfjm 6 236

150 ~enomeawideMassociationManalysesMidentifyMmultipleMlociMassociatedMwithMcentralMcornealMthicknessM
andMkeratoconusbMNaturefGeneticsYM2013YMhiYMeiiajg 36.3 222

149 TheMInfluenceMofMugeMandMSexMonM~eneticMussociationsMwithMudultMvodyMSizeMandMShapenMuM
LargeaScaleM~enomeaWideMInteractionMStudybMPLoSfGeneticsYM2015YMeeYMeeddigkl 6 220

148 IdentificationMofMheartMrateaassociatedMlociMandMtheirMeffectsMonMcardiacMconductionMandMrhythmM
disordersbMNaturefGeneticsYM2013YMhiYMjfeage 36.3 219

147 wonceptsYMestimationMandMinterpretationMofMSNPabasedMheritabilitybMNaturefGeneticsYM2017YMhmYMegdhaeged36.3 217

146 ~eneticMcontributionsMtoMstabilityMandMchangeMinMintelligenceMfromMchildhoodMtoMoldMagebMNatureYM
2012YMhlfYMfefai 50.4 189

145 PartitioningMtheMheritabilityMofMTouretteMsyndromeMandMobsessiveMcompulsiveMdisorderMrevealsM
differencesMinMgeneticMarchitecturebMPLoSfGeneticsYM2013YMmYMeeddgljh 6 189

144 PopulationMgeneticMdifferentiationMofMheightMandMbodyMmassMindexMacrossMyuropebMNaturefGeneticsYM
2015YMhkYMegikajf 36.3 186
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143 NewMlociMforMbodyMfatMpercentageMrevealMlinkMbetweenMadiposityMandMcardiometabolicMdiseaseMriskbM
NaturefCommunicationsYM2016YMkYMedhmi 17.4 180

142 SignaturesMofMnegativeMselectionMinMtheMgeneticMarchitectureMofMhumanMcomplexMtraitsbMNaturef
GeneticsYM2018YMidYMkhjakig 36.3 178

141 uMcommentaryMonMTcommonMSNPsMexplainMaMlargeMproportionMofMtheMheritabilityMforMhumanMheightTMbyM
YangMetMalbMUfdedVbMTwinfResearchfandfHumanfGeneticsYM2010YMegYMiekafh 2.2 160

140 MetaaanalysisMidentifiesMfiveMnovelMlociMassociatedMwithMendometriosisMhighlightingMkeyMgenesM
involvedMinMhormoneMmetabolismbMNaturefCommunicationsYM2017YMlYMeiigm 17.4 151

139 wommonMxiseaseMIsMMoreMwomplexMThanMImpliedMbyMtheMworeM~eneMOmnigenicMModelbMCellYM2018YM
ekgYMeikgaeild 56.2 151

138 xetectionMandMreplicationMofMepistasisMinfluencingMtranscriptionMinMhumansbMNatureYM2014YMidlYMfhmaig 50.4 149

137 IdentifyingMgeneMtargetsMforMbrainarelatedMtraitsMusingMtranscriptomicMandMmethylomicMdataMfromM
bloodbMNaturefCommunicationsYM2018YMmYMfflf 17.4 147

136 ~enomeawideMassociationMandMMendelianMrandomisationManalysisMprovideMinsightsMintoMtheM
pathogenesisMofMheartMfailurebMNaturefCommunicationsYM2020YMeeYMejg 17.4 140

135 xominanceMgeneticMvariationMcontributesMlittleMtoMtheMmissingMheritabilityMforMhumanMcomplexMtraitsbM
AmericanfJournalfoffHumanfGeneticsYM2015YMmjYMgkkali 11 138

134 ~eneticMevidenceMofMassortativeMmatingMinMhumansbMNaturefHumanfBehaviourYM2017YMeYM 12.8 137

133
MaintenanceMofMgeneticMvariationMinMhumanMpersonalitynMtestingMevolutionaryMmodelsMbyMestimatingM
heritabilityMdueMtoMcommonMcausalMvariantsMandMinvestigatingMtheMeffectMofMdistantMinbreedingbM
Evolution;fInternationalfJournalfoffOrganicfEvolutionYM2012YMjjYMgfglaie

