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38 PrenatalOwitnessOstressOinducesOintergenerationalOanxietydlikeObehaviorsOandOalteredOgeneO
expressionOprofilesOinOmaleOmiceeONeuropharmacologycO2022cOigicOhgppmo 5.5 2

37 yntidFrictionOMSCsODeliveryOSystemOImprovesOtheOTherapyOforOSevereOOsteoarthritiseOAdvancedn
MaterialscO2021cOeihglomp 24 7

36 pmkOinactivationOunmasksOhistoneOmethylationdindependentOWDRmOfunctionsOthatOdriveOselfdrenewalO
andOdifferentiationOofOpluripotentOstemOcellseOStemnCellnReportscO2021cOhncOinlidinmp 8 0

35 DiscoveryOofOfirstdindclassOinhibitorsOofOySHhLOhistoneOmethyltransferaseOwithOantidleukemicOactivityeO
NaturenCommunicationscO2021cOhicOioqi 17.4 4

34 MechanismOforODPYkgOandOySHiLOintrinsicallyOdisorderedOregionsOtoOmodulateOtheOMLLfSEThO
activityOonOchromatineONaturenCommunicationscO2021cOhicOiqmk 17.4 2

33 OncoVarrOanOintegratedOdatabaseOandOanalysisOplatformOforOoncogenicOdriverOvariantsOinOcancerseO
NucleicnAcidsnResearchcO2021cOlqcODhipqdDhkgh 20.1 18

32 TranscriptomicOsignaturesOandOrepurposingOdrugsOforOCOVIDdhqOpatientsrOfindingsOofObioinformaticsO
analyseseOComputationalnandnStructuralnBiotechnologynJournalcO2021cOhqcOhdhm 6.8 11

31 yOPolycombOrepressiveOcomplexOisOrequiredOforORNyidmediatedOheterochromatinOformationOandO
dynamicOdistributionOofOnuclearObodieseONucleicnAcidsnResearchcO2021cOlqcOmlgodmlim 20.1 6

30 ERdassociatedOdegradationOpreservesOhematopoieticOstemOcellOquiescenceOandOselfdrenewalObyO
restrictingOmTOROactivityeOBloodcO2020cOhkncOiqomdiqpn 2.2 12

29 FunctionalOanalysisOofOtheOmethyltransferaseOSMYDOinOtheOsingledcellOmodelOorganismOTetrahymenaO
thermophilaeOMarinenLifenSciencenandnTechnologycO2020cOicOhgqdhii 4.5 12

28 HistoneOycetyltransferaseOMOFOzlocksOycquisitionOofOQuiescenceOinOGrounddStateOESCsOthroughO
yctivatingOFattyOycidOOxidationeOCellnStemnCellcO2020cOiocOllhdlmpeehg 18 13

27 pmkOIntegratesOTemporalOWDRmOInputsOduringONeuroectodermOandOMesodermODifferentiationOofO
MouseOEmbryonicOStemOCellseOCellnReportscO2020cOkgcOlnmdlpgeen 10.6 7

26 PrevalenceOandOarchitectureOofOposttranscriptionallyOimpairedOsynonymousOmutationsOinOpckigO
genomesOacrossOiiOcancerOtypeseONucleicnAcidsnResearchcO2020cOlpcOhhqidhigm 20.1 14

25 yIdDriverrOanOensembleOmethodOforOidentifyingOdriverOmutationsOinOpersonalOcancerOgenomeseONARn
GenomicsnandnBioinformaticscO2020cOicOlqaagpl 3.7 3

24 OncozaserOaOplatformOforOdecodingOregulatoryOsomaticOmutationsOinOhumanOcancerseONucleicnAcidsn
ResearchcO2019cOlocODhglldDhgmm 20.1 18

23 RNyiddependentOrepressionOcontrolsOtransposableOelementsOineOGenesnandnDevelopmentcO2019cOkkcOklpdknl12.6 31

22 MLLhOInhibitionOandOVitaminODOSignalingOCooperateOtoOFacilitateOtheOExpandedOPluripotencyOStateeO
CellnReportscO2019cOiqcOinmqdinoheen 10.6 5
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21 CirGRDzrOaOdatabaseOforOtheOgenomedwideOdecipheringOcircadianOgenesOandOregulatorseONucleicnAcidsn
ResearchcO2018cOlncODnldDog 20.1 19

20 ynxietydRelatedOzehavioursOyssociatedOwithOmicroRNydigndkpOandOzDNFOExpressionOinOPregnantO
FemaleOMiceOFollowingOPsychologicalOSocialOStresseOMolecularnNeurobiologycO2018cOmmcOhgqodhhhh 6.2 28

