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m Paper IF Citations

481 RNoUéeqhHaHrevolutionaryHtoolHforHtranscriptomicsVHNatureaReviewsaGeneticsTH2009THYXTHceUda 30.1 8302

480 wdentificationHandHanalysisHofHfunctionalHelementsHinHYMHofHtheHhumanHgenomeHbyHtheHsNq“rsHpilotH
projectVHNatureTH2007THbbeTHeggUfYd 50.4 4121

479 tunctionalHprofilingHofHtheHéaccharomycesHcerevisiaeHgenomeVHNatureTH2002THbYfTHafeUgY 50.4 3278

478 tunctionalHcharacterizationHofHtheHéVHcerevisiaeHgenomeHbyHgeneHdeletionHandHparallelHanalysisVH
ScienceTH1999THZfcTHgXYUd 33.3 3254

477 ulobalHanalysisHofHproteinHactivitiesHusingHproteomeHchipsVHScienceTH2001THZgaTHZYXYUc 33.3 1899

476 −heHtranscriptionalHlandscapeHofHtheHyeastHgenomeHdefinedHbyHRNoHsequencingVHScienceTH2008THaZXTHYabbUg33.3 1867

475 onnotationHofHfunctionalHvariationHinHpersonalHgenomesHusingHRegulomerpVHGenomeaResearchTH2012
THZZTHYegXUe 9.7 1723

474 qhw”UseqHguidelinesHandHpracticesHofHtheHsNq“rsHandHmodsNq“rsHconsortiaVHGenomeaResearchTH
2012THZZTHYfYaUaY 9.7 1211

473 éingleUcellHchromatinHaccessibilityHrevealsHprinciplesHofHregulatoryHvariationVHNatureTH2015THcZaTHbfdUgX 50.4 1110

472 orchitectureHofHtheHhumanHregulatoryHnetworkHderivedHfromHsNq“rsHdataVHNatureTH2012THbfgTHgYUYXX 50.4 1104

471 vighUqualityHbinaryHproteinHinteractionHmapHofHtheHyeastHinteractomeHnetworkVHScienceTH2008THaZZTHYXbUYX33.3 1100

470 uenomeUwideHprofilesHofHé−o−YHrNoHassociationHusingHchromatinHimmunoprecipitationHandH
massivelyHparallelHsequencingVHNatureaMethodsTH2007THbTHdcYUe 21.6 1077

469 oHcomparativeHencyclopediaHofHrNoHelementsHinHtheHmouseHgenomeVHNatureTH2014THcYcTHaccUdb 50.4 1026

468 oHpayesianHnetworksHapproachHforHpredictingHproteinUproteinHinteractionsHfromHgenomicHdataVH
ScienceTH2003THaXZTHbbgUca 33.3 1007

467 qNγnatorhHanHapproachHtoHdiscoverTHgenotypeTHandHcharacterizeHtypicalHandHatypicalHqNγsHfromH
familyHandHpopulationHgenomeHsequencingVHGenomeaResearchTH2011THZYTHgebUfb 9.7 944

466 uenomicHbindingHsitesHofHtheHyeastHcellUcycleHtranscriptionHfactorsHéptHandHMptVHNatureTH2001THbXgTHcaaUf50.4 927

465 ”ersonalHomicsHprofilingHrevealsHdynamicHmolecularHandHmedicalHphenotypesVHCellTH2012THYbfTHYZgaUaXe 56.2 921
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464 ”airedUendHmappingHrevealsHextensiveHstructuralHvariationHinHtheHhumanHgenomeVHScienceTH2007TH
aYfTHbZXUd 33.3 895

463 sxtensiveHpromoterUcenteredHchromatinHinteractionsHprovideHaHtopologicalHbasisHforHtranscriptionH
regulationVHCellTH2012THYbfTHfbUgf 56.2 882

462 ulobalHidentificationHofHhumanHtranscribedHsequencesHwithHgenomeHtilingHarraysVHScienceTH2004THaXdTHZZbZUd33.3 868

461 MappingHcopyHnumberHvariationHbyHpopulationUscaleHgenomeHsequencingVHNatureTH2011THbeXTHcgUdc 50.4 833

460 ulobalHanalysisHofHproteinHphosphorylationHinHyeastVHNatureTH2005THbafTHdegUfb 50.4 818

459 ”roteinHchipHtechnologyVHCurrentaOpinionainaChemicalaBiologyTH2003THeTHccUda 9.7 792

458 wntegrativeHanalysisHofHtheHqaenorhabditisHelegansHgenomeHbyHtheHmodsNq“rsHprojectVHScienceTH
2010THaaXTHYeecUfe 33.3 744

457 onalysisHofHyeastHproteinHkinasesHusingHproteinHchipsVHNatureaGeneticsTH2000THZdTHZfaUg 36.3 734

456 vighUthroughputHsequencingHtechnologiesVHMolecularaCellTH2015THcfTHcfdUge 17.6 629

455 βnlockingHtheHsecretsHofHtheHgenomeVHNatureTH2009THbcgTHgZeUaX 50.4 620

454 éequenceHfeaturesHandHchromatinHstructureHaroundHtheHgenomicHregionsHboundHbyHYYgHhumanH
transcriptionHfactorsVHGenomeaResearchTH2012THZZTHYegfUfYZ 9.7 596

453 −opologicallyHassociatingHdomainsHareHstableHunitsHofHreplicationUtimingHregulationVHNatureTH2014TH
cYcTHbXZUc 50.4 563

452 zineageUspecificHandHsingleUcellHchromatinHaccessibilityHchartsHhumanHhematopoiesisHandHleukemiaH
evolutionVHNatureaGeneticsTH2016THbfTHYYgaUZXa 36.3 555

451 wntegratedH”roteogenomicHqharacterizationHofHvumanHvighUuradeHéerousH“varianHqancerVHCellTH
2016THYddTHeccUedc 56.2 544

450 ”roteinHanalysisHonHaHproteomicHscaleVHNatureTH2003THbZZTHZXfUYc 50.4 541

449 zinkingHdiseaseHassociationsHwithHregulatoryHinformationHinHtheHhumanHgenomeVHGenomeaResearchTH
2012THZZTHYebfUcg 9.7 538

448 refiningHfunctionalHrNoHelementsHinHtheHhumanHgenomeVHProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaTH2014THYYYTHdYaYUf 11.5 490

447 zargeUscaleHanalysisHofHtheHyeastHgenomeHbyHtransposonHtaggingHandHgeneHdisruptionVHNatureTH1999TH
bXZTHbYaUf 50.4 470
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446 ”eakéeqHenablesHsystematicHscoringHofHqhw”UseqHexperimentsHrelativeHtoHcontrolsVHNaturea
BiotechnologyTH2009THZeTHddUec 44.5 463

445 ”redictingHnonUsmallHcellHlungHcancerHprognosisHbyHfullyHautomatedHmicroscopicHpathologyHimageH
featuresVHNatureaCommunicationsTH2016THeTHYZbeb 17.4 452

444 γariationHinHtranscriptionHfactorHbindingHamongHhumansVHScienceTH2010THaZfTHZaZUc 33.3 447

443 wntegrativeHomicsHforHhealthHandHdiseaseVHNatureaReviewsaGeneticsTH2018THYgTHZggUaYX 30.1 402

442 ”erformanceHcomparisonHofHexomeHrNoHsequencingHtechnologiesVHNatureaBiotechnologyTH2011THZgTHgXfUYb44.5 397

441 oHsingleUmoleculeHlongUreadHsurveyHofHtheHhumanHtranscriptomeVHNatureaBiotechnologyTH2013THaYTHYXXgUYb44.5 396

440 zandscapeHandHvariationHofHRNoHsecondaryHstructureHacrossHtheHhumanHtranscriptomeVHNatureTH2014
THcXcTHeXdUg 50.4 390

439 piochemicalHandHgeneticHanalysisHofHtheHyeastHproteomeHwithHaHmovableH“RtHcollectionVHGenesaanda
DevelopmentTH2005THYgTHZfYdUZd 12.6 387

438 uettingHconnectedhHanalysisHandHprinciplesHofHbiologicalHnetworksVHGenesaandaDevelopmentTH2007TH
ZYTHYXYXUZb 12.6 380

437 Mo”yHtargetHnetworksHinHorabidopsisHthalianaHrevealedHusingHfunctionalHproteinHmicroarraysVHGenesa
andaDevelopmentTH2009THZaTHfXUgZ 12.6 370

436 NewHinsightsHintoHocinetobacterHbaumanniiHpathogenesisHrevealedHbyHhighUdensityHpyrosequencingH
andHtransposonHmutagenesisVHGenesaandaDevelopmentTH2007THZYTHdXYUYb 12.6 361

435 sxpandedHencyclopaediasHofHrNoHelementsHinHtheHhumanHandHmouseHgenomesVHNatureTH2020THcfaTHdggUeYX50.4 360

434 qlinicalHinterpretationHandHimplicationsHofHwholeUgenomeHsequencingVHJAMAanaJournalaofathea
AmericanaMedicalaAssociationTH2014THaYYTHYXacUbc 27.4 333

433 ”roteinHarraysHandHmicroarraysVHCurrentaOpinionainaChemicalaBiologyTH2001THcTHbXUc 9.7 331

432 vowHmanyHhumanHproteoformsHareHtheremVHNatureaChemicalaBiologyTH2018THYbTHZXdUZYb 11.7 324

431 oHproposalHforHvalidationHofHantibodiesVHNatureaMethodsTH2016THYaTHfZaUe 21.6 312

430 onnotatingHnonUcodingHregionsHofHtheHgenomeVHNatureaReviewsaGeneticsTH2010THYYTHccgUeY 30.1 303

429 −heHNoéoH−winsHétudyhHoHmultidimensionalHanalysisHofHaHyearUlongHhumanHspaceflightVHScienceTH2019TH
adbTH 33.3 300
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428
rifferentialHbindingHofHcalmodulinUrelatedHproteinsHtoHtheirHtargetsHrevealedHthroughHhighUdensityH
orabidopsisHproteinHmicroarraysVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericaTH2007THYXbTHbeaXUc

11.5 299

427 ”roteomicsVHAnnualaReviewaofaBiochemistryTH2003THeZTHefaUfYZ 29.1 295

426 rivergenceHofHtranscriptionHfactorHbindingHsitesHacrossHrelatedHyeastHspeciesVHScienceTH2007THaYeTHfYcUg 33.3 286

425 vaybmeaHbreadthHisHlinkedHtoHcellHidentityHandHtranscriptionalHconsistencyVHCellTH2014THYcfTHdeaUff 56.2 278

424 sxtensiveHvariationHinHchromatinHstatesHacrossHhumansVHScienceTH2013THabZTHecXUZ 33.3 276

423 γariationHandHgeneticHcontrolHofHproteinHabundanceHinHhumansVHNatureTH2013THbggTHegUfZ 50.4 272

422 recipheringHproteinHkinaseHspecificityHthroughHlargeUscaleHanalysisHofHyeastHphosphorylationHsiteH
motifsVHScienceaSignalingTH2010THaTHraYZ 8.8 262

421 zandscapeHofHnextUgenerationHsequencingHtechnologiesVHAnalyticalaChemistryTH2011THfaTHbaZeUbY 7.8 253

420 WidespreadHcontributionHofHtransposableHelementsHtoHtheHinnovationHofHgeneHregulatoryHnetworksVH
GenomeaResearchTH2014THZbTHYgdaUed 9.7 251

419 −heHhumanHproteomeHprojecthHcurrentHstateHandHfutureHdirectionVHMolecularaandaCellularaProteomicsTH
2011THYXTHMYYYVXXggga 7.6 249

418 onalyzingHantibodyHspecificityHwithHwholeHproteomeHmicroarraysVHNatureaBiotechnologyTH2003THZYTHYcXgUYZ44.5 248

417 −heHqhromosomeUqentricHvumanH”roteomeH”rojectHforHcatalogingHproteinsHencodedHinHtheH
genomeVHNatureaBiotechnologyTH2012THaXTHZZYUa 44.5 244

416 ”erformanceHcomparisonHofHwholeUgenomeHsequencingHplatformsVHNatureaBiotechnologyTH2011THaXTHefUfZ44.5 241

415 ueneticHqontrolHofHqhromatinHétatesHinHvumansHwnvolvesHzocalHandHristalHqhromosomalH
wnteractionsVHCellTH2015THYdZTHYXcYUdc 56.2 240

414 qomparisonHofHtheHtranscriptionalHlandscapesHbetweenHhumanHandHmouseHtissuesVHProceedingsaofa
theaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2014THYYYTHYeZZbUg 11.5 239

413 ”roteogenomicHonalysisHofHvumanHqolonHqancerHRevealsHNewH−herapeuticH“pportunitiesVHCellTH
2019THYeeTHYXacUYXbgVeYg 56.2 237