3.8 134

132 womparisonMofMmethodsMthatMuseMwholeMgenomeMdataMtoMestimateMtheMheritabilityMandMgeneticM
architectureMofMcomplexMtraitsbMNaturefGeneticsYM2018YMidYMkgkakhi 36.3 131

131 MethodsMforMpredictingMsuperiorMgenotypesMunderMmultipleMenvironmentsMbasedMonMQTLMeffectsbM
TheoreticalfandfAppliedfGeneticsYM2005YMeedYMefjlakh 6 114

130 ImprovedMpolygenicMpredictionMbyMvayesianMmultipleMregressionMonMsummaryMstatisticsbMNaturef
CommunicationsYM2019YMedYMidlj 17.4 114

129 IntegrativeManalysisMofMomicsMsummaryMdataMrevealsMputativeMmechanismsMunderlyingMcomplexMtraitsbM
NaturefCommunicationsYM2018YMmYMmel 17.4 110

128 ystimationMandMpartitionMofMheritabilityMinMhumanMpopulationsMusingMwholeagenomeManalysisM
methodsbMAnnualfReviewfoffGeneticsYM2013YMhkYMkiami 14.5 110

127 uMresourceaefficientMtoolMforMmixedMmodelMassociationManalysisMofMlargeascaleMdatabMNaturefGeneticsYM
2019YMieYMekhmaekii 36.3 102

126 TheM~eneticMurchitectureMofM~eneMyxpressionMinMPeripheralMvloodbMAmericanfJournalfoffHumanf
GeneticsYM2017YMeddYMfflafgk 11 98
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125 ~eneticMsignaturesMofMhighaaltitudeMadaptationMinMTibetansbMProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaYM2017YMeehYMhelmahemh 11.5 93

124 ImprovingMPhenotypicMPredictionMbyMwombiningM~eneticMandMypigeneticMussociationsbMAmericanf
JournalfoffHumanfGeneticsYM2015YMmkYMkiali 11 85

123 uMplethoraMofMpleiotropyMacrossMcomplexMtraitsbMNaturefGeneticsYM2016YMhlYMkdkal 36.3 84

122 ~eneticMcorrelatesMofMsocialMstratificationMinM~reatMvritainbMNaturefHumanfBehaviourYM2019YMgYMeggfaeghf 12.8 83

121 ImprovedMprecisionMofMepigeneticMclockMestimatesMacrossMtissuesMandMitsMimplicationMforMbiologicalM
ageingbMGenomefMedicineYM2019YMeeYMih 14.4 81

120 InferenceMofMtheMgeneticMarchitectureMunderlyingMvMIMandMheightMwithMtheMuseMofMfdYfhdMsiblingM
pairsbMAmericanfJournalfoffHumanfGeneticsYM2013YMmgYMljiaki 11 80

119 zastMsetabasedMassociationManalysisMusingMsummaryMdataMfromM~WuSMidentifiesMnovelMgeneMlociMforM
humanMcomplexMtraitsbMScientificfReportsYM2016YMjYMgflmh 4.9 79

118 ~enotypeacovariateMinteractionMeffectsMandMtheMheritabilityMofMadultMbodyMmassMindexbMNaturef
GeneticsYM2017YMhmYMeekhaeele 36.3 78

117 SporadicMcasesMareMtheMnormMforMcomplexMdiseasebMEuropeanfJournalfoffHumanfGeneticsYM2010YMelYMedgmahg5.3 78

116 IdentificationMofMiiYdddMReplicatedMxNuMMethylationMQTLbMScientificfReportsYM2018YMlYMekjdi 4.9 78

115 ImprovingMgeneticMpredictionMbyMleveragingMgeneticMcorrelationsMamongMhumanMdiseasesMandMtraitsbM
NaturefCommunicationsYM2018YMmYMmlm 17.4 76

114 ifM~eneticMLociMInfluencingMMyocardial´ MassbMJournalfoffthefAmericanfCollegefoffCardiologyYM2016YM
jlYMehgiaehhl 15.1 76

113  eritabilityMofMvariationMinMglycaemicMresponseMtoMmetforminnMaMgenomeawideMcomplexMtraitManalysisbM
LancetfDiabetesfandfEndocrinologyttheYM2014YMfYMhleak 18.1 76

112 ReplicabilityMandMrobustnessMofMgenomeawideaassociationMstudiesMforMbehavioralMtraitsbMPsychologicalf
ScienceYM2014YMfiYMemkialj 7.9 75

