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n Paper IF Citations

51 OpenSWyTHOenablesOautomateddOtargetedOanalysisOofOdataeindependentOacquisitionOMSOdatafO
NaturesBiotechnologydO2014dOkjdOjiqejk 44.5 508

50 DataeindependentOacquisitionebasedOSWyTHeMSOforOquantitativeOproteomicsrOaOtutorialfOMoleculars
SystemssBiologydO2018dOildOepijn 12.2 389

49 yOrepositoryOofOassaysOtoOquantifyOihdhhhOhumanOproteinsObyOSWyTHeMSfOScientificsDatadO2014dOidOilhhki8.2 266

48 MultielaboratoryOassessmentOofOreproducibilitydOqualitativeOandOquantitativeOperformanceOofO
SWyTHemassOspectrometryfONaturesCommunicationsdO2017dOpdOjqi 17.4 252

47 RapidOmassOspectrometricOconversionOofOtissueObiopsyOsamplesOintoOpermanentOquantitativeOdigitalO
proteomeOmapsfONaturesMedicinedO2015dOjidOlhoeik 50.5 250

46 QuantifyingOproteinOinteractionOdynamicsObyOSWyTHOmassOspectrometryrOapplicationOtoOtheOilekekO
systemfONaturesMethodsdO2013dOihdOijlnemk 21.6 249

45 zuildingOhighequalityOassayOlibrariesOforOtargetedOanalysisOofOSWyTHOMSOdatafONaturesProtocolsdO2015
dOihdOljneli 18.8 229

44 QuantitativeOvariabilityOofOkljOplasmaOproteinsOinOaOhumanOtwinOpopulationfOMolecularsSystemss
BiologydO2015dOiidOopn 12.2 222

43 ybsoluteOProteomeO–ompositionOandODynamicsOduringODormancyOandOResuscitationOofO
MycobacteriumOtuberculosisfOCellsHostsandsMicrobedO2015dOipdOqneihp 23.4 155

42
GlycoproteomicOanalysisOofOprostateOcancerOtissuesObyOSWyTHOmassOspectrometryOdiscoversO
NeacylethanolamineOacidOamidaseOandOproteinOtyrosineOkinaseOoOasOsignaturesOforOtumorO
aggressivenessfOMolecularsandsCellularsProteomicsdO2014dOikdOiomkenp

7.6 143

41 QuantitativeOproteomicsrOchallengesOandOopportunitiesOinObasicOandOappliedOresearchfONatures
ProtocolsdO2017dOijdOijpqeijql 18.8 133

40 StatisticalOcontrolOofOpeptideOandOproteinOerrorOratesOinOlargeescaleOtargetedOdataeindependentO
acquisitionOanalysesfONaturesMethodsdO2017dOildOqjieqjo 21.6 129

39 TRI–rOanOautomatedOalignmentOstrategyOforOreproducibleOproteinOquantificationOinOtargetedO
proteomicsfONaturesMethodsdO2016dOikdOoooepk 21.6 122

38 MassOspectrometricOproteinOmapsOforObiomarkerOdiscoveryOandOclinicalOresearchfOExpertsReviewsofs
MolecularsDiagnosticsdO2013dOikdOpiiejm 3.8 105

37 mapDIyrOPreprocessingOandOstatisticalOanalysisOofOquantitativeOproteomicsOdataOfromOdataO
independentOacquisitionOmassOspectrometryfOJournalsofsProteomicsdO2015dOijqdOihpeijh 3.9 101

36 yssessmentOofOaOmethodOtoOcharacterizeOantibodyOselectivityOandOspecificityOforOuseOinO
immunoprecipitationfONaturesMethodsdO2015dOijdOojmeki 21.6 86

35 InferenceOandOquantificationOofOpeptidoformsOinOlargeOsampleOcohortsObyOSWyTHeMSfONatures
BiotechnologydO2017dOkmdOopieopp 44.5 85
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34 diaPySEFrOparallelOaccumulationeserialOfragmentationOcombinedOwithOdataeindependentOacquisitionfO
NaturesMethodsdO2020dOiodOijjqeijkn 21.6 85

