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(Amaranthaceae) Collected in Korea. International Journal of Genomics, 2021, 2021, 6643444

The complete chloroplast genome of candidate new specieslfrom in Korea (Rosaceae).

92 Mitochondrial DNA Part B: Resources, 2019, 4, 2433-2435 o5 11

The second complete chloroplast genome sequence of the (Adoxaceae) showed a low level of
intra-species variations. Mitochondrial DNA Part B: Resources, 2019, 5, 271-272

The complete mitochondrial genome of Glover, 1877 (Hemiptera: Aphididae) isolated from in

90 Korea. Mitochondrial DNA Part B: Resources, 2020, 5, 2878-2880 o5 11

Genome-wide comparative analyses of GATA transcription factors among 19 Arabidopsis ecotype
genomes: Intraspecific characteristics of GATA transcription factors. PLoS ONE, 2021, 16, €0252181

The complete chloroplast genome of Ledeb. isolated in Korea (Rosaceae): investigation of

88 intraspecific variations on its chloroplast genomes. Mitochondrial DNA Part B: Resources, 2020, 5, 2264-226%

Comparative transcriptome analysis of three color variants of the sea cucumber Apostichopus
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Korean Journal of Plant Taxonomy, 2021, 51, 176-180

o A Comparative Analyses of the Complete Mitochondrial Genomes of Fungal Endosymbionts in,
7 White-Backed Planthoppers. International Journal of Genomics, 2021, 2021, 6652508

The complete mitochondrial genome of Glover, 1877 (Hemiptera: Aphididae) isolated from in

Korea. Mitochondrial DNA Part B: Resources, 2021, 6, 62-65




JONGSUN PARK

The complete mitochondrial genome of Panzer, 1797 (Coleoptera: Tenebrionidae). Mitochondrial
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54 Mitochondrial DNA Part B: Resources, 2018, 3, 1296-1297 °5 5

The complete chloroplast genome of coffee tree, L. [Blue Mountainl(Rubiaceae). Mitochondrial
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3 Genome-wide analysis of T-DNA integration into the chromosomes of Magnaporthe oryzae. L
3 Molecular Microbiology, 2007, 66, 826-826 41 3

A New Mitochondrial Genome of (HorvEh) (Hemiptera: Delphacidae) and Mitogenome-Wide
Investigation on Polymorphisms.. /nsects, 2021, 12,

The complete mitochondrial genome of (Erxleben, 1777), as a model species of Chronic Wasting
Disease (CWD). Mitochondrial DNA Part B: Resources, 2020, 5, 2621-2623 °5 3

Complete mitochondrial genome sequence of Afla-Guard, commercially available non-toxigenic.
Mitochondrial DNA Part B: Resources, 2020, 5, 3590-3592

The complete mitochondrial genome of (Mitt.) Steph. (Wiesnerellaceae, Marchantiophyta): large
34  number of intraspecific variations on mitochondrial genomes of. Mitochondrial DNA Part B: 05 3
Resources, 2020, 5, 3351-3353

The second complete mitochondrial genome of Panzer, 1797 (Coleoptera: Tenebrionidae):

investigation of intraspecific variations on mitochondrial genome. Mitochondrial DNA Part B:
Resources, 2020, 5, 2979-2981




JONGSUN PARK

5 Complete mitochondrial genome of the H3 haplotype Argentine ant (Mayr, 1868) (Formicidae; o
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