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cefotaximecNimipenemNandNciprofloxacineeNJournalnofnGlobalnAntimicrobialnResistancecN2021cNipcNqgdqg 3.4

44 TheNpotentialNofNusingNEeNcoliNasNanNindicatorNforNtheNsurveillanceNofNantimicrobialNresistanceNWyMRXNinN
theNenvironmenteNCurrentnOpinionninnMicrobiologycN2021cNnlcNhmidhmp 7.9 7
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42 yntibioticNresistantNandNextendeddspectrumN˛†dlactamaseNproducingNfaecalNcoliformsNinNwastewaterN
treatmentNplantNeffluenteNEnvironmentalnPollutioncN2020cNinicNhhlill 9.3 13
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21 βhallengingNtheNconceptNofNbacteriaNsubsistingNonNantibioticseNInternationalnJournalnofnAntimicrobialn
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MedicalnMicrobiologycN2012cNnhcNhlidhlo
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DetectionNandNmolecularNcharacterisationNofNplasmidicNympβNbetadlactamasesNinNKlebsiellaN
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10 DetectionNofNblaVIMdiNcarbapenemaseNinNPseudomonasNaeruginosaNinNIrelandeNJournalnofn
AntimicrobialnChemotherapycN2008cNnhcNihqdig 5.1 4

9 zestNinNclassrNaNgoodNprincipleNforNantibioticNusageNtoNlimitNresistanceNdevelopmentweNJournalnofn
AntimicrobialnChemotherapycN2007cNmqcNpimdn 5.1 11

8 PreferentialNselectionNofNIMPNandNVIMNmetallodbetadlactamasesNbyNimipenemNinNPseudomonasN
aeruginosaeNChemotherapycN2007cNmkcNlgodq 3.2 5
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activitieseNTherapeuticsnandnClinicalnRisknManagementcN2007cNkcNopqdql 2.9 15
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βomparativeNinNvitroNactivityNofNtelithromycinNagainstNmacrolidedresistantNandNdsusceptibleN
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3 MicrobiologyNandNdrugNresistanceNmechanismsNofNfullyNresistantNpathogenseNCurrentnOpinionninn
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JournalnofnAntimicrobialnChemotherapycN2003cNmicNklmdmk 5.1 30

Fiona M Walsh

4


