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(Amaranthaceae) Collected in Korea. International Journal of Genomics, 2021, 2021, 6643444 25 12

The complete chloroplast genome of f. Nakai (Oleaceae) from the Chungbuk Province, Korea.
Mitochondrial DNA Part B: Resources, 2021, 6, 1754-1756
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Complete Genome Sequence of Lentilactobacillus parabuchneri Strain KEM. Microbiology Resource
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118 Mitochondrial DNA Part B: Resources, 2021, 6, 10-12 o5 5

The complete chloroplast genome of (L.) Merr. isolated in Korea (Poaceae): investigation of
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106 Mitochondrial DNA Part B: Resources, 2021, 6, 135-137 o5 7

The complete chloroplast genome of Diarthron linifolium (Thymelaeaceae), a species found on a
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DNA Part B: Resources, 2020, 5, 2890-2892

The complete chloroplast genome of (Mitt.) Steph. (Wiesnerellaceae, Marchantiophyta).

Mitochondrial DNA Part B: Resources, 2020, 5, 3124-3126 05 2

The complete mitochondrial genome of Glover, 1877 (Hemiptera: Aphididae) isolated from in
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59 Mitochondrial DNA Part B: Resources, 2019, 4, 3096-3098 53

Complete mitochondrial genome sequence of lettuce pathogenic fungus, f. sp. 16-086.
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long terminal repeat retrotransposons and their derivatives. Plant Journal, 2012, 69, 1018-29

De novo transcriptome sequencing of Momordica cochinchinensis to identify genes involved in the

30 carotenoid biosynthesis. Plant Molecular Biology, 2012, 79, 413-27 46 61

Insight into trade-off between wood decay and parasitism from the genome of a fungal forest
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The PEX7-mediated peroxisomal import system is required for fungal development and

26 pathogenicity in Magnaporthe oryzae. PLoS ONE, 2011, 6, €28220 37 49

Complete sequencing and comparative analyses of the pepper (Capsicum annuum L.) plastome
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