412
wdentificationHofHdifferentiallyHexpressedHproteinsHinHovarianHcancerHusingHhighUdensityHproteinH
microarraysVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2007TH
YXbTHYebgbUg

11.5 230

411 olleleéeqhHanalysisHofHalleleUspecificHexpressionHandHbindingHinHaHnetworkHframeworkVHMoleculara
SystemsaBiologyTH2011THeTHcZZ 12.2 228

(2011-2007)
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410 qellHpolarityHandHmorphogenesisHinHbuddingHyeastVHAnnualaReviewaofaMicrobiologyTH1998THcZTHdfeUebb 17.5 223

409 NonUequivalenceHofHWntHandHRUspondinHligandsHduringHzgrcHintestinalHstemUcellHselfUrenewalVHNature
TH2017THcbcTHZafUZbZ 50.4 209

408
tindingHnewHcomponentsHofHtheHtargetHofHrapamycinHP−“RQHsignalingHnetworkHthroughHchemicalH
geneticsHandHproteomeHchipsVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesa
ofaAmericaTH2004THYXYTHYdcgbUg

11.5 208

407 RegulationHofHgeneHexpressionHbyHaHmetabolicHenzymeVHScienceTH2004THaXdTHbfZUb 33.3 206

406 rigitalHvealthhH−rackingH”hysiomesHandHoctivityHβsingHWearableHpiosensorsHRevealsHβsefulH
vealthURelatedHwnformationVHPLoSaBiologyTH2017THYcTHeZXXYbXZ 9.7 204

405 ”sMerhHaHcomputationalHframeworkHwithHsimulationUbasedHerrorHmodelsHforHinferringHgenomicH
structuralHvariantsHfromHmassiveHpairedUendHsequencingHdataVHGenomeaBiologyTH2009THYXTHRZa 18.3 201

404 qomplexHtranscriptionalHcircuitryHatHtheHuYWéHtransitionHinHéaccharomycesHcerevisiaeVHGenesaanda
DevelopmentTH2002THYdTHaXYeUaa 12.6 201

403 zongitudinalHmultiUomicsHofHhostUmicrobeHdynamicsHinHprediabetesVHNatureTH2019THcdgTHddaUdeY 50.4 197

402 uenomeUwideHmapHofHregulatoryHinteractionsHinHtheHhumanHgenomeVHGenomeaResearchTH2014THZbTHYgXcUYe9.7 197

401 qlassificationHofHhumanHgenomicHregionsHbasedHonHexperimentallyHdeterminedHbindingHsitesHofH
moreHthanHYXXHtranscriptionUrelatedHfactorsVHGenomeaBiologyTH2012THYaTHRbf 18.3 194

400 ”rinciplesHofHregulatoryHinformationHconservationHbetweenHmouseHandHhumanVHNatureTH2014THcYcTHaeYUaec50.4 190

399 RecurrentHsomaticHmutationsHinHregulatoryHregionsHofHhumanHcancerHgenomesVHNatureaGeneticsTH
2015THbeTHeYXUd 36.3 190

398 onHwntegratedHβnderstandingHofHtheHRapidHMetabolicHpenefitsHofHaHqarbohydrateURestrictedHrietHonH
vepaticHéteatosisHinHvumansVHCellaMetabolismTH2018THZeTHccgUceYVec 24.6 189

397 ”romiseHofHpersonalizedHomicsHtoHprecisionHmedicineVHWileyaInterdisciplinaryaReviews:aSystemsa
BiologyaandaMedicineTH2013THcTHeaUfZ 6.6 188

396 uenomicHanalysisHofHmycosisHfungoidesHandHéˆ'zaryHsyndromeHidentifiesHrecurrentHalterationsHinH
−NtRZVHNatureaGeneticsTH2015THbeTHYXcdUdX 36.3 186

395 vighUthroughputHsequencingHforHbiologyHandHmedicineVHMolecularaSystemsaBiologyTH2013THgTHdbX 12.2 186

394 oHlongitudinalHbigHdataHapproachHforHprecisionHhealthVHNatureaMedicineTH2019THZcTHegZUfXb 50.5 183

393 WearablesHandHtheHmedicalHrevolutionVHPersonalizedaMedicineTH2018THYcTHbZgUbbf 2.2 180
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392 NovelHmutationsHinH”wsZ“YHcauseHanHautosomalHrecessiveHgeneralizedHlymphaticHdysplasiaHwithH
nonUimmuneHhydropsHfetalisVHNatureaCommunicationsTH2015THdTHfXfc 17.4 174

391 refiningHaHpersonalTHalleleUspecificTHandHsingleUmoleculeHlongUreadHtranscriptomeVHProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2014THYYYTHgfdgUeb 11.5 168

390 MappingHofHtranscriptionHfactorHbindingHregionsHinHmammalianHcellsHbyHqhw”hHcomparisonHofHarrayUH
andHsequencingUbasedHtechnologiesVHGenomeaResearchTH2007THYeTHfgfUgXg 9.7 164

389 MappingHaccessibleHchromatinHregionsHusingHéonoUéeqVHProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaTH2009THYXdTHYbgZdUaY 11.5 163

388 riverseHrolesHandHinteractionsHofHtheHéWwWéNtHchromatinHremodelingHcomplexHrevealedHusingHglobalH
approachesVHPLoSaGeneticsTH2011THeTHeYXXZXXf 6 162

387 sxtensiveHinHvivoHmetaboliteUproteinHinteractionsHrevealedHbyHlargeUscaleHsystematicHanalysesVHCellTH
2010THYbaTHdagUcX 56.2 162

386 MacrophageHdeHnovoHNorHsynthesisHspecifiesHimmuneHfunctionHinHagingHandHinflammationVHNaturea
ImmunologyTH2019THZXTHcXUda 19.1 160

385 uenomicHbindingHprofilesHofHfunctionallyHdistinctHRNoHpolymeraseHwwwHtranscriptionHcomplexesHinH
humanHcellsVHNatureaStructuralaandaMolecularaBiologyTH2010THYeTHdacUbX 17.6 159

384 zineageUspecificHdynamicHandHpreUestablishedHenhancerUpromoterHcontactsHcooperateHinHterminalH
differentiationVHNatureaGeneticsTH2017THbgTHYcZZUYcZf 36.3 158

383 ristanceHfromHsubUéaharanHofricaHpredictsHmutationalHloadHinHdiverseHhumanHgenomesVHProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2016THYYaTHsbbXUg 11.5 149

382 uenomeUscaleHmeasurementHofHoffUtargetHactivityHusingHqasgHtoxicityHinHhighUthroughputHscreensVH
NatureaCommunicationsTH2017THfTHYcYef 17.4 148

381 WholeUgenomeHhaplotypingHusingHlongHreadsHandHstatisticalHmethodsVHNatureaBiotechnologyTH2014TH
aZTHZdYUZdd 44.5 146

380  uantitativeHanalysisHofHRNoUproteinHinteractionsHonHaHmassivelyHparallelHarrayHrevealsHbiophysicalH
andHevolutionaryHlandscapesVHNatureaBiotechnologyTH2014THaZTHcdZUf 44.5 146

379 qloseHassociationHofHRNoHpolymeraseHwwHandHmanyHtranscriptionHfactorsHwithH”olHwwwHgenesVH
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2010THYXeTHadagUbb 11.5 143

378
rynamicHtranscriptomesHduringHneuralHdifferentiationHofHhumanHembryonicHstemHcellsHrevealedHbyH
shortTHlongTHandHpairedUendHsequencingVHProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaTH2010THYXeTHcZcbUg

11.5 142

377 −heHvumanH−umorHotlasHNetworkhHqhartingH−umorH−ransitionsHacrossHépaceHandH−imeHatHéingleUqellH
ResolutionVHCellTH2020THYfYTHZadUZbg 56.2 140

376
“ptimizedHonalyticalH”roceduresHforHtheHβntargetedHMetabolomicH”rofilingHofHvumanHβrineHandH
”lasmaHbyHqombiningHvydrophilicHwnteractionHPvwzwqQHandHReverseU”haseHziquidHqhromatographyH
PR”zqQUMassHépectrometryVHMolecularaandaCellularaProteomicsTH2015THYbTHYdfbUgc

7.6 138

375 MutationsHinHNuzYYHcauseHanHinheritedHdisorderHofHtheHendoplasmicHreticulumUassociatedH
degradationHpathwayVHGeneticsainaMedicineTH2014THYdTHecYUf 8.1 138

(2014-2015)
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374 étaticHandHrynamicHrNoHzoopsHformHo”UYUpoundHoctivationHvubsHduringHMacrophageH
revelopmentVHMolecularaCellTH2017THdeTHYXaeUYXbfVed 17.6 138

373 NucleotideUresolutionHanalysisHofHstructuralHvariantsHusingHpreakéeqHandHaHbreakpointHlibraryVH
NatureaBiotechnologyTH2010THZfTHbeUcc 44.5 136

372 qomparativeHanalysisHofHregulatoryHinformationHandHcircuitsHacrossHdistantHspeciesVHNatureTH2014TH
cYZTHbcaUd 50.4 135

371 qomprehensiveHtranscriptomeHanalysisHusingHsyntheticHlongUreadHsequencingHrevealsHmolecularH
coUassociationHofHdistantHsplicingHeventsVHNatureaBiotechnologyTH2015THaaTHeadUbZ 44.5 134

370 uenomeUwideHidentificationHofHbindingHsitesHdefinesHdistinctHfunctionsHforHqaenorhabditisHelegansH
”voUbWt“XoHinHdevelopmentHandHenvironmentalHresponseVHPLoSaGeneticsTH2010THdTHeYXXXfbf 6 132

369 ueneUcentricHmetaUanalysisHinHfeTeadHindividualsHofHsuropeanHancestryHidentifiesHmultipleH
bloodUpressureUrelatedHlociVHAmericanaJournalaofaHumanaGeneticsTH2014THgbTHabgUdX 11 131

368 qhw”UchiphHaHgenomicHapproachHforHidentifyingHtranscriptionHfactorHbindingHsitesVHMethodsaina
EnzymologyTH2002THacXTHbdgUfa 1.7 131

367 uainingHcomprehensiveHbiologicalHinsightHintoHtheHtranscriptomeHbyHperformingHaHbroadUspectrumH
RNoUseqHanalysisVHNatureaCommunicationsTH2017THfTHcg 17.4 130

366 ueneticHanalysisHofHvariationHinHtranscriptionHfactorHbindingHinHyeastVHNatureTH2010THbdbTHYYfeUgY 50.4 130

365 βbiquitousHheterogeneityHandHasymmetryHofHtheHchromatinHenvironmentHatHregulatoryHelementsVH
GenomeaResearchTH2012THZZTHYeacUbe 9.7 129

364 sfficientHyeastHqhw”UéeqHusingHmultiplexHshortUreadHrNoHsequencingVHBMCaGenomicsTH2009THYXTHae 4.5 129

363 éushiVRhHflexibleTHquantitativeHandHintegrativeHgenomicHvisualizationsHforHpublicationUqualityH
multiUpanelHfiguresVHBioinformaticsTH2014THaXTHZfXfUYX 7.2 122

362 MolecularHmechanismsHofHethanolUinducedHpathogenesisHrevealedHbyHRNoUsequencingVHPLoSa
PathogensTH2010THdTHeYXXXfab 7.6 122

361 riseaseHModelHofHuo−obHMutationHRevealsH−ranscriptionHtactorHqooperativityHinHvumanH
qardiogenesisVHCellTH2016THYdeTHYeabUYebgVeZZ 56.2 122

360 qoncertedHgenomicHtargetingHofHvayZeHdemethylaseHRstdHandHchromatinUremodelingHo−”aseHpRMH
inHorabidopsisVHNatureaGeneticsTH2016THbfTHdfeUga 36.3 122

359 éevereHacuteHrespiratoryHsyndromeHdiagnosticsHusingHaHcoronavirusHproteinHmicroarrayVHProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2006THYXaTHbXYYUd 11.5 118

358 ”atientUépecificHi”éqUrerivedHsndothelialHqellsHβncoverH”athwaysHthatH”rotectHagainstH”ulmonaryH
vypertensionHinHpM”RZHMutationHqarriersVHCellaStemaCellTH2017THZXTHbgXUcXbVec 18 117

357 qhargingHitHuphHglobalHanalysisHofHproteinHphosphorylationVHTrendsainaGeneticsTH2006THZZTHcbcUcb 8.5 116
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356 wntegrativeHanalysisHofHRNoTHtranslationTHandHproteinHlevelsHrevealsHdistinctHregulatoryHvariationH
acrossHhumansVHGenomeaResearchTH2015THZcTHYdYXUZY 9.7 115

355 ”reUsymptomaticHdetectionHofHq“γwrUYgHfromHsmartwatchHdataVHNatureaBiomedicalaEngineeringTH
2020THbTHYZXfUYZZX 19 115