111 xNuMevidenceMforMstrongMgenomeawideMpleiotropyMofMcognitiveMandMlearningMabilitiesbMBehaviorf
GeneticsYM2013YMhgYMfjkakg 3.2 75

110 zromM~altonMtoM~WuSnMquantitativeMgeneticsMofMhumanMheightbMGeneticalfResearchYM2010YMmfYMgkeam 1.1 63

109 TransformationMofMSummaryMStatisticsMfromMLinearMMixedMModelMussociationMonMullaoraNoneMTraitsM
toMOddsMRatiobMGeneticsYM2018YMfdlYMegmkaehdl 4 62

108 yvidenceMofMinbreedingMdepressionMonMhumanMheightbMPLoSfGeneticsYM2012YMlYMeeddfjii 6 62
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107 ~enomicMandMdrugMtargetMevaluationMofMmdMcardiovascularMproteinsMinMgdYmgeMindividualsbMNaturef
MetabolismYM2020YMfYMeegiaeehl 14.6 61

106 LargeascaleMcisaMandMtransaeQTLManalysesMidentifyMthousandsMofMgeneticMlociMandMpolygenicMscoresM
thatMregulateMbloodMgeneMexpressionbMNaturefGeneticsYM2021YMigYMegddaeged 36.3 60

105 QuantifyingMtheMmappingMprecisionMofMgenomeawideMassociationMstudiesMusingMwholeagenomeM
sequencingMdatabMGenomefBiologyYM2017YMelYMlj 18.3 59

104 ~enotypeabyaenvironmentMinteractionsMinferredMfromMgeneticMeffectsMonMphenotypicMvariabilityMinM
theMUKMviobankbMSciencefAdvancesYM2019YMiYMeaawgigl 14.3 59

103 NovelMriskMlociMforMrheumatoidMarthritisMinM anMwhineseMandMcongruenceMwithMriskMvariantsMinM
yuropeansbMArthritisfandfRheumatologyYM2014YMjjYMeefeagf 9.5 59

102 PredictingMgeneMtargetsMfromMintegrativeManalysesMofMsummaryMdataMfromM~WuSMandMeQTLMstudiesM
forMflMhumanMcomplexMtraitsbMGenomefMedicineYM2016YMlYMlh 14.4 59

101 ~enomeawideMassociationMstudyMidentifiesMehgMlociMassociatedMwithMfiMhydroxyvitaminMxM
concentrationbMNaturefCommunicationsYM2020YMeeYMejhk 17.4 58

100 udditiveMgeneticMvariationMinMschizophreniaMriskMisMsharedMbyMpopulationsMofMufricanMandMyuropeanM
descentbMAmericanfJournalfoffHumanfGeneticsYM2013YMmgYMhjgakd 11 55

99  umanMfertilityYMmolecularMgeneticsYMandMnaturalMselectionMinMmodernMsocietiesbMPLoSfONEYM2015YMedYMedefjlfe3.7 53

98 womparingMapplesMandMorangesnMequatingMtheMpowerMofMcaseacontrolMandMquantitativeMtraitM
associationMstudiesbMGeneticfEpidemiologyYM2010YMghYMfihak 2.6 51

97 UbiquitousMpolygenicityMofMhumanMcomplexMtraitsnMgenomeawideManalysisMofMhmMtraitsMinMKoreansbM
PLoSfGeneticsYM2013YMmYMeeddggii 6 50

96 ~enomeawideMgeneticMhomogeneityMbetweenMsexesMandMpopulationsMforMhumanMheightMandMbodyM
massMindexbMHumanfMolecularfGeneticsYM2015YMfhYMkhhiam 5.6 49

95 ~enomeawideMassociationMstudyMofMmedicationauseMandMassociatedMdiseaseMinMtheMUKMviobankbM
NaturefCommunicationsYM2019YMedYMelme 17.4 48

94 MixedMmodelMwithMcorrectionMforMcaseacontrolMascertainmentMincreasesMassociationMpowerbMAmericanf
JournalfoffHumanfGeneticsYM2015YMmjYMkfdagd 11 47

93 ~enomeawideMgeneaenvironmentManalysesMofMmajorMdepressiveMdisorderMandMreportedMlifetimeM
traumaticMexperiencesMinMUKMviobankbMMolecularfPsychiatryYM2020YMfiYMehgdaehhj 15.1 47

