103 25,004 51 118

papers citations h-index g-index

118 28,978 11.9 5.34

ext. papers ext. citations avg, IF L-index



102

100

94

92

90

88

RicHARD H DUERR

Paper IF Citations

A frameshift mutation in NOD2 associated with susceptibility to Crohn's disease. Nature, 2001, 411, 603-60.4

Host-microbe interactions have shaped the genetic architecture of inflammatory bowel disease. o 5
Nature, 2012, 491, 119-24 504 3239

A genome-wide association study identifies IL23R as an inflammatory bowel disease gene. Science,
2006, 314, 1461-3

Genome-wide association defines more than 30 distinct susceptibility loci for Crohn’s disease. 6 5002
Nature Genetics, 2008, 40, 955-62 IR 9
Genome-wide meta-analysis increases to 71 the number of confirmed Crohn’s disease susceptibility

loci. Nature Genetics, 2010, 42, 1118-25

Genome-wide association study identifies new susceptibility loci for Crohn disease and implicates 6 L
autophagy in disease pathogenesis. Nature Genetics, 2007, 39, 596-604 363 1442

Meta-analysis identifies 29 additional ulcerative colitis risk loci, increasing the number of confirmed
associations to 47. Nature Genetics, 2011, 43, 246-52

Deep resequencing of GWAS loci identifies independent rare variants associated with inflammatory 6 3
bowel disease. Nature Genetics, 2011, 43, 1066-73 303 5°4

Dense genotyping identifies and localizes multiple common and rare variant association signals in
celiac disease. Nature Genetics, 2011, 43, 1193-201

Deletion polymorphism upstream of IRGM associated with altered IRGM expression and Crohn'’s 6 .
disease. Nature Genetics, 2008, 40, 1107-12 303 527

Genome-wide association identifies multiple ulcerative colitis susceptibility loci. Nature Genetics,
2010, 42, 332-7

Inherited determinants of Crohn’s disease and ulcerative colitis phenotypes: a genetic association
study. Lancet, The, 2016, 387, 156-67 40 449

Common variants at five new loci associated with early-onset inflammatory bowel disease. Nature
Genetics, 2009, 41, 1335-40

Crohn'’s disease-associated NOD?2 variants share a signaling defect in response to L
lipopolysaccharide and peptidoglycan. Gastroenterology, 2003, 124, 140-6 33 335

Ulcerative colitis-risk loci on chromosomes 1p36 and 12q15 found by genome-wide association
study. Nature Genetics, 2009, 41, 216-20

Fine-mapping inflammatory bowel disease loci to single-variant resolution. Nature, 2017, 547,173-178 s50.4 311

Functional annotation of a novel NFKB1 promoter polymorphism that increases risk for ulcerative

colitis. Human Molecular Genetics, 2004, 13, 35-45




(2013-1991)

Neutrophil Cytoplasmic Antibodies: A Link Between Primary Sclerosing Cholangitis and Ulcerative

86 Colitis. Gastroenterology, 1991, 100, 1385-1391

133 281

Dense genotyping of immune-related disease regions identifies nine new risk loci for primary
sclerosing cholangitis. Nature Genetics, 2013, 45, 670-5

3 Anti-neutrophil cytoplasmic antibodies in ulcerative colitis. Comparison with other L 6
4 colitides/diarrheal illnesses. Gastroenterology, 1991, 100, 1590-6 33 203

Inflammatory bowel disease characteristics among African Americans, Hispanics, and non-Hispanic

Whites: characterization of a large North American cohort. American Journal of Gastroenterology,

2006, 101, 1012-23

High-density mapping of the MHC identifies a shared role for HLA-DRB1*01:03 in inflammatory

bowel diseases and heterozygous advantage in ulcerative colitis. Nature Genetics, 2015, 47, 172-9 363 201

MDR1 Ala893 polymorphism is associated with inflammatory bowel disease. American Journal of
Human Genetics, 2003, 73, 1282-92

Defining complex contributions of NOD2/CARD15 gene mutations, age at onset, and tobacco use

80 on Crohn’s disease phenotypes. Inflammatory Bowel Diseases, 2003, 9, 281-9 45 172

Functional variants in the gene confer shared effects on risk for Crohn's disease and Parkinson's
disease. Science Translational Medicine, 2018, 10,

High-density genome scan in Crohn disease shows confirmed linkage to chromosome 14q11-12.

78 American Journal of Human Genetics, 2000, 66, 1857-62 11 162

Neutrophil autoantibodies in ulcerative colitis: familial aggregation and genetic heterogeneity.
Gastroenterology, 1992, 103, 456-61

Dominant-negative TLR5 polymorphism reduces adaptive immune response to flagellin and
76 negatively associates with Crohn’s disease. American Journal of Physiology - Renal Physiology, 2006, 51 159
290, G1157-63

Deep resequencing of GWAS loci identifies rare variants in CARD9, IL23R and RNF186 that are
associated with ulcerative colitis. PLoS Genetics, 2013, 9, e1003723

High-density genotyping study identifies four new susceptibility loci for atopic dermatitis. Nature 6 121
7% Genetics, 2013, 45, 808-12 33 B
Linkage and association between inflammatory bowel disease and a locus on chromosome 12.
American Journal of Human Genetics, 1998, 63, 95-100

NADPH oxidase complex and IBD candidate gene studies: identification of a rare variant in NCF2

/2 that results in reduced binding to RAC2. Gut, 2012, 61, 1028-35 192 129

Association between variants of PRDM1 and NDP52 and Crohn's disease, based on exome
sequencing and functional studies. Gastroenterology, 2013, 145, 339-47

The role of the Toll receptor pathway in susceptibility to inflammatory bowel diseases. Genes and

79 Immunity, 2007, 8, 387-97 44 120

Relationship between proximal Crohn’s disease location and disease behavior and surgery: a

cross-sectional study of the IBD Genetics Consortium. American Journal of Gastroenterology, 2013,
108, 106-12




RicHARD H DUERR

A genome-wide scan of Ashkenazi Jewish Crohn'’s disease suggests novel susceptibility loci. PLoS

68 Genetics, 2012, 8, e1002559

6 117
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