33 –omplexecentricOproteomeOprofilingObyOSE–eSWyTHeMSfOMolecularsSystemssBiologydO2019dOimdOeplkp 12.2 61

32 IdentificationOofOaOSetOofO–onservedOEukaryoticOInternalORetentionOTimeOStandardsOforO
DataeindependentOycquisitionOMassOSpectrometryfOMolecularsandsCellularsProteomicsdO2015dOildOjphheik 7.6 51

31
SerumOproteomicOprofilingOrevealsOthatOpretreatmentOcomplementOproteinOlevelsOareOpredictiveOofO
esophagealOcancerOpatientOresponseOtoOneoadjuvantOchemoradiationfOAnnalssofsSurgerydO2011dOjmldO
phqeinsOdiscussionOpineo

7.8 42

30 RangeOofOproteinOdetectionObyOselectedgmultipleOreactionOmonitoringOmassOspectrometryOinOanO
unfractionatedOhumanOcellOcultureOlysatefOProteomicsdO2012dOijdOiipmeqk 4.8 35

29 ElucidationOofOhostepathogenOproteineproteinOinteractionsOtoOuncoverOmechanismsOofOhostOcellO
rewiringfOCurrentsOpinionsinsMicrobiologydO2017dOkqdOoeim 7.9 34

28 DevelopmentOofOaOpharmaceuticalOhepatotoxicityObiomarkerOpanelOusingOaOdiscoveryOtoOtargetedO
proteomicsOapproachfOMolecularsandsCellularsProteomicsdO2012dOiidOkqlelih 7.6 32

27 DelayedOeffectsOofOtranscriptionalOresponsesOinOMycobacteriumOtuberculosisOexposedOtoOnitricOoxideO
suggestOotherOmechanismsOinvolvedOinOsurvivalfOScientificsReportsdO2017dOodOpjhp 4.9 27

26 SequenceOtaggingOrevealsOunexpectedOmodificationsOinOtoxicoproteomicsfOChemicalsResearchsins
ToxicologydO2011dOjldOjhlein 4 24

25 yOGlobalOScreenOforOyssemblyOStateO–hangesOofOtheOMitoticOProteomeObyOSE–eSWyTHeMSfOCells
SystemsdO2020dOihdOikkeimmfen 10.6 24

24 PreciseOTemporalOProfilingOofOSignalingO–omplexesOinOPrimaryO–ellsOUsingOSWyTHOMassO
SpectrometryfOCellsReportsdO2017dOipdOkjiqekjjn 10.6 23

23 SystemsOproteomicsOapproachesOtoOstudyObacterialOpathogensrOapplicationOtoOMycobacteriumO
tuberculosisfOCurrentsOpinionsinsMicrobiologydO2017dOkqdOnleoj 7.9 21

22 UseOofOproteomicsOforOtheOdiscoveryOofOearlyOmarkersOofOdrugOtoxicityfOExpertsOpinionsonsDrugs
MetabolismsandsToxicologydO2007dOkdOnpqeohl 5.5 21

21 –omparativeOanalysisOofOmRNyOandOproteinOdegradationOinOprostateOtissuesOindicatesOhighOstabilityO
ofOproteinsfONaturesCommunicationsdO2019dOihdOjmjl 17.4 20

20 IntegratingOhighlyOquantitativeOproteomicsOandOgenomeescaleOmetabolicOmodelingOtoOstudyOpHO
adaptationOinOtheOhumanOpathogenfONpjsSystemssBiologysandsApplicationsdO2016dOjdOinhio 5 20

19 yPeSWyTHORevealsODirectOInvolvementOofOV–PgpqoOinOIntegratedOStressOResponseOSignalingO
ThroughOFacilitatingO–RePgPPPiRimzODegradationfOMolecularsandsCellularsProteomicsdO2018dOiodOijqmeikho7.6 18

