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Twin introductions by independent invader mussel lineages are both associated with recent admixture

with a native congener in Australia. Evolutionary Applications, 2020, 13, 515-532.

Ocean circulation model predicts high genetic structure observed in a long&€tived pelagic developer. 3.9 33
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Comparative genomics reveals divergent thermal selection in warméa€-and colda€tolerant marine mussels.
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Hybridisation and the evolution of coral reef biodiversity. Coral Reefs, 2022, 41, 535-549.
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Pread€introduction introgression contributes to parallel differentiation and contrasting hybridization
outcomes between invasive and native marine mussels. Journal of Evolutionary Biology, 2021, 34,
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Cryptic diversity and spatial genetic variation in the coral <i>Acropora tenuis</i> and its

endosymbionts across the Great Barrier Reef. Evolutionary Applications, 2023, 16, 293-310. 3.1 o
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Genotyping-by-sequencing reveals genomic homogeneity among overwintering Pacific Dunlin (Calidris) Tj ETQql 10,784314gBT (e}