354 wntegrativeH”ersonalH“micsH”rofilesHduringH”eriodsHofHWeightHuainHandHzossVHCellaSystemsTH2018THdTHYceUYeXVef10.6 114

353 ”hasedHwholeUgenomeHgeneticHriskHinHaHfamilyHquartetHusingHaHmajorHalleleHreferenceHsequenceVH
PLoSaGeneticsTH2011THeTHeYXXZZfX 6 112

352
vighUresolutionHmappingHofHrNoHcopyHalterationsHinHhumanHchromosomeHZZHusingHhighUdensityH
tilingHoligonucleotideHarraysVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaTH2006THYXaTHbcabUg

11.5 112

351
WholeUexomeHsequencingHidentifiesHtetratricopeptideHrepeatHdomainHeoHP−−qeoQHmutationsHforH
combinedHimmunodeficiencyHwithHintestinalHatresiasVHJournalaofaAllergyaandaClinicalaImmunologyTH
2013THYaZTHdcdUddbVeYe

11.5 109

350 rynamicHtransUactingHfactorHcolocalizationHinHhumanHcellsVHCellTH2013THYccTHeYaUZb 56.2 109

349 uprYZbHisHessentialHforHbloodUbrainHbarrierHintegrityHinHcentralHnervousHsystemHdiseaseVHNaturea
MedicineTH2017THZaTHbcXUbdX 50.5 108

348 qircularHrNoHelementsHofHchromosomalHoriginHareHcommonHinHhealthyHhumanHsomaticHtissueVHNaturea
CommunicationsTH2018THgTHYXdg 17.4 108

347 ”hysiologicalHbloodUbrainHtransportHisHimpairedHwithHageHbyHaHshiftHinHtranscytosisVHNatureTH2020TH
cfaTHbZcUbaX 50.4 107

346 wntegratedHNetworkHonalysisHRevealsHanHossociationHbetweenH”lasmaHMannoseHzevelsHandHwnsulinH
ResistanceVHCellaMetabolismTH2016THZbTHYeZUfb 24.6 105

345 −ranscriptomeH”rofilingHofH”atientUépecificHvumanHi”éqUqardiomyocytesH”redictsHwndividualHrrugH
éafetyHandHsfficacyHResponsesHwn´ γitroVHCellaStemaCellTH2016THYgTHaYYUZc 18 103

344 i”éqUderivedHcardiomyocytesHrevealHabnormalH−utU˛†HsignallingHinHleftHventricularHnonUcompactionH
cardiomyopathyVHNatureaCellaBiologyTH2016THYfTHYXaYUbZ 23.4 103

343 ”ersonalHgenomeHsequencinghHcurrentHapproachesHandHchallengesVHGenesaandaDevelopmentTH2010TH
ZbTHbZaUaY 12.6 103

342 ”ersonalHagingHmarkersHandHageotypesHrevealedHbyHdeepHlongitudinalHprofilingVHNatureaMedicineTH
2020THZdTHfaUgX 50.5 102

341 wndexHswitchingHcausesHâ��spreadingUofUsignalâ��HamongHmultiplexedHsamplesHinHwlluminaHviéeqHbXXXH
rNoHsequencing 98

340 MolecularHqhoreographyHofHocuteHsxerciseVHCellTH2020THYfYTHYYYZUYYaXVeYd 56.2 96

339 ulucotypesHrevealHnewHpatternsHofHglucoseHdysregulationVHPLoSaBiologyTH2018THYdTHeZXXcYba 9.7 95

(2018-2015)
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338 MangohHaHbiasUcorrectingHqhwoU”s−HanalysisHpipelineVHBioinformaticsTH2015THaYTHaXgZUf 7.2 91

337 zargeUécaleHonalysesHofHvumanHMicrobiomesHRevealH−housandsHofHémallTHNovelHuenesVHCellTH2019TH
YefTHYZbcUYZcgVeYb 56.2 91

336 retectingHandHannotatingHgeneticHvariationsHusingHtheHvugeéeqHpipelineVHNatureaBiotechnologyTH
2012THaXTHZZdUg 44.5 90

335 wntegratedHsystemsHanalysisHrevealsHaHmolecularHnetworkHunderlyingHautismHspectrumHdisordersVH
MolecularaSystemsaBiologyTH2014THYXTHeeb 12.2 89

334 uenomicsVHrefiningHgenesHinHtheHgenomicsHeraVHScienceTH2003THaXXTHZcfUdX 33.3 89

333 vighUresolutionHcopyUnumberHvariationHmapHreflectsHhumanHolfactoryHreceptorHdiversityHandH
evolutionVHPLoSaGeneticsTH2008THbTHeYXXXZbg 6 87

332 rynamicHvumanHsnvironmentalHsxposomeHRevealedHbyHzongitudinalH”ersonalHMonitoringVHCellTH
2018THYecTHZeeUZgYVeaY 56.2 86

331 veterogeneityHinHoldHfibroblastsHisHlinkedHtoHvariabilityHinHreprogrammingHandHwoundHhealingVH
NatureTH2019THcebTHccaUccf 50.4 84

330 MassHspectrometryUbasedHmetabolomicshHaHguideHforHannotationTHquantificationHandHbestHreportingH
practicesVHNatureaMethodsTH2021THYfTHebeUecd 21.6 83

329 smergingHtechnologiesHinHyeastHgenomicsVHNatureaReviewsaGeneticsTH2001THZTHaXZUYZ 30.1 82

328 RegulatoryHanalysisHofHtheHqVHelegansHgenomeHwithHspatiotemporalHresolutionVHNatureTH2014THcYZTHbXXUc 50.4 81

327 vistoneHvariantHvZoVxHaccumulatesHinHsenescentHcellsHandHpromotesHinflammatoryHgeneHexpressionVH
NatureaCommunicationsTH2017THfTHYbggc 17.4 80

326 “verviewHofHhighHthroughputHsequencingHtechnologiesHtoHelucidateHmolecularHpathwaysHinH
cardiovascularHdiseasesVHCirculationaResearchTH2013THYYZTHYdYaUZa 15.7 77

325 rynamicHandHcomplexHtranscriptionHfactorHbindingHduringHanHinducibleHresponseHinHyeastVHGenesaanda
DevelopmentTH2009THZaTHYacYUda 12.6 77

324 éyntheticHlongUreadHsequencingHrevealsHintraspeciesHdiversityHinHtheHhumanHmicrobiomeVHNaturea
BiotechnologyTH2016THabTHdbUg 44.5 75

323 éystematicHfunctionalHregulatoryHassessmentHofHdiseaseUassociatedHvariantsVHProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2013THYYXTHgdXeUYZ 11.5 75

322 oHglobalHtranscriptionalHnetworkHconnectingHnoncodingHmutationsHtoHchangesHinHtumorHgeneH
expressionVHNatureaGeneticsTH2018THcXTHdYaUdZX 36.3 74

321 oHfilamentousHgrowthHresponseHmediatedHbyHtheHyeastHmatingHpathwayVHGeneticsTH2001THYcgTHgYgUZf 4 73
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320 oH uantitativeH”roteomeHMapHofHtheHvumanHpodyVHCellTH2020THYfaTHZdgUZfaVeYg 56.2 73

319 NetworkHanalysesHidentifyHliverUspecificHtargetsHforHtreatingHliverHdiseasesVHMolecularaSystemsa
BiologyTH2017THYaTHgaf 12.2 71

318 éystemsHbiologyhHpersonalizedHmedicineHforHtheHfuturemVHCurrentaOpinionainaPharmacologyTH2012THYZTHdZaUf5.1 71

317 ulobalHanalysisHofHtheHglycoproteomeHinHéaccharomycesHcerevisiaeHrevealsHnewHrolesHforHproteinH
glycosylationHinHeukaryotesVHMolecularaSystemsaBiologyTH2009THcTHaXf 12.2 71

316 −cfeHisHanHimportantHregulatorHofHtheHswitchHofHselfUrenewalHandHdifferentiationHinHaHmultipotentialH
hematopoieticHcellHlineVHPLoSaGeneticsTH2012THfTHeYXXZcdc 6 71

315 −heHdevelopmentHofHproteinHmicroarraysHandHtheirHapplicationsHinHrNoUproteinHandHproteinUproteinH
interactionHanalysesHofHorabidopsisHtranscriptionHfactorsVHMolecularaPlantTH2008THYTHZeUbY 14.4 70

314 NwvHworkingHgroupHreportUusingHgenomicHinformationHtoHguideHweightHmanagementhHtromHuniversalH
toHprecisionHtreatmentVHObesityTH2016THZbTHYbUZZ 8 70

313 uenomeUWideH−emporalH”rofilingHofH−ranscriptomeHandH“penHqhromatinHofHsarlyHqardiomyocyteH
rifferentiationHrerivedHtromHhi”éqsHandHhséqsVHCirculationaResearchTH2017THYZYTHaedUagY 15.7 69

312 wdentificationHofHphagocytosisHregulatorsHusingHmagneticHgenomeUwideHqRwé”RHscreensVHNaturea
GeneticsTH2018THcXTHYeYdUYeZe 36.3 67

311 NegativeHregulationHofHcalcineurinHsignalingHbyHvrrZcpTHaHyeastHhomologHofHcaseinHkinaseHwVHGenesa
andaDevelopmentTH2003THYeTHZdgfUeXf 12.6 63

310 “micsH”rofilingHinH”recisionH“ncologyVHMolecularaandaCellularaProteomicsTH2016THYcTHZcZcUad 7.6 63

309 qhwoU”s−ZhHaHversatileHandHflexibleHpipelineHforHqhwoU”s−HdataHanalysisVHNucleicaAcidsaResearchTH2017TH
bcTHeb 20.1 61

308 ”erspectivesHonHsNq“rsVHNatureTH2020THcfaTHdgaUdgf 50.4 61

307 wdentificationHofHsignificantlyHmutatedHregionsHacrossHcancerHtypesHhighlightsHaHrichHlandscapeHofH
functionalHmolecularHalterationsVHNatureaGeneticsTH2016THbfTHYYeUZc 36.3 60

306 MatrixHstiffnessHinducesHaHtumorigenicHphenotypeHinHmammaryHepitheliumHthroughHchangesHinH
chromatinHaccessibilityVHNatureaBiomedicalaEngineeringTH2019THaTHYXXgUYXYg 19 60

305 oHhighUstringencyHblueprintHofHtheHhumanHproteomeVHNatureaCommunicationsTH2020THYYTHcaXY 17.4 59

304 WindowsHwntoHvumanHvealthH−hroughHWearablesHrataHonalyticsVHCurrentaOpinionainaBiomedicala
EngineeringTH2019THgTHZfUbd 4.4 58

303 ossociationHofH“micsHteaturesHwithHvistopathologyH”atternsHinHzungHodenocarcinomaVHCellaSystemsTH
2017THcTHdZXUdZeVea 10.6 57

(2017-2020)
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302 RNoHéequencingHonalysisHretectionHofHaHNovelH”athwayHofHsndothelialHrysfunctionHinH”ulmonaryH
orterialHvypertensionVHAmericanaJournalaofaRespiratoryaandaCriticalaCareaMedicineTH2015THYgZTHacdUdd 10.2 57

301 i”“”HgoesHtheHworldhHintegratedHpersonalizedH“micsHprofilingHandHtheHroadHtowardHimprovedHhealthH
careVHChemistryaandaBiologyTH2013THZXTHddXUd 57

300 MultiomicsHmodelingHofHtheHimmunomeTHtranscriptomeTHmicrobiomeTHproteomeHandHmetabolomeH
adaptationsHduringHhumanHpregnancyVHBioinformaticsTH2019THacTHgcUYXa 7.2 54

299 ”harmacologicalHrescueHofHdiabeticHskeletalHstemHcellHnichesVHScienceaTranslationalaMedicineTH2017THgTH 17.5 53

298 tullUzengthHwsoformHéequencingHRevealsHNovelH−ranscriptsHandHéubstantialH−ranscriptionalH“verlapsH
inHaHverpesvirusVHPLoSaONETH2016THYYTHeXYdZfdf 3.7 53

297
wnducedH”luripotentHétemHqellHModelHofH”ulmonaryHorterialHvypertensionHRevealsHNovelHueneH
sxpressionHandH”atientHépecificityVHAmericanaJournalaofaRespiratoryaandaCriticalaCareaMedicineTH2017TH
YgcTHgaXUgbY

10.2 52

296 zongUReadHwsoformHéequencingHRevealsHaHviddenHqomplexityHofHtheH−ranscriptionalHzandscapeHofH
verpesHéimplexHγirusH−ypeHYVHFrontiersainaMicrobiologyTH2017THfTHYXeg 5.7 52

295 RegulatoryHvariationHwithinHandHbetweenHspeciesVHAnnualaReviewaofaGenomicsaandaHumanaGeneticsTH
2011THYZTHaZeUbd 9.7 52

