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DNA methylation on N6-adenine in mammalian embryonic stem cells. Nature, 2016, 532, 329-333.

WSTF regulates the H2A.X DNA damage response via a novel tyrosine kinase activity. Nature, 2009, 457,
57.62. 27.8 360

N-methyladenine DNA Modification in Glioblastoma. Cell, 2018, 175, 1228-1243.e20.

Prolonged MeRk1/2 suppression impairs the developmental potential of embryonic stem cells. Nature, 97.8 211
2017, 548, 219-223. :
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Stem Cell, 2014, 15, 295-3009.

Dephosphorylation of the C-terminal Tyrosyl Residue of the DNA Damage-related Histone H2A.X Is
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16066-16070.

Rif1 Maintains Telomere Length Homeostasis of ESCs by Mediating Heterochromatin Silencing.
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Histone Variant H2A.X Deposition Pattern Serves as a Functional Epigenetic Mark for Distinguishing

the Developmental Potentials of iPSCs. Cell Stem Cell, 2014, 15, 281-294. 111 58
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