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39 hnSNrRNyNgeneNbasedNbacterialNcommunityNstructureNofNwastewaterNtreatmentNplantNeffluentseN
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ResistanceNinNaNHumanNPathogenNFromNβomplexNzroilerNβecalNSampleseNFrontiersninnMicrobiologycN
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29 yntibioticNResistanceNandNWastewaterNTreatmentNProcessN2017cNinkdiqh 1

28 yntibioticNresistanceNgenesNacrossNaNwideNvarietyNofNmetagenomeseNFEMSnMicrobiologynEcologycN
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25 TacklingNantibioticNresistancerNtheNenvironmentalNframeworkeNNaturenReviewsnMicrobiologycN2015cN
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24 EstimatingNtheNNumberNofNSpeciesNinNMicrobialNDiversityNStudieseNAnnualnReviewnofnStatisticsnandnItsn
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MicrobiologynLetterscN2014cNkmgcNhpgdq 2.9 16

22 RestrictedNstreptomycinNuseNinNappleNorchardsNdidNnotNadverselyNalterNtheNsoilNbacteriaNcommunitieseN
FrontiersninnMicrobiologycN2013cNlcNkpk 5.7 22

21 βhallengingNtheNconceptNofNbacteriaNsubsistingNonNantibioticseNInternationalnJournalnofnAntimicrobialn
AgentscN2013cNlhcNmmpdnk 14.3 12

20 yNbriefNmultiddisciplinaryNreviewNonNantimicrobialNresistanceNinNmedicineNandNitsNlinkageNtoNtheNglobalN
environmentalNmicrobiotaeNFrontiersninnMicrobiologycN2013cNlcNqn 5.7 189

19 TheNculturableNsoilNantibioticNresistomerNaNcommunityNofNmultiddrugNresistantNbacteriaeNPLoSnONEcN
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18 InvestigatingNantibioticNresistanceNinNnondclinicalNenvironmentseNFrontiersninnMicrobiologycN2013cNlcNhq 5.7 35

17 TheNmultipleNrolesNofNantibioticsNandNantibioticNresistanceNinNnatureeNFrontiersninnMicrobiologycN2013cN
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16 InfluenceNofNsoilNuseNonNprevalenceNofNtetracyclinecNstreptomycincNandNerythromycinNresistanceNandN
associatedNresistanceNgeneseNAntimicrobialnAgentsnandnChemotherapycN2012cNmncNhlkldlk 5.9 106
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βomparisonNofNplasmiddmediatedNquinoloneNresistanceNandNextendeddspectrumN˛†dlactamasesNinN
thirddgenerationNcephalosporindresistantNEnterobacteriaceaeNfromNfourNIrishNhospitalseNJournalnofn
MedicalnMicrobiologycN2012cNnhcNhlidhlo
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14 RealdtimeNPβRNmethodsNforNquantitativeNmonitoringNofNstreptomycinNandNtetracyclineNresistanceN
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βomparisonNofNtwoNDNyNmicroarraysNforNdetectionNofNplasmiddmediatedNantimicrobialNresistanceN
andNvirulenceNfactorNgenesNinNclinicalNisolatesNofNEnterobacteriaceaeNandNnondEnterobacteriaceaeeN
InternationalnJournalnofnAntimicrobialnAgentscN2010cNkmcNmqkdp
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MolecularNcharacterizationNofNcarbapenemdresistantNycinetobacterNspeciesNinNanNIrishNuniversityN
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DetectionNandNmolecularNcharacterisationNofNplasmidicNympβNbetadlactamasesNinNKlebsiellaN
pneumoniaeNisolatesNfromNaNtertiarydcareNhospitalNinNDublincNIrelandeNClinicalnMicrobiologynandn
InfectioncN2008cNhlcNnhndp
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10 DetectionNofNblaVIMdiNcarbapenemaseNinNPseudomonasNaeruginosaNinNIrelandeNJournalnofn
AntimicrobialnChemotherapycN2008cNnhcNihqdig 5.1 4

9 zestNinNclassrNaNgoodNprincipleNforNantibioticNusageNtoNlimitNresistanceNdevelopmentweNJournalnofn
AntimicrobialnChemotherapycN2007cNmqcNpimdn 5.1 11

8 PreferentialNselectionNofNIMPNandNVIMNmetallodbetadlactamasesNbyNimipenemNinNPseudomonasN
aeruginosaeNChemotherapycN2007cNmkcNlgodq 3.2 5

7 DoripenemrNyNnewNcarbapenemNantibioticNaNreviewNofNcomparativeNantimicrobialNandNbactericidalN
activitieseNTherapeuticsnandnClinicalnRisknManagementcN2007cNkcNopqdql 2.9 15

6 FirstNreportNofNOXydikNcarbapenemaseNinNclinicalNisolatesNofNycinetobacterNspeciesNinNtheNIrishN
RepubliceNJournalnofnAntimicrobialnChemotherapycN2006cNmpcNhhghdi 5.1 17

5 EpidemiologicalNanalysisNofNcarbapenemdsensitiveNandNdresistantNPseudomonasNaeruginosaeNJournaln
ofnHospitalnInfectioncN2005cNngcNilgdl 6.9 5

4
βomparativeNinNvitroNactivityNofNtelithromycinNagainstNmacrolidedresistantNandNdsusceptibleN
StreptococcusNpneumoniaecNMoraxellaNcatarrhalisNandNHaemophilusNinfluenzaeeNJournalnofn
AntimicrobialnChemotherapycN2004cNmkcNoqkdn
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3 MicrobiologyNandNdrugNresistanceNmechanismsNofNfullyNresistantNpathogenseNCurrentnOpinionninn
MicrobiologycN2004cNocNlkqdll 7.9 104

2 TheNinNvitroNeffectsNofNfaropenemNonNlowerNrespiratoryNtractNpathogensNisolatedNinNtheNUnitedN
KingdomeNInternationalnJournalnofnAntimicrobialnAgentscN2003cNihcNmphdl 14.3 4
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JournalnofnAntimicrobialnChemotherapycN2003cNmicNklmdmk 5.1 30

Fiona M Walsh

4