294 wdentificationHofHgenomicHindelsHandHstructuralHvariationsHusingHsplitHreadsVHBMCaGenomicsTH2011THYZTHaec 4.5 52

293 MolecularH−ransducersHofH”hysicalHoctivityHqonsortiumHPMo−r”oqQhHMappingHtheHrynamicH
ResponsesHtoHsxerciseVHCellTH2020THYfYTHYbdbUYbeb 56.2 51

292 riverseHproteinHkinaseHinteractionsHidentifiedHbyHproteinHmicroarraysHrevealHnovelHconnectionsH
betweenHcellularHprocessesVHGenesaandaDevelopmentTH2011THZcTHedeUef 12.6 51

291 uenomeUwideHmappingHofHcopyHnumberHvariationHinHhumanshHcomparativeHanalysisHofHhighH
resolutionHarrayHplatformsVHPLoSaONETH2011THdTHeZefcg 3.7 51

290 MitigationHofHoffUtargetHtoxicityHinHqRwé”RUqasgHscreensHforHessentialHnonUcodingHelementsVHNaturea
CommunicationsTH2019THYXTHbXda 17.4 49

289 wdentificationHofHé−o−coHandHé−o−cpHtargetHgenesHinHhumanH−HcellsVHPLoSaONETH2014THgTHefdegX 3.7 49

288 éharedHfunctionsHofHplantHandHmammalianHétoRUrelatedHlipidHtransferHPé−oR−QHdomainsHinH
modulatingHtranscriptionHfactorHactivityVHBMCaBiologyTH2014THYZTHeX 7.3 48

287 −heHyarapHkinesinUrelatedHproteinHformsHaHnovelHheterodimericHstructureHwithHitsHassociatedHproteinH
qikYpVHMolecularaBiologyaofatheaCellTH2000THYYTHZaeaUfc 3.5 48

286 sffectsHofHcellularHoriginHonHdifferentiationHofHhumanHinducedHpluripotentHstemHcellUderivedH
endothelialHcellsVHJCIaInsightTH2016THYTH 9.9 48

285 −ransglutaminaseHbHasHaHprostateHautoantigenHinHmaleHsubfertilityVHScienceaTranslationalaMedicineTH
2015THeTHZgZraYXY 17.5 47
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284 MetabolicHrynamicsHandH”redictionHofHuestationalHogeHandH−imeHtoHreliveryHinH”regnantHWomenVH
CellTH2020THYfYTHYdfXUYdgZVeYc 56.2 47

283
MolecularHandHfunctionalHresemblanceHofHdifferentiatedHcellsHderivedHfromHisogenicHhumanHi”éqsH
andHéqN−UderivedHséqsVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaTH2017THYYbTHsYYYYYUsYYYZX

11.5 47

282 occurateHidentificationHandHanalysisHofHhumanHmRNoHisoformsHusingHdeepHlongHreadHsequencingVHGu:a
GenesmaGenomesmaGeneticsTH2013THaTHafeUge 3.2 47

281 qrossU”latformHqomparisonHofHβntargetedHandH−argetedHzipidomicsHopproachesHonHogingHMouseH
”lasmaVHScientificaReportsTH2018THfTHYeebe 4.9 47

280 ”rogressHonHwdentifyingHandHqharacterizingHtheHvumanH”roteomehHZXYfHMetricsHfromHtheHvβ”“H
vumanH”roteomeH”rojectVHJournalaofaProteomeaResearchTH2018THYeTHbXaYUbXbY 5.6 46

279 wntegrativeHanalysisHofHlongitudinalHmetabolomicsHdataHfromHaHpersonalHmultiUomicsHprofileVH
MetabolitesTH2013THaTHebYUdX 5.6 46

278 ”roteomeUwideHsurveyHofHtheHautoimmuneHtargetHrepertoireHinHautoimmuneHpolyendocrineH
syndromeHtypeHYVHScientificaReportsTH2016THdTHZXYXb 4.9 46

277 émoothHMuscleHqontactHrrivesHsndothelialHRegenerationHbyHpM”RZUNotchYUMediatedHMetabolicH
andHspigeneticHqhangesVHCirculationaResearchTH2019THYZbTHZYYUZZb 15.7 46

276 piallelicHMutationsHinHo−”ctYrTHwhichHsncodesHaHéubunitHofHo−”HéynthaseTHqauseHaHMetabolicH
risorderVHAmericanaJournalaofaHumanaGeneticsTH2018THYXZTHbgbUcXb 11 44

275 ”ersonalizedHsequencingHandHtheHfutureHofHmedicinehHdiscoveryTHdiagnosisHandHdefeatHofHdiseaseVH
PharmacogenomicsTH2014THYcTHYeeYUYegX 2.6 44

274 sxtensiveHtranscriptHdiversityHandHnovelHupstreamHopenHreadingHframeHregulationHinHyeastVHGu:a
GenesmaGenomesmaGeneticsTH2013THaTHabaUcZ 3.2 44

273 éuccinateHandHitsHuUproteinUcoupledHreceptorHstimulatesHosteoclastogenesisVHNaturea
CommunicationsTH2017THfTHYcdZY 17.4 43

272 zongUReadHéequencingHofHvumanHqytomegalovirusH−ranscriptomeHRevealsHRNoHwsoformsHqarryingH
ristinctHqodingH”otentialsVHScientificaReportsTH2017THeTHYcgfg 4.9 43

271 ollelicHexpressionHofHdeleteriousHproteinUcodingHvariantsHacrossHhumanHtissuesVHPLoSaGeneticsTH2014TH
YXTHeYXXbaXb 6 43

270 ”roqo−hHaHdataHanalysisHapproachHforHproteinHmicroarraysVHGenomeaBiologyTH2006THeTHRYYX 18.3 43

269 zargeUscaleHmutagenesisHofHtheHyeastHgenomeHusingHaH−neUderivedHmultipurposeHtransposonVH
GenomeaResearchTH2004THYbTHYgecUfd 9.7 43

268
”henotypicallyHéilentHponeHMorphogeneticH”roteinHReceptorHZHMutationsH”redisposeHRatsHtoH
wnflammationUwnducedH”ulmonaryHorterialHvypertensionHbyHsnhancingHtheHRiskHforHNeointimalH
−ransformationVHCirculationTH2019THYbXTHYbXgUYbZc

16.7 41

267 ochievingHhighUsensitivityHforHclinicalHapplicationsHusingHaugmentedHexomeHsequencingVHGenomea
MedicineTH2015THeTHeY 14.4 41

(2015-2020)
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266 MultiU”latformHéequencingHopproachHRevealsHaHNovelH−ranscriptomeH”rofileHinH”seudorabiesHγirusVH
FrontiersainaMicrobiologyTH2017THfTHZeXf 5.7 41

265 éystematicHidentificationHofHsilencersHinHhumanHcellsVHNatureaGeneticsTH2020THcZTHZcbUZda 36.3 40

264 vighUqoverageHWholeUsxomeHéequencingHwdentifiesHqandidateHuenesHforHéuicideHinHγictimsHwithH
MajorHrepressiveHrisorderVHScientificaReportsTH2017THeTHeYXd 4.9 40

263 ueneUsnvironmentHwnteractionHinHtheHsraHofH”recisionHMedicineVHCellTH2019THYeeTHafUbb 56.2 39

262 qhw”UéeqhHaHmethodHforHglobalHidentificationHofHregulatoryHelementsHinHtheHgenomeVHCurrenta
ProtocolsainaMolecularaBiologyTH2010THqhapterHZYTHβnitHZYVYgVYUYb 2.9 39

261 éystemsHbiologyHfromHaHyeastHomicsHperspectiveVHFEBSaLettersTH2009THcfaTHafgcUg 3.8 39

260 zongUReadHéequencingHUHoH”owerfulH−oolHinHγiralH−ranscriptomeHResearchVHTrendsainaMicrobiologyTH
2019THZeTHcefUcgZ 12.4 38

259 MicrofluidicHisoformHsequencingHshowsHwidespreadHsplicingHcoordinationHinHtheHhumanH
transcriptomeVHGenomeaResearchTH2018THZfTHZaYUZbZ 9.7 38

258 ulobalHidentificationHofHproteinHkinaseHsubstratesHbyHproteinHmicroarrayHanalysisVHNatureaProtocolsTH
2009THbTHYfZXUe 18.8 37

257 zandscapeHofHcohesinUmediatedHchromatinHloopsHinHtheHhumanHgenomeVHNatureTH2020THcfaTHeaeUeba 50.4 37

256 qharacterizationHofHtheHrynamicH−ranscriptomeHofHaHverpesvirusHwithHzongUreadHéingleHMoleculeH
RealU−imeHéequencingVHScientificaReportsTH2017THeTHbaecY 4.9 35

255 −ranscriptomeHsequencingHfromHdiverseHhumanHpopulationsHrevealsHdifferentiatedHregulatoryH
architectureVHPLoSaGeneticsTH2014THYXTHeYXXbcbg 6 35

254 ulobalHanalysisHofHproteinHfunctionHusingHproteinHmicroarraysVHMechanismsaofaAgeingaanda
DevelopmentTH2005THYZdTHYeYUc 5.6 34

253 recodingHtheHuenomicsHofHobdominalHoorticHoneurysmVHCellTH2018THYebTHYadYUYaeZVeYX 56.2 34

252 wnvestigatingHmetaboliteUproteinHinteractionshHanHoverviewHofHavailableHtechniquesVHMethodsTH2012TH
ceTHbcgUdd 4.6 33

251 zongitudinalHpersonalHrNoHmethylomeHdynamicsHinHaHhumanHwithHaHchronicHconditionVHNaturea
MedicineTH2018THZbTHYgaXUYgag 50.5 33

250 ”rogressHonHwdentifyingHandHqharacterizingHtheHvumanH”roteomehHZXYgHMetricsHfromHtheHvβ”“H
vumanH”roteomeH”rojectVHJournalaofaProteomeaResearchTH2019THYfTHbXgfUbYXe 5.6 32

249 riseaseHγariantHzandscapeHofHaHzargeHMultiethnicH”opulationHofHMoyamoyaH”atientsHbyHsxomeH
éequencingVHGu:aGenesmaGenomesmaGeneticsTH2015THdTHbYUg 3.2 32
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248 sngineeringHueneticH”redispositionHinHvumanHNeuroepithelialHétemHqellsHRecapitulatesH
MedulloblastomaH−umorigenesisVHCellaStemaCellTH2019THZcTHbaaUbbdVee 18 31

247
zifelongHphysicalHactivityHisHassociatedHwithHpromoterHhypomethylationHofHgenesHinvolvedHinH
metabolismTHmyogenesisTHcontractileHpropertiesHandHoxidativeHstressHresistanceHinHagedHhumanH
skeletalHmuscleVHScientificaReportsTH2019THgTHaZeZ

4.9 31

246 éingleHcellHtranscriptomicsHrevealsHunanticipatedHfeaturesHofHearlyHhematopoieticHprecursorsVH
NucleicaAcidsaResearchTH2017THbcTHYZfYUYZgd 20.1 31

245 Mwé−sRMwNo−sHMechanisticallyHzinksHMitochondrialHrysfunctionHwithH”roteostasisHtailureVH
MolecularaCellTH2019THecTHfacUfbfVef 17.6 30

244 qentromereUlikeHregionsHinHtheHbuddingHyeastHgenomeVHPLoSaGeneticsTH2013THgTHeYXXaZXg 6 30

243 WearableHsensorsHenableHpersonalizedHpredictionsHofHclinicalHlaboratoryHmeasurementsVHNaturea
MedicineTH2021THZeTHYYXcUYYYZ 50.5 30

242 WholeUsxomeHsnrichmentHwithHtheHogilentHéureéelectHvumanHollHsxonH”latformVHColdaSpringaHarbora
ProtocolsTH2015THZXYcTHdZdUaa 1.2 29

241 wdentificationHofHvumanHNeuronalH”roteinHqomplexesHRevealsHpiochemicalHoctivitiesHandH
qonvergentHMechanismsHofHoctionHinHoutismHépectrumHrisordersVHCellaSystemsTH2015THYTHadYUaeb 10.6 29

240 MéphHaHmeanUshiftUbasedHapproachHforHtheHanalysisHofHstructuralHvariationHinHtheHgenomeVHGenomea
ResearchTH2009THYgTHYXdUYe 9.7 29

239 éystematicHwdentificationHofHRegulatorsHofH“xidativeHétressHRevealsHNonUcanonicalHRolesHforH
”eroxisomalHwmportHandHtheH”entoseH”hosphateH”athwayVHCellaReportsTH2020THaXTHYbYeUYbaaVee 10.6 29

238 ”ersonalH“micsHforH”recisionHvealthVHCirculationaResearchTH2018THYZZTHYYdgUYYeY 15.7 28