92 wrossaethnicMmetaaanalysisMidentifiesMassociationMofMtheM~PXgaTNIPeMlocusMwithMamyotrophicMlateralM
sclerosisbMNaturefCommunicationsYM2017YMlYMjee 17.4 45

91 ImprintMofMassortativeMmatingMonMtheMhumanMgenomebMNaturefHumanfBehaviourYM2018YMfYMmhlamih 12.8 45

90 MendelianMrandomizationMstudyMofMheightMandMriskMofMcolorectalMcancerbMInternationalfJournalfoff
EpidemiologyYM2015YMhhYMjjfakf 7.8 44
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89 unMepigenomeawideMassociationMstudyMofMsexaspecificMchronologicalMageingbMGenomefMedicineYM2019YM
efYMe 14.4 43

88 ~lobalMgeneticMdifferentiationMofMcomplexMtraitsMshapedMbyMnaturalMselectionMinMhumansbMNaturef
CommunicationsYM2018YMmYMelji 17.4 43

87 TheoreticalMandMempiricalMquantificationMofMtheMaccuracyMofMpolygenicMscoresMinMancestryMdivergentM
populationsbMNaturefCommunicationsYM2020YMeeYMglji 17.4 42

86 RiskMpredictionMofMlateaonsetMulzheimerTsMdiseaseMimpliesManMoligogenicMarchitecturebMNaturef
CommunicationsYM2020YMeeYMhkmm 17.4 41

85 OSwunMaMtoolMforMomicadataabasedMcomplexMtraitManalysisbMGenomefBiologyYM2019YMfdYMedk 18.3 40

84 yvidenceMforM~eneticMOverlapMvetweenMSchizophreniaMandMugeMatMzirstMvirthMinMWomenbMJAMAf
PsychiatryYM2016YMkgYMhmkaidi 14.5 40

83 xissectionMofMgeneticMvariationMandMevidenceMforMpleiotropyMinMmaleMpatternMbaldnessbMNaturef
CommunicationsYM2018YMmYMihdk 17.4 37

82 ussociationMvetweenMPopulationMxensityMandM~eneticMRiskMforMSchizophreniabMJAMAfPsychiatryYM2018
YMkiYMmdeamed 14.5 35

81 woatingMyngineeringMofMMnzefOhMNanoparticlesMwithMSuperhighMTfMRelaxivityMandMyfficientMwellularM
UptakeMforM ighlyMSensitiveMMagneticMResonanceMImagingbMAdvancedfMaterialsfInterfacesYM2014YMeYMegdddjm4.6 34

80 TheMParkinsonTsMxiseaseMMendelianMRandomizationMResearchMPortalbMMovementfDisordersYM2019YMghYMeljhaelkf7 29

79 ~eneticMregulationMofMdiseaseMriskMandMendometrialMgeneMexpressionMhighlightsMpotentialMtargetM
genesMforMendometriosisMandMpolycysticMovarianMsyndromebMScientificfReportsYM2018YMlYMeehfh 4.9 28

78 unalysisMofMxNuMmethylationMassociatesMtheMcystineaglutamateMantiporterMSLwkueeMwithMriskMofM
ParkinsonTsMdiseasebMNaturefCommunicationsYM2020YMeeYMefgl 17.4 25

77
~wTua~RyMLMaccountsMforMlinkageMdisequilibriumMwhenMestimatingMgeneticMvarianceMfromM
genomeawideMSNPsbMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYM
2016YMeegYMyhikmald

11.5 25

76 TissueaspecificMsexMdifferencesMinMhumanMgeneMexpressionbMHumanfMolecularfGeneticsYM2019YMflYMfmkjafmlj5.6 24

75 RepurposingMlargeMhealthMinsuranceMclaimsMdataMtoMestimateMgeneticMandMenvironmentalM
contributionsMinMijdMphenotypesbMNaturefGeneticsYM2019YMieYMgfkaggh 36.3 24

74 MultipleMassociatedMvariantsMincreaseMtheMheritabilityMexplainedMforMplasmaMlipidsMandMcoronaryM
arteryMdiseasebMCirculation:fCardiovascularfGeneticsYM2014YMkYMilgak 23