18 ParallelOaccumulationOâ��OserialOfragmentationOcombinedOwithOdataeindependentOacquisitionO
WdiaPySEFarOzottomeupOproteomicsOwithOnearOoptimalOionOusage 18

17 –omplexecentricOproteomeOprofilingObyOSE–eSWyTHeMSOforOtheOparallelOdetectionOofOhundredsOofO
proteinOcomplexesfONaturesProtocolsdO2020dOimdOjkliejkpn 18.8 17
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16 andOProteomeOynalysisOofOHumanOImmunodeficiencyOVirusOWHIVaeieinfecteddOHumanO–DlOTO–ellsfO
MolecularsandsCellularsProteomicsdO2017dOindOSihpeSijk 7.6 15

15 UseOofOSELDIOMSOtoOdiscoverOandOidentifyOpotentialObiomarkersOofOtoxicityOinOInnoMedOPredToxrOaO
multiesitedOmultiecompoundOstudyfOProteomicsdO2010dOihdOimqjenhp 4.8 12

14 SE–yTrOQuantifyingOProteinO–omplexODynamicsOacrossO–ellOStatesObyONetworke–entricOynalysisOofO
SE–eSWyTHeMSOProfilesfOCellsSystemsdO2020dOiidOmpqenhofep 10.6 9

13 FromOcoarseOtoOfinerOtheOabsoluteOEscherichiaOcoliOproteomeOunderOdiverseOgrowthOconditionsfO
MolecularsSystemssBiologydO2021dOiodOeqmkn 12.2 9

12 ProteomicsOgoesOparallelfONaturesBiotechnologydO2018dOkndOihmieihmk 44.5 9

11 DiagnosticsOandOcorrectionOofObatchOeffectsOinOlargeescaleOproteomicOstudiesrOaOtutorialfOMoleculars
SystemssBiologydO2021dOiodOeihjlh 12.2 8

10 TheOProteinOLandscapeOofO–hronicOLymphocyticOLeukemiaOW–LLafOBlooddO2021dO 2.2 6

9 SystematicOdetectionOofOfunctionalOproteoformOgroupsOfromObottomeupOproteomicOdatasetsfONatures
CommunicationsdO2021dOijdOkpih 17.4 6

8 MultilayeredOregulationOofOautophagyObyOtheOytgiOkinaseOorchestratesOspatialOandOtemporalOcontrolO
ofOautophagosomeOformationfOMolecularsCelldO2021dO 17.6 3

7 MultielaboratoryOassessmentOofOreproducibilitydOqualitativeOandOquantitativeOperformanceOofO
SWyTHemassOspectrometry 3

6 DifferentialOproteomicsOincorporatingOiTRyQOlabelingOandOmultiedimensionalOseparationsfOMethodss
insMolecularsBiologydO2011dOnqidOknqepk 1.4 2

5 ybsoluteOQuantificationOofOToxicologicalOziomarkersOviaOMassOSpectrometryfOMethodssinsMoleculars
BiologydO2017dOinlidOkkoeklp 1.4 1

4 yOglobalOscreenOforOassemblyOstateOchangesOofOtheOmitoticOproteomeObyOSE–eSWyTHeMS 1

3 SystematicOdetectionOofOfunctionalOproteoformOgroupsOfromObottomeupOproteomicOdatasets 1

2 SystemeWideOProfilingOofOProteinO–omplexesOViaOSizeOExclusionO–hromatographyeMassO
SpectrometryOWSE–eMSafOMethodssinsMolecularsBiologydO2021dOjjmqdOjnqejql 1.4 1

1 ExpressionODysregulationOasOaOMediatorOofOFitnessO–ostsOinOyntibioticOResistancefOAntimicrobials
AgentssandsChemotherapydO2021dOnmdOehhmhlji 5.9 1
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