237 ”redictingH“varianHqancerH”atientsOHqlinicalHResponseHtoH”latinumUpasedHqhemotherapyHbyH−heirH
−umorH”roteomicHéignaturesVHJournalaofaProteomeaResearchTH2016THYcTHZbccUdc 5.6 28

236
MetabolitesHasHglobalHregulatorshHaHnewHviewHofHproteinHregulationhHsystematicHinvestigationHofH
metaboliteUproteinHinteractionsHmayHhelpHbridgeHtheHgapHbetweenHgenomeUwideHassociationHstudiesH
andHsmallHmoleculeHscreeningHstudiesVHBioEssaysTH2011THaaTHbfcUg

4.1 28

235 qorrelationHofHulobalHMicroRNoHsxpressionHWithHpasalHqellHqarcinomaHéubtypeVHGu:aGenesma
GenomesmaGeneticsTH2012THZTHZegUfd 3.2 28

234 YeastHproteomicsHandHproteinHmicroarraysVHJournalaofaProteomicsTH2010THeaTHZYbeUce 3.9 28

233 onHintegrativeHsNq“rsHresourceHforHcancerHgenomicsVHNatureaCommunicationsTH2020THYYTHadgd 17.4 28

232 YeastHasHaHmodelHforHhumanHdiseaseVHCurrentaProtocolsainaHumanaGeneticsTH2006THqhapterHYcTHβnitHYcVd 3.2 27

231 éystematicHwdentificationHofHvostHqellHRegulatorsHofHzegionellaHpneumophilaH”athogenesisHβsingHaH
uenomeUwideHqRwé”RHécreenVHCellaHostaandaMicrobeTH2019THZdTHccYUcdaVed 23.4 26

(2019-2019)
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230 ”ersonalHgenomesTHquantitativeHdynamicHomicsHandHpersonalizedHmedicineVHQuantitativeaBiologyTH
2013THYTHeYUgX 3.9 26

229 qoherentHfunctionalHmodulesHimproveHtranscriptionHfactorHtargetHidentificationTHcooperativityH
predictionTHandHdiseaseHassociationVHPLoSaGeneticsTH2014THYXTHeYXXbYZZ 6 26

228 qlassifyingHnonUsmallHcellHlungHcancerHtypesHandHtranscriptomicHsubtypesHusingHconvolutionalHneuralH
networksVHJournalaofatheaAmericanaMedicalaInformaticsaAssociation:aJAMIATH2020THZeTHeceUedg 8.6 25

227 RemodelingHofHactiveHendothelialHenhancersHisHassociatedHwithHaberrantHgeneUregulatoryHnetworksH
inHpulmonaryHarterialHhypertensionVHNatureaCommunicationsTH2020THYYTHYdea 17.4 25

226 orabidopsisHproteinHmicroarraysHforHtheHhighUthroughputHidentificationHofHproteinUproteinH
interactionsVHPlantaSignalingaandaBehaviorTH2007THZTHbYdUZX 2.5 25

225
ResearchHonHtheHvumanH”roteomeHReachesHaHMajorHMilestonehHlgXMHofH”redictedHvumanH”roteinsH
NowHqrediblyHretectedTHoccordingHtoHtheHvβ”“HvumanH”roteomeH”rojectVHJournalaofaProteomea
ResearchTH2020THYgTHbeacUbebd

5.6 25

224 pisulfiteUindependentHanalysisHofHqpuHislandHmethylationHenablesHgenomeUscaleHstratificationHofH
singleHcellsVHNucleicaAcidsaResearchTH2017THbcTHeee 20.1 24

223 −ranscriptomicHandHepigenomicHdifferencesHinHhumanHinducedHpluripotentHstemHcellsHgeneratedH
fromHsixHreprogrammingHmethodsVHNatureaBiomedicalaEngineeringTH2017THYTHfZdUfae 19 24

222 MetabolomeHprogressionHduringHearlyHgutHmicrobialHcolonizationHofHgnotobioticHmiceVHScientifica
ReportsTH2015THcTHYYcfg 4.9 24

221 MultiomicHimmuneHclockworksHofHpregnancyVHSeminarsainaImmunopathologyTH2020THbZTHageUbYZ 12 24

220 vo−YHqoordinatesHvistoneH”roductionHandHocetylationHviaHvbH”romoterHpindingVHMolecularaCellTH
2019THecTHeYYUeZbVec 17.6 24

219 éystematicHinvestigationHofHproteinUsmallHmoleculeHinteractionsVHIUBMBaLifeTH2013THdcTHZUf 4.7 24

218 NatYHreficiencyHwsHossociatedHwithHMitochondrialHrysfunctionHandHsxerciseHwntoleranceHinHMiceVHCella
ReportsTH2016THYeTHcZeUcbX 10.6 24

217 MultiUplatformHanalysisHrevealsHaHcomplexHtranscriptomeHarchitectureHofHaHcircovirusVHVirusaResearchTH
2017THZaeTHaeUbd 6.4 23

216 reHnovoHandHrareHmutationsHinHtheHvé”oYzHheatHshockHgeneHassociatedHwithHinflammatoryHbowelH
diseaseVHGenomeaMedicineTH2017THgTHf 14.4 22

215 qharacterizationHofHnovelHtranscriptsHinHpseudorabiesHvirusVHVirusesTH2015THeTHZeZeUbb 6.2 22

214 −heHMsycUsRycHyinaseHoxisHqontrolsHzipidHMetabolismHinHémallUqellHzungHqancerVHCanceraResearchTH
2020THfXTHYZgaUYaXa 10.1 22

213 tetalHdeHnovoHmutationsHandHpretermHbirthVHPLoSaGeneticsTH2017THYaTHeYXXddfg 6 22
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212 MultipleHzongUReadHéequencingHéurveyHofHverpesHéimplexHγirusHrynamicH−ranscriptomeVHFrontiersa
inaGeneticsTH2019THYXTHfab 4.5 22

211 étrainHyaplanHofH”seudorabiesHγirusHuenomeHéequencedHbyH”acpioHéingleUMoleculeHRealU−imeH
éequencingH−echnologyVHGenomeaAnnouncementsTH2014THZTH 22

210 oHgenomeUwideHassociationHstudyHidentifiesHonlyHtwoHancestryHspecificHvariantsHassociatedHwithH
spontaneousHpretermHbirthVHScientificaReportsTH2018THfTHZZd 4.9 21

209 é−“RMéeqhHanHopenUsourceTHuserUfriendlyHpipelineHforHprocessingHpersonalHgenomicsHdataHinHtheH
cloudVHPLoSaONETH2014THgTHefbfdX 3.7 21

208 sarlyHretectionH“fHq“γwrUYgHβsingHoHémartwatch 21

207 ulobalHmetabolicHprofilingHtoHmodelHbiologicalHprocessesHofHagingHinHtwinsVHAgingaCellTH2020THYgTHeYaXea 9.9 21

206 −opologicalHorganizationHandHdynamicHregulationHofHhumanHtRNoHgenesHduringHmacrophageH
differentiationVHGenomeaBiologyTH2017THYfTHYfX 18.3 20

205 és−reHrrivesHqardiacHzineageHqommitmentHthroughHétageUépecificH−ranscriptionalHoctivationVHCella
StemaCellTH2018THZZTHbZfUbbbVec 18 20

204 oHgenomeUwideHatlasHofHcoUessentialHmodulesHassignsHfunctionHtoHuncharacterizedHgenesVHNaturea
GeneticsTH2021THcaTHdafUdbg 36.3 20

203 ”opulationUscaleHtissueHtranscriptomicsHmapsHlongHnonUcodingHRNosHtoHcomplexHdiseaseVHCellTH2021TH
YfbTHZdaaUZdbfVeYg 56.2 20

202 uenomeHassemblyHfromHsyntheticHlongHreadHcloudsVHBioinformaticsTH2016THaZTHiZYdUiZZb 7.2 20

201 éimulUseqhHcombinedHrNoHandHRNoHsequencingHforHwholeUgenomeHandHtranscriptomeHprofilingVH
NatureaMethodsTH2016THYaTHgcaUgcf 21.6 20

200 NaturalHéelectionHvasHrifferentiatedHtheH”rogesteroneHReceptorHamongHvumanH”opulationsVH
AmericanaJournalaofaHumanaGeneticsTH2018THYXaTHbcUce 11 19

199 zongUreadHsequencingHofHtheHhumanHcytomegalovirusHtranscriptomeHwithHtheH”acificHpiosciencesH
RéwwHplatformVHScientificaDataTH2017THbTHYeXYgb 8.2 19

198 MultiUfacetedHepigeneticHdysregulationHofHgeneHexpressionHpromotesHesophagealHsquamousHcellH
carcinomaVHNatureaCommunicationsTH2020THYYTHadec 17.4 19

197 ”hysicalHexerciseHisHaHriskHfactorHforHamyotrophicHlateralHsclerosishHqonvergentHevidenceHfromH
MendelianHrandomisationTHtranscriptomicsHandHriskHgenotypesVHEBioMedicineTH2021THdfTHYXaage 8.8 19

196 rynamicHtranscriptomeHprofilingHdatasetHofHvacciniaHvirusHobtainedHfromHlongUreadHsequencingH
techniquesVHGigaScienceTH2018THeTH 7.6 19

195 éequenceHtoHMedicalH”henotypeshHoHtrameworkHforHwnterpretationHofHvumanHWholeHuenomeHrNoH
éequenceHrataVHPLoSaGeneticsTH2015THYYTHeYXXcbgd 6 18

(2015-2019)
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194 oHvastHresourceHofHallelicHexpressionHdataHspanningHhumanHtissuesVHGenomeaBiologyTH2020THZYTHZab 18.3 18

193 sxomeHsequencingHandHgenomeUwideHcopyHnumberHvariantHmappingHrevealHnovelHassociationsHwithH
sensorineuralHhereditaryHhearingHlossVHBMCaGenomicsTH2014THYcTHYYcc 4.5 17

192 vaplotypeHstructureHandHpositiveHselectionHatH−zRYVHEuropeanaJournalaofaHumanaGeneticsTH2014THZZTHccYUe5.3 17

191 éystemsHpiologyHopproachesHtoHriseaseHMarkerHriscoveryVHDiseaseaMarkersTH2010THZfTHZXgUZZb 3.2 17

190 ”roteinHmicroarraysVHMethodsainaMolecularaBiologyTH2009THcbfTHZXgUZZ 1.4 17

189 wntegratedHtrajectoriesHofHtheHmaternalHmetabolomeTHproteomeTHandHimmunomeHpredictHlaborH
onsetVHScienceaTranslationalaMedicineTH2021THYaTH 17.5 17

188 sxerkinesHinHhealthTHresilienceHandHdiseaseVVHNatureaReviewsaEndocrinologyTH2022TH 15.2 17

187 qomparativeHanalysisHofHrespiratoryHmotionHtrackingHusingHMicrosoftHyinectHvZHsensorVHJournalaofa
AppliedaClinicalaMedicalaPhysicsTH2018THYgTHYgaUZXb 2.3 16

186 uenomicsHandH”ersonalizedHMedicineH2016TH 16

185 YeastHlongevityHpromotedHbyHreversingHagingUassociatedHdeclineHinHheavyHisotopeHcontentVHNpja
AgingaandaMechanismsaofaDiseaseTH2016THZTHYdXXb 5.5 16

184 −heHgutHmicrobiomehHaHkeyHplayerHinHtheHcomplexityHofHamyotrophicHlateralHsclerosisHPozéQVHBMCa
MedicineTH2021THYgTHYa 11.4 16

183 rissectingHphosphorylationHnetworkshHlessonsHlearnedHfromHyeastVHExpertaReviewaofaProteomicsTH
2011THfTHeecUfd 4.2 15

182 oHlimitedHsetHofHtranscriptionalHprogramsHdefineHmajorHcellHtypesVHGenomeaResearchTH2020THaXTHYXbeUYXcg9.7 15

181 tunctionalHregulatoryHmechanismHofHsmoothHmuscleHcellUrestrictedHzM“rYHcoronaryHarteryHdiseaseH
locusVHPLoSaGeneticsTH2018THYbTHeYXXeecc 6 15

180 vighUfrequencyHactionableHpathogenicHexomeHvariantsHinHanHaverageUriskHcohortVHJournalaofaPhysicala
EducationaandaSportsaManagementTH2018THbTH 2.8 15

179 ”recisionHMedicinehHRoleHofH”roteomicsHinHqhangingHqlinicalHManagementHandHqareVHJournalaofa
ProteomeaResearchTH2019THYfTHYUd 5.6 15

178 “micsHonalyéwsHéystemHforH”RecisionH“ncologyHP“oéwé”R“QhHaHwebUbasedHomicsHanalysisHtoolHforH
clinicalHphenotypeHpredictionVHBioinformaticsTH2018THabTHaYgUaZX 7.2 14