73 ResponseMtoMvrowningMandMvrowningbMAmericanfJournalfoffHumanfGeneticsYM2011YMlmYMemgaemi 11 22

72 PredictiveMaccuracyMofMcombinedMgeneticMandMenvironmentalMriskMscoresbMGeneticfEpidemiologyYM2018YM
hfYMhaem 2.6 22
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71 TissueMspecificMregulationMofMtranscriptionMinMendometriumMandMassociationMwithMdiseasebMHumanf
ReproductionYM2020YMgiYMgkkagmg 5.7 21

70 TheMinterplayMbetweenMhostMgeneticsMandMtheMgutMmicrobiomeMrevealsMcommonMandMdistinctM
microbiomeMfeaturesMforMcomplexMhumanMdiseasesbMMicrobiomeYM2020YMlYMehi 16.6 21

69 LeveragingM~WuSMforMcomplexMtraitsMtoMdetectMsignaturesMofMnaturalMselectionMinMhumansbMCurrentf
OpinionfinfGeneticsfandfDevelopmentYM2018YMigYMmaeh 4.9 20

68 xetectionMandMquantificationMofMinbreedingMdepressionMforMcomplexMtraitsMfromMSNPMdatabM
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYM2017YMeehYMljdfaljdk 11.5 20

67 wonditionalM~WuSManalysisMtoMidentifyMdisorderaspecificMSNPsMforMpsychiatricMdisordersbMMolecularf
PsychiatryYM2021YMfjYMfdkdafdle 15.1 19

66 ystimationMofMnonaadditiveMgeneticMvarianceMinMhumanMcomplexMtraitsMfromMaMlargeMsampleMofM
unrelatedMindividualsbMAmericanfJournalfoffHumanfGeneticsYM2021YMedlYMkljakml 11 19

65 ~enotypeafreeMdemultiplexingMofMpooledMsingleacellMRNuaseqbMGenomefBiologyYM2019YMfdYMfmd 18.3 19

64 MendelianMrandomisationManalysesMfindMpulmonaryMfactorsMmediateMtheMeffectMofMheightMonMcoronaryM
arteryMdiseasebMCommunicationsfBiologyYM2019YMfYMeem 6.7 18

63 WholeaexomeMsequencingMinMamyotrophicMlateralMsclerosisMsuggestsMNyKeMisMaMriskMgeneMinMwhinesebM
GenomefMedicineYM2017YMmYMmk 14.4 17

62 wonstraintsMonMeQTLMzineMMappingMinMtheMPresenceMofMMultisiteMLocalMRegulationMofM~eneM
yxpressionbMG3:fGenestfGenomestfGeneticsYM2017YMkYMfiggafihh 3.2 17

61 uMwomparisonMofMTenMPolygenicMScoreMMethodsMforMPsychiatricMxisordersMuppliedMucrossMMultipleM
wohortsbMBiologicalfPsychiatryYM2021YMmdYMjeeajfd 7.9 17

60 ~enomeawideManalysesMofMbehaviouralMtraitsMareMsubjectMtoMbiasMbyMmisreportsMandMlongitudinalM
changesbMNaturefCommunicationsYM2021YMefYMfdfee 17.4 16

59 PrioritizingMnaturalaselectionMsignalsMfromMtheMdeepasequencingMgenomicMdataMsuggestsM
multiavariantMadaptationMinMTibetanMhighlandersbMNationalfSciencefReviewYM2019YMjYMefdeaefff 10.8 15

58 NarrowasenseMheritabilityMestimationMofMcomplexMtraitsMusingMidentityabyadescentMinformationbM
HeredityYM2018YMefeYMjejajgd 3.6 14

57 ussessingMtheMwausalMyffectsMofM umanMSerumMMetabolitesMonMiMMajorMPsychiatricMxisordersbM
SchizophreniafBulletinYM2020YMhjYMldhaleg 1.3 14

56 uMVoxelavasedMMagneticMResonanceMImagingMMorphometricMStudyMofMwerebralMandMwerebellarM~rayM
MatterMinMPatientsMUnderMjiMYearsMwithMyssentialMTremorbMMedicalfSciencefMonitorYM2018YMfhYMgefkagegi 3.2 14

55 womprehensiveMMultipleMeQTLMxetectionMandMItsMupplicationMtoM~WuSMInterpretationbMGeneticsYM
2019YMfefYMmdiamel 4 13