19 EpiDenovorOaOplatformOforOlinkingOregulatoryOdeOnovoOmutationsOtoOdevelopmentalOepigeneticsOandO
diseaseseONucleicnAcidsnResearchcO2018cOlncODqidDqq 20.1 11

18 TranscriptomicOsignatureOassociatedOwithOcarcinogenesisOandOaggressivenessOofOpapillaryOthyroidO
carcinomaeOTheranosticscO2018cOpcOlklmdlkmp 12.1 41

17 GeneticOlandscapeOofOpapillaryOthyroidOcarcinomaOinOtheOChineseOpopulationeOJournalnofnPathologycO
2018cOillcOihmdiin 9.4 56

16 HOXyqOReprogramsOtheOEnhancerOLandscapeOtoOPromoteOLeukemogenesiseOCancernCellcO2018cOklcOnlkdnmpeem24.3 51

15 IdentificationOandOanalysisOofOintermediatedsizeOnoncodingORNysOinOtheOrhesusOmacaqueOfetalObraineO
JournalnofnGeneticsnandnGenomicscO2017cOllcOhohdhol 4

14 PopulationOGenomicsORevealsOSpeciationOandOIntrogressionObetweenOzrownONorwayORatsOandOTheirO
SiblingOSpecieseOMolecularnBiologynandnEvolutioncO2017cOklcOiihldiiip 8.3 30

13 TEThOmodulatesOHlKhnOacetylationObyOcontrollingOautodacetylationOofOhMOFOtoOaffectOgeneO
regulationOandODNyOrepairOfunctioneONucleicnAcidsnResearchcO2017cOlmcOnoidnpl 20.1 32

12 RzPdVarrOaOdatabaseOofOfunctionalOvariantsOinvolvedOinOregulationOmediatedObyORNydbindingO
proteinseONucleicnAcidsnResearchcO2016cOllcODhmldnk 20.1 31

11 WholedGenomeOSequencingORevealsOGeneticOVariationOinOtheOysianOHouseORateOG3:nGenes,nGenomes,n
GeneticscO2016cOncOhqnqdoo 3.2 6

10 yOnovelOhgdbaseOpairOinsertionOmutationOinOexonOmOofOtheOSODhOgeneOinOaOChineseOfamilyOwithO
amyotrophicOlateralOsclerosiseONeurobiologynofnAgingcO2016cOlmcOihieehdihieel 5.6 3

9 WholedexomeOsequencingOidentifiesOaOsomaticOmissenseOmutationOofONzNOinOclearOcellOsarcomaOofO
theOsalivaryOglandeOOncologynReportscO2016cOkmcOkklqdmn 3.5 7

8 QdRRzSrOaOquantitativeOreducedOrepresentationObisulfiteOsequencingOmethodOforOsingledcellO
methylomeOanalyseseOEpigeneticscO2015cOhgcOoomdpk 5.7 18

7 MzRidgerOanOaccurateOandOcostdeffectiveOmethodOforOprofilingODNyOmethylomeOatOsingledbaseO
resolutioneOJournalnofnMolecularnCellnBiologycO2015cOocOiqqdkhk 6.3 4

6 ComparativeORNydseqOanalysisOrevealsOpotentialOmechanismsOmediatingOtheOconversionOtoOandrogenO
independenceOinOanOLNCaPOprogressionOcellOmodeleOCancernLetterscO2014cOklicOhkgdp 9.9 16

5
RasdinducedOepigeneticOinactivationOofOtheORRyDOXRasdrelatedOassociatedOwithOdiabetesYOgeneO
promotesOglucoseOuptakeOinOaOhumanOovarianOcancerOmodeleOJournalnofnBiologicalnChemistrycO2014cO
ipqcOhliimdkp

5.4 24

4 IdentificationOofOaOnovelOmissenseOXCoWYOmutationOofOSODhOinOaOlargeOfamilialOamyotrophicOlateralO
sclerosisOpedigreeeONeurobiologynofnAgingcO2014cOkmcOoimeehhdm 5.6 6
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3 yOzayesianOframeworkOtoOidentifyOmethylcytosinesOfromOhighdthroughputObisulfiteOsequencingOdataeO
PLoSnComputationalnBiologycO2014cOhgcOehggkpmk 5 3

2 GenomedwideOidentificationOandOdivergentOtranscriptionalOexpressionOofOStyRdrelatedOlipidOtransferO
XSTyRTYOgenesOinOteleostseOGenecO2013cOmhqcOhpdim 3.8 4

1 EndoplasmicOreticulumOassociatedOdegradationOpreservesOhematopoieticOstemOcellOquiescenceOandO
selfdrenewalObyOrestrictingOmTOROactivity 1
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