177 éecureHcloudHcomputingHforHgenomicHdataVHNatureaBiotechnologyTH2016THabTHcffUgY 44.5 14

Michael Paul Snyder

18



176 NtgXWwztaHisHaHtranscriptionHfactorHthatHpromotesHproliferationHoverHdifferentiationHbyHhierarchicalH
regulationHinHycdZHerythroleukemiaHcellsVHPLoSaONETH2018THYaTHeXYgaYZd 3.7 14

175 oHqaseHReportHofHvypoglycemiaHandHvypogammaglobulinemiahHroγwrHéyndromeHinHaH”atientHWithHaH
NovelHNtypZHMutationVHJournalaofaClinicalaEndocrinologyaandaMetabolismTH2017THYXZTHZYZeUZYaX 5.6 13

174 oHcommonHclassHofHtranscriptsHwithHcOUintronHdepletionTHdistinctHearlyHcodingHsequenceHfeaturesTHandH
UmethyladenosineHmodificationVHRnaTH2017THZaTHZeXUZfa 5.8 13

173 −ranscriptomeHéignatureHandHRegulationHinHvumanHéomaticHqellHReprogrammingVHStemaCellaReportsTH
2015THbTHYYZcUag 8 13

172 éystematicH”roteinH”rioritizationHforH−argetedH”roteomicsHétudiesHthroughHziteratureHMiningVH
JournalaofaProteomeaResearchTH2018THYeTHYafaUYagd 5.6 13

171 zongUReadHéequencingHRevealedHanHsxtensiveH−ranscriptHqomplexityHinHverpesvirusesVHFrontiersaina
GeneticsTH2018THgTHZcg 4.5 13

170 −ranscriptomeUwideHsurveyHofHpseudorabiesHvirusHusingHnextUHandHthirdUgenerationHsequencingH
platformsVHScientificaDataTH2018THcTHYfXYYg 8.2 13

169 −emplateUswitchingHartifactsHresembleHalternativeHpolyadenylationVHBMCaGenomicsTH2019THZXTHfZb 4.5 13

168 MetadataHchecklistHforHtheHintegratedHpersonalH“MwqéHstudyhHproteomicsHandHmetabolomicsH
experimentsVHOMICSaAaJournalaofaIntegrativeaBiologyTH2014THYfTHfYUc 3.8 13

167 wntegratingHsequencingHtechnologiesHinHpersonalHgenomicshHoptimalHlowHcostHreconstructionHofH
structuralHvariantsVHPLoSaComputationalaBiologyTH2009THcTHeYXXXbaZ 5 13

166
 ualityUcontrolHmechanismsHtargetingHtranslationallyHstalledHandHqUterminallyHextendedHpolyPuRQH
associatedHwithHozéWt−rVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaTH2020THYYeTHZcYXbUZcYYc

11.5 13

165 i”éqHModelingHofHRpMZXUreficientHrqMHwdentifiesHβpregulationHofHRpMZXHasHaH−herapeuticH
étrategyVHCellaReportsTH2020THaZTHYXfYYe 10.6 13

164 qellUfreeHrNoHPcfrNoQHandHsxosomeH”rofilingHfromHaHYearUzongHvumanHépaceflightHRevealsH
qirculatingHpiomarkersVHIScienceTH2020THZaTHYXYfbb 6.1 13

163 ””oR˛‡UpcaUMediatedHγasculoregenerativeH”rogramHtoHReverseH”ulmonaryHvypertensionVH
CirculationaResearchTH2021THYZfTHbXYUbYf 15.7 13

162 étructuredHelementsHdriveHextensiveHcircularHRNoHtranslationVHMolecularaCellTH2021THfYTHbaXXUbaYfVeYa 17.6 13

161 MultiomicsHqharacterizationHofH”retermHpirthHinHzowUHandHMiddleUwncomeHqountriesVHJAMAaNetworka
OpenTH2020THaTHeZXZgdcc 10.4 13

160 wnterpretomehHaHfreelyHavailableTHmodularTHandHsecureHpersonalHgenomeHinterpretationHengineVH
PacificaSymposiumaonaBiocomputingaPacificaSymposiumaonaBiocomputingTH2012THaagUacX 1.3 12

159 reepHlongitudinalHmultiomicsHprofilingHrevealsHtwoHbiologicalHseasonalHpatternsHinHqaliforniaVH
NatureaCommunicationsTH2020THYYTHbgaa 17.4 12

(2020-2018)
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158 qanHMetabolicH”rofilesHpeHβsedHasHaH”henotypicHReadoutHofHtheHuenomeHtoHsnhanceH”recisionH
MedicinemVHClinicalaChemistryTH2016THdZTHdedUf 5.5 12

157 βnderstandingHhealthHdisparitiesVHJournalaofaPerinatologyTH2019THagTHacbUacf 3.1 12

156 wmplementationHofHfacialHrecognitionHwithHMicrosoftHyinectHvZHsensorHforHpatientHverificationVH
MedicalaPhysicsTH2017THbbTHZagYUZagg 4.4 11

155 qellH−ypeUépecificHqhromatinHéignaturesHβnderlineHRegulatoryHrNoHslementsHinHvumanHwnducedH
”luripotentHétemHqellsHandHéomaticHqellsVHCirculationaResearchTH2017THYZYTHYZaeUYZcX 15.7 11

154 vighH−hroughputHéequencingHandHossessingHriseaseHRiskVHColdaSpringaHarboraPerspectivesaina
MedicineTH2019THgTH 5.4 11

153 oHmachineUcompiledHdatabaseHofHgenomeUwideHassociationHstudiesVHNatureaCommunicationsTH2019TH
YXTHaabY 17.4 11

152 MetforminHwmprovesHriabeticHponeHvealthHbyHReUpalancingHqatabolismHandHNitrogenHrisposalVHPLoSa
ONETH2015THYXTHeXYbdYcZ 3.7 11

151 olteredHqardiacHsnergeticsHandHMitochondrialHrysfunctionHinHvypertrophicHqardiomyopathyVH
CirculationTH2021THYbbTHYeYbUYeaY 16.7 11

150 q−zoUbHexpressionHbyHpUYaHpHcellsHisHessentialHforHimmuneHtoleranceVHNatureaCommunicationsTH2021TH
YZTHcZc 17.4 11

149 risruptionHofHmesodermHformationHduringHcardiacHdifferentiationHdueHtoHdevelopmentalHexposureH
toHYaUcisUretinoicHacidVHScientificaReportsTH2018THfTHYZgdX 4.9 11

148 pigHdataHandHhealthVHTheaLancetaDigitalaHealthTH2019THYTHeZcZUeZcb 14.4 10

147 uenomicHeraHdiagnosisHandHmanagementHofHhereditaryHandHsporadicHcolonHcancerVHWorldaJournalaofa
ClinicalaOncologyTH2014THcTHYXadUbe 2.5 10

146 mutationHassociatedHwithHpseudorheumatoidHdysplasiaVHJournalaofaPhysicalaEducationaandaSportsa
ManagementTH2018THbTH 2.8 10

145 −ranscriptomicHstudyHofHverpesHsimplexHvirusHtypeUYHusingHfullUlengthHsequencingHtechniquesVH
ScientificaDataTH2018THcTHYfXZdd 8.2 10

144 rualH”latformHzongUReadHRNoUéequencingHratasetHofHtheHvumanHqytomegalovirusHzyticH
−ranscriptomeVHFrontiersainaGeneticsTH2018THgTHbaZ 4.5 10

143 oHscalableTHsecureTHandHinteroperableHplatformHforHdeepHdataUdrivenHhealthHmanagementVHNaturea
CommunicationsTH2021THYZTHcece 17.4 10

142 WholeUsxomeHsnrichmentHwithHtheHwlluminaH−ruéeqHsxomeHsnrichmentH”latformVHColdaSpringaHarbora
ProtocolsTH2015THZXYcTHdbZUf 1.2 9

141 ”lasmaHsterolsHandHdepressiveHsymptomHseverityHinHaHpopulationUbasedHcohortVHPLoSaONETH2017THYZTHeXYfbafZ3.7 9
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140 éystemsHbiologyHapproachesHtoHdiseaseHmarkerHdiscoveryVHDiseaseaMarkersTH2010THZfTHZXgUZb 3.2 9

139 q“γwrUYgUwnducedHNewU“nsetHriabeteshH−rendsHandH−echnologiesVHDiabetesTH2021THeXTHZeaaUZebb 0.9 9

138 zongitudinalHlinkedHreadHsequencingHrevealsHecologicalHandHevolutionaryHresponsesHofHaHhumanHgutH
microbiomeHduringHantibioticHtreatment 9

137 oHgenomeUwideHalmanacHofHcoUessentialHmodulesHassignsHfunctionHtoHuncharacterizedHgenes 9

136 ossociationHofHovéuHwithHalopeciaHandHmentalHretardationHPo”MRQHsyndromeVHHumanaGeneticsTH2017
THYadTHZfeUZgd 6.3 8

135 MuchHadoHaboutHnothinghHoHqualitativeHstudyHofHtheHexperiencesHofHanHaverageUriskHpopulationH
receivingHresultsHofHexomeHsequencingVHJournalaofaGeneticaCounselingTH2019THZfTHbZfUbae 2.5 8

134 tullHuenomeHéequenceHofHtheHWesternHReserveHétrainHofHγacciniaHγirusHreterminedHbyH
−hirdUuenerationHéequencingVHGenomeaAnnouncementsTH2018THdTH 8

133 wsolatedHqongenitalHonosmiaHandHqNuoZHMutationVHScientificaReportsTH2017THeTHZdde 4.9 8

132 WhereHNextHforHueneticsHandHuenomicsmVHPLoSaBiologyTH2015THYaTHeYXXZZYd 9.7 8

131 uenomeUwideHidentificationHofHtheHgeneticHbasisHofHamyotrophicHlateralHsclerosisVVHNeuronTH2022TH 13.9 8

130 RealUtimeHalertingHsystemHforHq“γwrUYgHandHotherHstressHeventsHusingHwearableHdataVHNaturea
MedicineTH2021TH 50.5 8

129 qrossUzaboratoryHétandardizationHofH”reclinicalHzipidomicsHβsingHrifferentialHMobilityH
épectrometryHandHMultipleHReactionHMonitoringVHAnalyticalaChemistryTH2021TH 7.8 8

128 iNetModelsHZVXhHanHinteractiveHvisualizationHandHdatabaseHofHmultiUomicsHdataVHNucleicaAcidsa
ResearchTH2021THbgTHWZeYUWZed 20.1 8

127 recodingHpersonalHbioticHandHabioticHairborneHexposomeVHNatureaProtocolsTH2021THYdTHYYZgUYYcY 18.8 8

126 reepHlearningUbasedHdetectionHofHq“γwrUYgHusingHwearablesHdata 8

125 opplyingHcirculatingHtumorHrNoHmethylationHinHtheHdiagnosisHofHlungHcancerVHPrecisionaClinicala
MedicineTH2019THZTHbcUcd 6.7 7

124 ReassessmentHofH”iwiHbindingHtoHtheHgenomeHandH”iwiHimpactHonHRNoHpolymeraseHwwHdistributionVH
DevelopmentalaCellTH2015THaZTHeeZUb 10.2 7

123 svaluatingHqommonHvumoralHResponsesHagainstHtungalHwnfectionsHwithHYeastH”roteinHMicroarraysVH
JournalaofaProteomeaResearchTH2015THYbTHagZbUaY 5.6 7

(2015-2010)
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122 MultiplatformHnextUgenerationHsequencingHidentifiesHnovelHRNoHmoleculesHandHtranscriptHisoformsH
ofHtheHendogenousHretrovirusHisolatedHfromHculturedHcellsVHFEMSaMicrobiologyaLettersTH2018THadcTH 2.9 7

121 qanHheavyHisotopesHincreaseHlifespanmHétudiesHofHrelativeHabundanceHinHvariousHorganismsHrevealH
chemicalHperspectivesHonHagingVHBioEssaysTH2016THafTHYXgaUYYXY 4.1 7

120 ”roteinHsubstratesHofHtheHarginineHmethyltransferaseHvmtYHidentifiedHbyHproteomeHarraysVH
ProteomicsTH2016THYdTHbdcUed 4.8 7

119 qloudUbasedHinteractiveHanalyticsHforHterabytesHofHgenomicHvariantsHdataVHBioinformaticsTH2017THaaTHaeXgUaeYc7.2 7

118 riscoveryHofHNovelHvumanHueneHRegulatoryHModulesHfromHueneHqoUexpressionHandH”romoterHMotifH
onalysisVHScientificaReportsTH2017THeTHccce 4.9 7

117 WholeUsxomeHsnrichmentHwithHtheHRocheHNimbleuenHéeqqapHsZHsxomeHzibraryHéRH”latformVHColda
SpringaHarboraProtocolsTH2015THZXYcTHdabUbY 1.2 7