54 ~eneticMregulationMofMmethylationMinMhumanMendometriumMandMbloodMandMgeneMtargetsMforM
reproductiveMdiseasesbMClinicalfEpigeneticsYM2019YMeeYMhm 7.7 13

(2019-2020)
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53 ucrossacohortMQwManalysesMofM~WuSMsummaryMstatisticsMfromMcomplexMtraitsbMEuropeanfJournalfoff
HumanfGeneticsYM2016YMfiYMegkaehj 5.3 13

52
ussociationMofMWholea~enomeMandMNyTRINeMSignalingMPathwayaxerivedMPolygenicMRiskMScoresMforM
MajorMxepressiveMxisorderMandMWhiteMMatterMMicrostructureMinMtheMUKMviobankbMBiologicalf
Psychiatry:fCognitivefNeurosciencefandfNeuroimagingYM2019YMhYMmeaedd

3.4 12

51 WidespreadMsignaturesMofMnaturalMselectionMacrossMhumanMcomplexMtraitsMandMfunctionalMgenomicM
categoriesbMNaturefCommunicationsYM2021YMefYMeejh 17.4 12

50 InferenceMinMPsychiatryMviaMfaSampleMMendelianMRandomizationazromMussociationMtoMwausalM
PathwaysbMJAMAfPsychiatryYM2017YMkhYMeemeaeemf 14.5 11

49 SignificantMoutaofasampleMclassificationMfromMmethylationMprofileMscoringMforMamyotrophicMlateralM
sclerosisbMNpjfGenomicfMedicineYM2020YMiYMed 6.2 11

48 IsMSchizophreniaMaMRiskMzactorMforMvreastMwancersayvidenceMzromM~eneticMxatabMSchizophreniaf
BulletinYM2019YMhiYMefieaefij 1.3 11

47 uutosomalMgeneticMcontrolMofMhumanMgeneMexpressionMdoesMnotMdifferMacrossMtheMsexesbMGenomef
BiologyYM2016YMekYMfhl 18.3 10

46 ~eneticMcorrelationsMrevealMtheMsharedMgeneticMarchitectureMofMtranscriptionMinMhumanMperipheralM
bloodbMNaturefCommunicationsYM2017YMlYMhlg 17.4 10

45 uMgeneralizedMlinearMmixedMmodelMassociationMtoolMforMbiobankascaleMdatabMNaturefGeneticsYM2021YMigYMejejaejfe36.3 10

44 IdentificationMofMmiRNusMasMnonainvasiveMbiomarkersMforMearlyMdiagnosisMofMlungMcancersbMTumorf
BiologyYM2016YMgkYMejflk 2.9 9

43 wlassicalM umanMLeukocyteMuntigenMullelesMandMwhM aplotypesMureMNotMSignificantlyMussociatedM
WithMxepressionbMBiologicalfPsychiatryYM2020YMlkYMhemahgd 7.9 9

42  emaniMetMalbMreplybMNatureYM2014YMiehYMyiaj 50.4 8

41
UncoveringMgeneticMregulatoryMnetworkMdivergenceMbetweenMduplicateMgenesMusingMyeastMeQTLM
landscapebMJournalfoffExperimentalfZoologyfPartfB:fMolecularfandfDevelopmentalfEvolutionYM2009YM
gefYMkffagg

1.8 8

40 TheMeffectMofMcoronaryMcalcificationMonMdiagnosticMperformanceMofMmachineMlearningabasedMwTazzRnMaM
whineseMmulticenterMstudybMEuropeanfRadiologyYM2021YMgeYMehlfaehmg 8 8

39
MacrocyticManemiaMisMassociatedMwithMtheMseverityMofMliverMimpairmentMinMpatientsMwithMhepatitisMvM
virusarelatedMdecompensatedMcirrhosisnMaMretrospectiveMcrossasectionalMstudybMBMCfGastroenterology
YM2018YMelYMeje

3 8

38 yfficientMystimationMandMupplicationsMofMwrossaValidatedM~eneticMPredictionsMtoMPolygenicMRiskM
ScoresMandMLinearMMixedMModelsbMJournalfoffComputationalfBiologyYM2020YMfkYMimmajef 1.7 7

