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ResearchbM2010bMobMhkjclm 5.6 18

30 MethodsMforMTheMMetagenomicMzataMVisualizationMandMwnalysisdMCurrenthIssueshinhMolecularhBiologybM
2017bMhjbMimckn 2.9 18

29 KnomicscxiotaMcMaMsystemMforMexploratoryManalysisMofMhumanMgutMmicrobiotaMdatadMBioDatahMiningbM
2018bMggbMhk 4.3 18

(2018-2012)

3



28 NewMmethodMforMpeptideMdesorptionMfromMabundantMbloodMproteinsMforMplasmaeserumMpeptidomeM
analysesMbyMmassMspectrometrydMJournalhofhProteomicsbM2011bMmjbMkokclfl 3.9 17

27 ProteomeManalysisMofMtheMMycobacteriumMtuberculosisMxeijingMxfeWgjnMclusterdMScientifichReportsbM
2016bMlbMhnonk 4.9 16

26 GenomeManalysisMofM—dMcoliMisolatedMfromMyrohnUsMdiseaseMpatientsdMBMChGenomicsbM2017bMgnbMkjj 4.5 15

25 UnusualMlargecscaleMchromosomalMrearrangementsMinMMycobacteriumMtuberculosisMxeijingMxfeWgjnM
clusterMisolatesdMPLoShONEbM2014bMobMenjomg 3.7 15
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IndustrialMHydrocarbonMSludgedMGenomehAnnouncementsbM2013bMgbM 8

14 ProteomeManalysisMofMchloroplastsMfromMtheMmossMPhyscomitrellaMpatensMVHedwdWMxdSdGdMBiochemistryh
sMoscowtbM2010bMmkbMgjmfcni 2.9 8

13 zevelopmentMofMqPyRMplatformMwithMprobesMforMquantifyingMprevalentMandMbiomedicallyMrelevantM
humanMgutMmicrobialMtaxadMMolecularhandhCellularhProbesbM2020bMkhbMgfgkmf 3.3 6
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10 PurificationMandMcharacterisationMofMrecombinantMxacteroidesMfragilisMtoxinchdMBiochimiebM2013bMokbMhghicig4.6 4
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