116 oHreviewHofHMendelianHrandomizationHinHamyotrophicHlateralHsclerosisVHBrainTH2021TH 11.2 7

115 MetforminHoffectsHvemeHtunctionHasHaH”ossibleHMechanismHofHoctionVHGu:aGenesmaGenomesmaGenetics
TH2019THgTHcYaUcZZ 3.2 7

114 svaluationHofHwholeHexomeHsequencingHasHanHalternativeHtoHpeadqhipHandHwholeHgenomeH
sequencingHinHhumanHpopulationHgeneticHanalysisVHBMCaGenomicsTH2018THYgTHeef 4.5 7

113 zongitudinalHlinkedUreadHsequencingHrevealsHecologicalHandHevolutionaryHresponsesHofHaHhumanHgutH
microbiomeHduringHantibioticHtreatmentVHGenomeaResearchTH2021THaYTHYbaaUYbbd 9.7 7

112 wntegratedH”roteomicHandHuenomicHonalysisHofHuastricHqancerH”atientH−issuesVHJournalaofaProteomea
ResearchTH2015THYbTHbggcUcXXd 5.6 6

111 wmmunologicHeffectsHofHforestHfireHexposureHshowHincreasesHinHwzUY˛†HandHqR”VHAllergy:aEuropeana
JournalaofaAllergyaandaClinicalaImmunologyTH2020THecTHZacdUZacf 9.3 6

110 i”“”HandHitsHroleHinHparticipatoryHmedicineVHGenomeaMedicineTH2014THdTHd 14.4 6

109
qhromatinHimmunoprecipitationHandHmultiplexHsequencingHPqhw”UéeqQHtoHidentifyHglobalH
transcriptionHfactorHbindingHsitesHinHtheHnematodeHqaenorhabditisHelegansVHMethodsainaEnzymologyTH
2014THcagTHfgUYYY

1.7 6

108 MetadataHqhecklistHforHtheHwntegratedH”ersonalH“micsHétudyhH”roteomicsHandHMetabolomicsH
sxperimentsVHBigaDataTH2013THYTHZXZUd 3.1 6

107 épatialHmappingHofHproteinHcompositionHandHtissueHorganizationhHaHprimerHforHmultiplexedH
antibodyUbasedHimagingVHNatureaMethodsTH2021TH 21.6 6

106 RareHγariantHpurdenHonalysisHwithinHsnhancersHwdentifiesHqoγYHasHanHozéHRiskHueneVHCellaReportsTH
2020THaaTHYXfbcd 10.6 6

105 zongUreadHassaysHshedHnewHlightHonHtheHtranscriptomeHcomplexityHofHaHviralHpathogenVHScientifica
ReportsTH2020THYXTHYafZZ 4.9 6
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104 ”recisionHmedicineHinHwomenHwithHepilepsyhH−heHchallengeTHsystematicHreviewTHandHfutureHdirectionVH
EpilepsyaandaBehaviorTH2021THYYfTHYXegZf 3.2 6

103 −ranscriptomeHvariationHinHhumanHtissuesHrevealedHbyHlongUreadHsequencing 6

102 ”recisionHNeoantigenHriscoveryHβsingHzargeUscaleHwmmunopeptidomesHandHqompositeHModelingHofH
MvqH”eptideH”resentationVHMolecularaandaCellularaProteomicsTH2021THZXTHYXXYYY 7.6 6

101 vighUResolutionHpisulfiteUéequencingHofH”eripheralHploodHrNoHMethylationHinHsarlyU“nsetHandH
tamilialHRiskHpreastHqancerH”atientsVHClinicalaCanceraResearchTH2019THZcTHcaXYUcaYb 12.9 5

100 reepHqharacterizationHofHtheHvumanHontibodyHResponseHtoHNaturalHwnfectionHβsingHzongitudinalH
wmmuneHRepertoireHéequencingVHMolecularaandaCellularaProteomicsTH2020THYgTHZefUZga 7.6 5

99 vumansHoreHéelectivelyHsxposedHtoH”neumocystisHjiroveciiVHMBioTH2020THYYTH 7.8 5

98 ristinctHtranscriptomicHandHexomicHabnormalitiesHwithinHmyelodysplasticHsyndromeHmarrowHcellsVH
LeukemiaaandaLymphomaTH2018THcgTHZgcZUZgdZ 1.9 5

97 opplyingHgenomicsHinHheartHtransplantationVHTransplantaInternationalTH2018THaYTHZefUZgX 3 5

96 oHqloudUpasedHMetaboliteHandHqhemicalH”rioritizationHéystemHforHtheHpiologyWriseaseUrrivenH
vumanH”roteomeH”rojectVHJournalaofaProteomeaResearchTH2018THYeTHbabcUbace 5.6 5

95 éimultaneousHRNoHpurificationHandHsizeHselectionHusingHonUchipHisotachophoresisHwithHanHionicH
spacerVHLabaonaAaChipTH2019THYgTHZebYUZebg 7.2 5

94 ”robingHvighUdensityHtunctionalH”roteinHMicroarraysHtoHretectH”roteinUproteinHwnteractionsVHJournala
ofaVisualizedaExperimentsTH2015THecYfeZ 1.6 5

93 onalyzingHwnHγivoHMetaboliteU”roteinHwnteractionsHpyHzargeUécaleHéystematicHonalysesVHCurrenta
ProtocolsainaChemicalaBiologyTH2011THaTHYfYUYgd 1.8 5

92 oHqustomizableHonalysisHtlowHinHwntegrativeHMultiU“micsVHBiomoleculesTH2020THYXTH 5.9 5

91 −owardsHpersonalizedHmedicineHinHmaternalHandHchildHhealthhHintegratingHbiologicHandHsocialH
determinantsVHPediatricaResearchTH2021THfgTHZcZUZcf 3.2 5

90 ”ersonalizedHMetabolomicsVHMethodsainaMolecularaBiologyTH2019THYgefTHbbeUbcd 1.4 4

89 zongitudinalHonalysisHofHéerumHqytokineHzevelsHandHuutHMicrobialHobundanceHzinksHwzUYeWwzUZZHWithH
andHwnsulinHéensitivityHinHvumansVHDiabetesTH2020THdgTHYfaaUYfbZ 0.9 4

88 éystematicHevaluationHofHtheHimpactHofHqhw”UseqHreadHdesignsHonHgenomeHcoverageTHpeakH
identificationTHandHalleleUspecificHbindingHdetectionVHBMCaBioinformaticsTH2016THYeTHgd 3.6 4

87 MultimodalHdynamicHprofilingHofHhealthyHandHdiseasedHstatesHforHfutureHpersonalizedHhealthHcareVH
ClinicalaPharmacologyaandaTherapeuticsTH2013THgaTHZgUaZ 6.1 4

(2013-2021)
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86 oHrMéHéhotgunHzipidomicsHWorkflowHopplicationHtoHtacilitateHvighU−hroughputTHqomprehensiveH
zipidomicsVHJournalaofatheaAmericanaSocietyaforaMassaSpectrometryTH2021THaZTHZdccUZdda 3.5 4

85 ozrvYoaHqoordinatesHMetabolismHWithHueneHRegulationHinH”ulmonaryHorterialHvypertensionVH
CirculationTH2021THYbaTHZXebUZXgX 16.7 4

84 qombinedHnanoporeHandHsingleUmoleculeHrealUtimeHsequencingHsurveyHofHhumanHbetaherpesvirusHcH
transcriptomeVHScientificaReportsTH2021THYYTHYbbfe 4.9 4

83
MultipleH”airwiseHonalysisHofHNonUhomologousHqentromereHqouplingHRevealsH”referentialH
qhromosomeHéizeUrependentHwnteractionsHandHaHRoleHforHpouquetHtormationHinHsstablishingHtheH
wnteractionH”atternVHPLoSaGeneticsTH2016THYZTHeYXXdabe

6 4

82 ”redictionHofHwmmunotherapyHResponseHinHMelanomaHthroughHqombinedHModelingHofHNeoantigenH
purdenHandHwmmuneURelatedHResistanceHMechanismsVHClinicalaCanceraResearchTH2021THZeTHbZdcUbZed 12.9 4

81 ulobalTHdistinctiveTHandHpersonalHchangesHinHmolecularHandHmicrobialHprofilesHbyHspecificHfibersHinH
humansVVHCellaHostaandaMicrobeTH2022TH 23.4 4

80 uenomeUwideHeffectsHofHsocialHstatusHonHrNoHmethylationHinHtheHbrainHofHaHcichlidHfishTHostatotilapiaH
burtoniVHBMCaGenomicsTH2019THZXTHdgg 4.5 3

79 MetabolomicsHasHaHrobustHtoolHinHsystemsHbiologyHandHpersonalizedHmedicinehHanHopenHletterHtoHtheH
metabolomicsHcommunityVHMetabolomicsTH2013THgTHcaZUcab 4.7 3

78 ”reparationHofHrecombinantHproteinHspottedHarraysHforHproteomeUwideHidentificationHofHkinaseH
targetsVHCurrentaProtocolsainaProteinaScienceTH2013THqhapterHZeTHβnitHZeVb 3.1 3

77 −heHdynamicTHcombinatorialHcisUregulatoryHlexiconHofHepidermalHdifferentiation 3

76 −heHdynamicTHcombinatorialHcisUregulatoryHlexiconHofHepidermalHdifferentiationVHNatureaGeneticsTH
2021THcaTHYcdbUYced 36.3 3

75 svaluationHofHtheHimpactHofHulcbHgeneUdeletionHonHtheHglobalHtranscriptionHandHrNoHreplicationHofH
pseudorabiesHvirusVHArchivesaofaVirologyTH2017THYdZTHZdegUZdgb 2.6 3

74
”reventionHofHéevereHwntestinalHparrierHrysfunctionH−hroughHaHéingleUépeciesH”robioticsHisH
ossociatedHWithHtheHoctivationHofHMicrobiomeUMediatedHulutamateUulutamineHpiosynthesisVHShockTH
2021THccTHYZfUYae

3.4 3

73 qrossUspeciesHblastocystHchimerismHbetweenHnonhumanHprimatesHusingHi”éqs 3

72 otlasHofHtranscriptionallyHactiveHtransposableHelementsHinHhumanHadultHtissues 3

71 oH uantitativeH”roteomeHMapHofHtheHvumanHpody 3

70 oHlimitedHsetHofHtranscriptionalHprogramsHdefineHmajorHcellHtypes 3

69 MetaUanalyticHapproachHforHtranscriptomeHprofilingHofHherpesHsimplexHvirusHtypeHYVHScientificaDataTH
2020THeTHZZa 8.2 3
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68 onalysisHofHtheHqompleteHuenomeHéequenceHofHaHNovelTH”seudorabiesHγirusHétrainHwsolatedHinH
éoutheastHsuropeVHCanadianaJournalaofaInfectiousaDiseasesaandaMedicalaMicrobiologyTH2019THZXYgTHYfXdfbZ2.6 2

67 tastHMetagenomicHpinningHviaHvashingHandHpayesianHqlusteringVHJournalaofaComputationalaBiologyTH
2018THZcTHdeeUdff 1.7 2

66 zongUReadHéequencingHRevealsHaHuqH”ressureHduringHtheHsvolutionHofH”orcineHsndogenousH
RetrovirusVHGenomeaAnnouncementsTH2017THcTH 2

65 yztbHRecruitsHéWwWéNtHtoHwncreaseHqhromatinHoccessibilityHandHReprogramHtheHsndothelialH
snhancerHzandscapeHunderHzaminarHéhearHétress 2

64 WholeUexomeHsequencingHdataHofHsuicideHvictimsHwhoHhadHsufferedHfromHmajorHdepressiveHdisorderVH
ScientificaDataTH2019THdTHYgXXYX 8.2 2

63 étaticHandHdynamicHrNoHloopsHformHo”UYHboundHactivationHhubsHduringHmacrophageHdevelopment 2

62 uenomeUwideHwdentificationHofHtheHueneticHpasisHofHomyotrophicHzateralHéclerosis 2

61 qlassifyingHNonUémallHqellHzungHqancerHvistopathologyH−ypesHandH−ranscriptomicHéubtypesHusingH
qonvolutionalHNeuralHNetworks 2

60 qhromosomeUlevelHdeHnovoHassemblyHofHtheHpigUtailedHmacaqueHgenomeHusingHlinkedUreadH
sequencingHandHviqHproximityHscaffoldingVHGigaScienceTH2020THgTH 7.6 2

59 sarlyHdetectionHofHéoRéUqoγUZHandHotherHinfectionsHinHsolidHorganHtransplantHrecipientsHandH
householdHmembersHusingHwearableHdevicesVHTransplantaInternationalTH2021THabTHYXYgUYXaY 3 2

58 −heHsxposomeHinHtheHsraHofHtheH uantifiedHéelfVHAnnualaReviewaofaBiomedicalaDataaScienceTH2021THbTHZccUZee5.6 2