37 yxploringMtheMroleMofMgeneticMconfoundingMinMtheMassociationMbetweenMmaternalMandMoffspringMbodyM
massMindexnMevidenceMfromMthreeMbirthMcohortsbMInternationalfJournalfoffEpidemiologyYM2020YMhmYMfggafhg 7.8 7

36 PhenotypicMcovarianceMacrossMtheMentireMspectrumMofMrelatednessMforMljMbillionMpairsMofMindividualsbM
NaturefCommunicationsYM2021YMefYMedid 17.4 7

Jian Yang
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35 MappingMinterspecificMgeneticMarchitectureMinMaMhostaparasiteMinteractionMsystembMGeneticsYM2008YM
eklYMekgkahg 4 6

34 InfluenceMofMoutliersMonMQTLMmappingMforMcomplexMtraitsbMJournalfoffZhejiangfUniversity:fSciencefBYM
2008YMmYMmgeak 4.5 6

33 MetaaanalysisMofMgenomeawideMxNuMmethylationMidentifiesMsharedMassociationsMacrossM
neurodegenerativeMdisordersbMGenomefBiologyYM2021YMffYMmd 18.3 6

32 QuantifyingMgeneticMheterogeneityMbetweenMcontinentalMpopulationsMforMhumanMheightMandMbodyM
massMindexbMScientificfReportsYM2021YMeeYMifhd 4.9 6

31 PartitioningMPhenotypicMVarianceMxueMtoMParentaofaOriginMyffectsMUsingM~enomicMRelatednessM
MatricesbMBehaviorfGeneticsYM2018YMhlYMjkakm 3.2 5

30 ImprovedManalysesMofM~WuSMsummaryMstatisticsMbyMreducingMdataMheterogeneityMandMerrors 5

29 ReplyMtoMKardosMetMalbnMystimationMofMinbreedingMdepressionMfromMSNPMdatabMProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYM2018YMeeiYMyfhmhayfhmi 11.5 4

28 MitochondrialMdysfunctionMinMaMnovelMformMofMautosomalMrecessiveMataxiabMMitochondrionYM2013YMegYMfgiahi4.9 4

27 uuthorMreplyMtoMuMcommentaryMonMPitfallsMofMpredictingMcomplexMtraitsMfromMSNPsbMNaturefReviewsf
GeneticsYM2013YMehYMlmh 30.1 4

26 SemiaquantitativeMassessmentMofMbrainMmaturationMbyMconventionalMmagneticMresonanceMimagingMinM
neonatesMwithMclinicallyMmildMhypoxicaischemicMencephalopathybMChinesefMedicalfJournalYM2015YMeflYMikhald2.9 4

25 MolecularMcharacteristicsMandMinMvitroMsusceptibilityMtoMbedaquilineMofMMycobacteriumMtuberculosisM
isolatesMcirculatingMinMShaanxiYMwhinabMInternationalfJournalfoffInfectiousfDiseasesYM2020YMmmYMejgaekd 10.5 4

24 ImprovedManalysesMofM~WuSMsummaryMstatisticsMbyMreducingMdataMheterogeneityMandMerrorsbMNaturef
CommunicationsYM2021YMefYMkeek 17.4 4

23
IntegratingMgenomeawideMassociationMstudyYMchromosomalMenhancerMmapsMandMelementageneM
interactionMnetworksMdetectedMbrainMregionsMrelatedMassociationsMbetweenMelementsMandMux xcIQbM
BehaviouralfBrainfResearchYM2018YMgigYMegkaehf

3.4 3

22 uMunifiedMframeworkMforMassociationMandMpredictionMfromMvertexawiseMgreyamatterMstructurebMHumanf
BrainfMappingYM2020YMheYMhdjfahdkj 5.9 3

21 ImpairedMbrainMglucoseMmetabolismMinMcirrhosisMwithoutMovertMhepaticMencephalopathynMaM
retrospectiveMelzazx~MPyTcwTMstudybMNeuroReportYM2019YMgdYMkkjaklf 1.7 3

20 uMNoncodingMVariantMNearMPPPeRgvMPromotesMLiverM~lycogenMStorageMandMMetSYMbutMProtectsM
ugainstMMyocardialMInfarctionbMJournalfoffClinicalfEndocrinologyfandfMetabolismYM2021YMedjYMgkfaglk 5.6 3

19 ~enomicMpartitioningMofMinbreedingMdepressionMinMhumansbMAmericanfJournalfoffHumanfGeneticsYM
2021YMedlYMehllaeide 11 3

18 TumorMMutationalMvurdenMIsMPolygenicMandM~eneticallyMussociatedMwithMwomplexMTraitsMandM
xiseasesbMCancerfResearchYM2021YMleYMefgdaefgm 10.1 3

(2021-2008)
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17 IdentifyingMdifferentiallyMexpressedMgenesMinMhumanMacuteMleukemiaMandMmouseMbrainMmicroarrayM
datasetsMutilizingMQTModelbMFunctionalfandfIntegrativefGenomicsYM2009YMmYMimajj 3.8 2

16 IdentificationMofMschizophreniaMrelatedMbiologicalMpathwaysMacrossMeightMbrainMregionsbMBehaviouralf
BrainfResearchYM2019YMgjdYMeaj 3.4 2

15 MultiaomicMandMmultiaspeciesMmetaaanalysesMofMnicotineMconsumptionbMTranslationalfPsychiatryYM2021YM
eeYMml 8.6 2

14 ussociationMofMcoronaryMdominanceMwithMtheMseverityMofMcoronaryMarteryMdiseasenMaMcrossasectionalM
studyMinMShaanxiMProvinceYMwhinabMBMJfOpenYM2018YMlYMedfefmf 3 2

13 MolecularMwharacteristicsMandMxrugMResistanceMofMIsolateMwirculatingMinMShaanxiMProvinceYM
NorthwesternMwhinabMMicrobialfDrugfResistanceYM2021YMfkYMefdkaefek 2.9 2

12 ystimationMofMtheMbidirectionalMrelationshipMbetweenMschizophreniaMandMinflammatoryMbowelM
diseaseMusingMtheMmendelianMrandomizationMapproachbbMNPJfSchizophreniaYM2022YMlYMge 5.5 2

11 PromoteraanchoredMchromatinMinteractionsMpredictedMfromMgeneticManalysisMofMepigenomicMdatabM
NaturefCommunicationsYM2020YMeeYMfdje 17.4 1

10 woronaryMwTMungiographyMUsingMLowMIodineMxeliveryMRateMandMTubeMVoltageMxeterminedMbyMvodyM
MassMIndexnMSuperiorityMinMwlinicalMPracticebMCurrentfMedicalfScienceYM2019YMgmYMlfialgd 2.8 1

9 QTLNetworkRnManMinteractiveMRMpackageMforMQTLMvisualizationbMJournalfoffZhejiangfUniversity:fSciencef
BYM2010YMeeYMiefai 4.5 1

8 gxMgraphicalMvisualizationMofMtheMgeneticMarchitecturesMunderlyingMcomplexMtraitsMinMmultipleM
environmentsbMJournalfoffZhejiangfUniversity:fSciencefAYM2007YMlYMijgaijk 2.1 1

7 MendelianMrandomizationMsuggestsMthatMheadMcircumferenceYMbutMnotMbirthMweightMandMlengthYM
associatesMwithMintelligencebMBrainfandfBehaviorYM2021YMeeYMedfelg 3.4 1

6 ~eneticMandMfunctionalMinteractionMnetworkManalysisMrevealsMglobalMenrichmentMofMregulatoryMTMcellM
genesMinfluencingMbasalMcellMcarcinomaMsusceptibilitybMGenomefMedicineYM2021YMegYMem 14.4 1

5 wausalMrelationshipsMbetweenMgeneticallyMdeterminedMmetabolitesMandMhumanMintelligencenMaM
MendelianMrandomizationMstudybMMolecularfBrainYM2021YMehYMfm 4.5 1

4 PhantomMepistasisMbetweenMunlinkedMlocibMNatureYM2021YMimjYMyeayg 50.4 1

3 TheMgenomicsMofMheartMfailurenMdesignMandMrationaleMofMtheM yRMySMconsortiumbMESCfHeartfFailureYM
2021YM 3.7 1

2 TheMSNPavasedM eritabilityMaMuMwommentaryMonMYangMet´ albMUfdedVbMTwinfResearchfandfHumanf
GeneticsYM2020YMfgYMeelaeem 2.2

1 TowardsMtheMunderstandingMofMtheMgeneticsMofMsomaticMmutationsbMBritishfJournalfoffCancerYM2021YM
efiYMjfkajfl 8.7
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