57 “besityHrrivesHrelayedHwnfarctHsxpansionTHwnflammationTHandHristinctHueneHNetworksHinHaHMouseH
étrokeHModelVHTranslationalaStrokeaResearchTH2021THYZTHaaYUabd 7.8 2

56 sndogenousHRetroviralHslementsHuenerateH”athologicHNeutrophilsHandHslastaseHRichHsxosomesHinH
”ulmonaryHorterialHvypertension 2

55 penchmarkingHworkflowsHtoHassessHperformanceHandHsuitabilityHofHgermlineHvariantHcallingHpipelinesH
inHclinicalHdiagnosticHassaysVHBMCaBioinformaticsTH2021THZZTHfc 3.6 2

54 qhromatinHaccessibilityHassociatesHwithHproteinURNoHcorrelationHinHhumanHcancerVHNaturea
CommunicationsTH2021THYZTHceaZ 17.4 2

53 wnUdepthHtriacylglycerolHprofilingHusingHMéH U−rapHmassHspectrometryVHAnalyticaaChimicaaActaTH2021TH
YYfbTHaagXZa 6.6 2

52 Mw−wHminimumHinformationHguidelinesHforHhighlyHmultiplexedHtissueHimagesVVHNatureaMethodsTH2022TH
YgTHZdZUZde 21.6 2

51 sxploringHdiseaseHinterrelationshipsHinHpatientsHwithHlymphaticHdisordershHoHsingleHcenterH
retrospectiveHexperienceVVHClinicalaandaTranslationalaMedicineTH2022THYZTHeedX 5.7 2

(2022-2019)
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50 ueneticHodaptationHofH”orcineHqircovirusH−ypeHYHtoHqulturedH”orcineHyidneyHqellsHRevealedHbyH
éingleUMoleculeHzongUReadHéequencingH−echnologyVHGenomeaAnnouncementsTH2017THcTH 1

49 onHintegratedHglobalHregulatoryHnetworkHofHhematopoieticHprecursorHcellHselfUrenewalHandH
differentiationVHIntegrativeaBiologyaiUnitedaKingdomjTH2018THYXTHagXUbXc 3.7 1

48 qhromatinHRemodelingHinHResponseHtoHpRqoZUqrisisVHCellaReportsTH2019THZfTHZYfZUZYgaVed 10.6 1

47 wdentificationHofHaHnovelHmutationHinHtheHgeneHassociatedHwithHataxiaUoculomotorHapraxiaVHJournalaofa
PhysicalaEducationaandaSportsaManagementTH2017THaTH 2.8 1

46 wmpactHofHalleleUspecificHpeptidesHinHproteomeHquantificationVHProteomicsanaClinicalaApplicationsTH
2015THgTHbaZUd 3.1 1

45 ”o−vUéqoNhHoHRs”“R−wNuH−““zHt“RHwrsN−wtYwNuHqzwNwqozzYHoq−w“NopzsHγoRwoN−éH2013TH 1

44 onHintegratedHwebHinterfaceHforHlargeUscaleHcharacterizationHofHsequenceHdataVHFunctionalaanda
IntegrativeaGenomicsTH2000THYTHeXUc 3.8 1

43
veterogeneityHofHriabeteshH˛†UqellsTH”henotypesTHandH”recisionHMedicinehH”roceedingsHofHanH
wnternationalHéymposiumHofHtheHqanadianHwnstitutesHofHvealthHResearchOsHwnstituteHofHNutritionTH
MetabolismHandHriabetesHandHtheHβVéVHNationalHwnstitutesHofHvealthOsHNationalHwnstituteHofHriabetesH
andHrigestiveHandHyidneyHriseasesVHDiabetesaCareTH2021TH

14.6 1

42
MasterHlineageHtranscriptionHfactorsHanchorHtransHmegaHtranscriptionalHcomplexesHatHhighlyH
accessibleHenhancerHsitesHtoHpromoteHlongUrangeHchromatinHclusteringHandHtranscriptionHofHdistalH
targetHgenesVHNucleicaAcidsaResearchTH2021THbgTHYZYgdUYZZYX

20.1 1

41 vumanHexposomeHassessmentHplatformVVHEnvironmentalaEpidemiologyTH2021THcTHeYfZ 0.2 1

40 uutHmicrobiotaHanalysesHofHéaudiHpopulationsHforHtypeHZHdiabetesUrelatedHphenotypesHrevealsH
significantHassociation 1

39 iNetModelsHZVXhHanHinteractiveHvisualizationHandHdatabaseHofHmultiUomicsHdata 1

38 qandidateHvariantsHinH−βpHareHassociatedHwithHfamilialHtremorVHPLoSaGeneticsTH2020THYdTHeYXXgXYX 6 1

37 βnderstandingHhowHbiologicHandHsocialHdeterminantsHaffectHdisparitiesHinHpretermHbirthHandH
outcomesHofHpretermHinfantsHinHtheHNwqβVHSeminarsainaPerinatologyTH2021THbcTHYcYbXf 3.3 1

36 odaReghHdataHadaptiveHrobustHestimationHinHlinearHregressionHwithHapplicationHinHu−sxHgeneH
expressionsVHStatisticalaApplicationsainaGeneticsaandaMolecularaBiologyTH2021THZXTHcYUeY 1.2 1

35 metwrhHoHRHpackageHforHautomatableHcompoundHannotationHforHzqâ��MéUbasedHdata 1

34 wntegrationHandHcomparisonHofHmultiUomicsHprofilesHofHNuzYYHdeficiencyHplasmaHandHcellularHmodelsH
toHidentifyHclinicallyHrelevantHmolecularHphenotypes 1

33 éwarmhHoHfederatedHcloudHframeworkHforHlargeUscaleHvariantHanalysisVHPLoSaComputationalaBiologyTH
2021THYeTHeYXXfgee 5 1
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32 ”recisionHenvironmentalHhealthHmonitoringHbyHlongitudinalHexposomeHandHmultiUomicsHprofiling 1

31 NonUinvasiveHwearablesHforHremoteHmonitoringHofHvboYcHandHglucoseHvariabilityhHproofHofHconceptVH
BMJaOpenaDiabetesaResearchaandaCareTH2021THgTHeXXZXZe 4.5 1

30 qommonHandHrareHvariantHanalysesHcombinedHwithHsingleUcellHmultiomicsHrevealHcellUtypeUspecificH
molecularHmechanismsHofHq“γwrUYgHseverityH2021TH 1

29 −imeUcourseHtranscriptomeHanalysisHofHhostHcellHresponseHtoHpoxvirusHinfectionHusingHaHdualH
longUreadHsequencingHapproachVHBMCaResearchaNotesTH2021THYbTHZag 2.3 1

28 oda−iééhHoHNovelHrataUodaptiveHRobustHMethodHforHwdentifyingH−issueHépecificityHécoresVH
BioinformaticsTH2021TH 7.2 1

27 tiveUyearHpediatricHuseHofHaHdigitalHwearableHfitnessHdevicehHlessonsHfromHaHpilotHcaseHstudyVHJAMIAa
OpenTH2021THbTHooabXcb 2.9 1

26 RobNormhHmodelUbasedHrobustHnormalizationHmethodHforHlabeledHquantitativeHmassHspectrometryH
proteomicsHdataVHBioinformaticsTH2021THaeTHfYcUfZY 7.2 1

25 onHwntegratedHéequencingHopproachHforHβpdatingHtheH”seudorabiesHγirusH−ranscriptomeVH
PathogensTH2021THYXTH 4.5 1

24 −heHXHchromosomeHfromHtelomereHtoHtelomerehHkeyHachievementsHandHfutureHopportunitiesVVH
FacultyaReviewsTH2021THYXTHda 1.2 1

23 βnbiasedHmetabolomeHscreenHleadsHtoHpersonalizedHmedicineHstrategyHforHamyotrophicHlateralH
sclerosisVVHBrainaCommunicationsTH2022THbTHfcacXdg 4.5 1

22 odverseHchildhoodHexperiencesTHdiabetesHandHassociatedHconditionsTHpreventiveHcareHpracticesHandH
healthcareHaccesshHoHpopulationUbasedHstudyVVHPreventiveaMedicineTH2022THYXeXbb 4.3 1

21 ”atientUderivedHgeneHandHproteinHexpressionHsignaturesHofHNuzYYHdeficiencyVHJournalaofa
BiochemistryTH2021TH 3.1 1

20 −etHenzymesHareHessentialHforHearlyHembryogenesisHandHcompletionHofHembryonicHgenomeH
activationVHEMBOaReportsTH2021THecagdf 6.5 1

19 rualHisoformHsequencingHrevealsHcomplexHtranscriptomicHandHepitranscriptomicHlandscapesHofHaH
prototypeHbaculovirusVVHScientificaReportsTH2022THYZTHYZgY 4.9 0

18 NetworkHbiologyHbridgesHtheHgapsHbetweenHquantitativeHgeneticsHandHmultiUomicsHtoHmapHcomplexH
diseasesVHCurrentaOpinionainaChemicalaBiologyTH2021THddTHYXZYXY 9.7 0

17 ResponseHtoHvulmanHandHcolleaguesHregardingHJulucotypesHrevealHnewHpatternsHofHglucoseH
dysregulationJVHPLoSaBiologyTH2021THYgTHeaXXYXgZ 9.7 0

16 wmprovementHinHulucoseHRegulationHβsingHaHrigitalH−rackerHandHqontinuousHulucoseHMonitoringHinH
vealthyHodultsHandH−hoseHwithH−ype´ ZHriabetesVHDiabetesaTherapyTH2021THYZTHYfeYUYffd 3.6 0

15
−emporalHchangesHinHsolubleHangiotensinUconvertingHenzymeHZHassociatedHwithHmetabolicHhealthTH
bodyHcompositionTHandHproteomeHdynamicsHduringHaHweightHlossHdietHinterventionhHaHrandomizedH
trialHwithHimplicationsHforHtheHq“γwrUYgHpandemicVHAmericanaJournalaofaClinicalaNutritionTH2021THYYbTHYdccUYddc

7 0

(2021-)
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14 rivergentHpatternsHofHselectionHonHmetaboliteHlevelsHandHgeneHexpressionVHBmcaEcologyaanda
EvolutionTH2021THZYTHYfc 21 0

13 resignHandHMethodsHofHtheHγalidatingHwnjuryHtoHtheHRenalH−ransplantHβsingHβrinaryHéignaturesH
PγwR−ββéQHétudyHinHqhildrenVHTransplantationaDirectTH2021THeTHeegY 2.3 0

12 sxposomeUwideHossociationHétudyHforHMetabolicHéyndromeVVHFrontiersainaGeneticsTH2021THYZTHefagaX 4.5 0

11 oHmachineHlearningHalgorithmHwithHsubclonalHsensitivityHrevealsHwidespreadHpanUcancerHhumanH
leukocyteHantigenHlossHofHheterozygosityVVHNatureaCommunicationsTH2022THYaTHYgZc 17.4 0

10 ”redictionHofHgestationalHageHusingHurinaryHmetabolitesHinHtermHandHpretermHpregnanciesVVHScientifica
ReportsTH2022THYZTHfXaa 4.9 0

9 recipheringHrNoHéequenceHwnformationH2011THYUZX

8 qomputationalHMethodsHandHpioinformaticH−oolsedgUgXb

7 ”redictiveHéignaturesHforHzungHodenocarcinomaH”rognosticH−rajectoryHbyHMultiomicsHrataH
wntegrationHandHsnsembleHzearningVHLectureaNotesainaComputeraScienceTH2021THgUZa 0.9

6 ”roteomicsHforHslucidatingH”roteinHtunctionTHRegulatoryHNetworksHandHwmprovingHvumanHvealthVH
FASEBaJournalTH2007THZYTHoZYY 0.9

5 −ranscriptomicHsvaluationHofHqrabSHMarrowHqellsHfromHMyelodysplasticHéyndromeHPMréQH”atientsVH
BloodTH2014THYZbTHYfgbUYfgb 2.2

4 WholeHuenomeHéequenceHonalysisHofH”rimaryHMyelofibrosisVVHBloodTH2012THYZXTHZfdaUZfda 2.2

3 odaptingHskillsHfromHgeneticHcounselingHtoHwearablesHtechnologyHresearchHduringHtheHq“γwrUYgH
pandemichH”oisedHforHtheHpivotVHJournalaofaGeneticaCounselingTH2021THaXTHYZdgUYZec 2.5

2 slucidatingHriversityHinH“besityURelatedH”henotypesHβsingHzongitudinalHandHMultiUomicHopproachesH
2022THdaUec

1 sffectsHofHanHimmersiveHpsychosocialHtrainingHprogramHonHdepressionHandHwellUbeinghHoHrandomizedH
clinicalHtrialVVHJournalaofaPsychiatricaResearchTH2022THYcXTHZgZUZgg 5.2
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