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317 qampylobacterIjejuniIinfectionIassociatedIwithImiscarriageUIaIcaseIreportIandIliteratureIreviewWI
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311 MycobacteriumIbovisI“ulmonaryIàuberculosisIafterI itualISheepISacrificeIinIàunisiaWIEmergingf
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278 StateIofItheIortIinItheIqultureIofItheIvumanIMicrobiotahINewIwnterestsIandIStrategiesWIClinicalf
MicrobiologyfReviewsUI2020UIabUI 34 12

277 wnbornIerrorsIofItypeIwIwtNIimmunityIinIpatientsIwithIlifeVthreateningIq’éwrVZgWIScienceUI2020UIaeYUI 33.3 994

(2020-2020)
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276 outoantibodiesIagainstItypeIwIwtNsIinIpatientsIwithIlifeVthreateningIq’éwrVZgWIScienceUI2020UIaeYUI 33.3 1090

275 vepatitisIoIoutbreakIinIvwéVinfectedIpatientsIinISoutheasternItrancehIquestionsIandIresponsesmWI
EpidemiologyfandfInfectionUI2020UIZbfUIeeg 4.3 0

274
qhildrenIaccountIforIaIsmallIproportionIofIdiagnosesIofISo SVqoéV2IinfectionIandIdoInotIexhibitI
greaterIviralIloadsIthanIadultsWIEuropeanfJournalfoffClinicalfMicrobiologyfandfInfectiousfDiseasesUI
2020UIagUIZgfaVZgfe

5.3 17

273 qurrentIknowledgeIforItheImicrobiologicalIdiagnosisIofIàropherymaIwhippleiIinfectionWIExpertf
OpinionfonfOrphanfDrugsUI2020UIfUI2aeV2bb 1.1 1

272 àypeIZIriabetesIinI“eopleIvospitalizedIforIq’éwrVZghINewIwnsightsItromItheIq’ ’Nor’IStudyWI
DiabetesfCareUI2020UIbaUIeZebVeZee 14.6 26

271 pouillabaisseIorItishISouphIàheIzimitationsIofIMetaVanalysisIqonfrontedItoItheIwnconsistencyIofI
tecalIMicrobiotaIàransplantationIStudiesWIClinicalfInfectiousfDiseasesUI2020UIeYUI2bcb 11.6 5

270 íestINileIvirusIoutbreakIinItheISouthIofItrancehIwmplicationsIforItravelImedicineWITravelfMedicinef
andfInfectiousfDiseaseUI2019UI2fUIZYYVZYZ 8.4 2

269 MetagenomicIandIculturomicIanalysisIofIgutImicrobiotaIdysbiosisIduringIqlostridiumIdifficileI
infectionWIScientificfReportsUI2019UIgUIZ2fYe 4.9 24

268 genWInovWUIspWInovWUIaInewIbacteriumIisolatedIfromItheIvaginaIfloraIandIitsItaxonoVgenomicI
descriptionWINewfMicrobesfandfNewfInfectionsUI2019UIa2UIZYYdYZ 4.1 1

267 spWInovWUIaInewIbacteriumIisolatedIfromIstoolIfromIaIhealthyISenegaleseIchildWINewfMicrobesfandf
NewfInfectionsUI2019UIaZUIZYYcff 4.1 2

266 spWInovWUIspWInovWUIspWInovWUIaInewIbacteriaIisolatedIfromIfreshIhumanIstoolIspecimensWINewfMicrobesf
andfNewfInfectionsUI2019UIa2UIZYYcga 4.1 1

265
rescriptionIandIgenomicIcharacterizationIofIMassiliimaliaImassiliensisIgenWInovWUIspWInovWUIandI
MassiliimaliaItimonensisIgenWInovWUIspWInovWUItwoInewImembersIofItheIfamilyI uminococcaceaeI
isolatedIfromItheIhumanIgutWIAntoniefVanfLeeuwenhoekUI2019UIZZ2UIgYcVgZf

2.1 3

264 hIonIunusualIcauseIofIcommunityVacquiredIpneumoniaWIIDCasesUI2019UIZeUIeYYce2 2 3

263  epertoireIofIhumanIbreastIandImilkImicrobiotahIaIsystematicIreviewWIFuturefMicrobiologyUI2019UI
ZbUId2aVdbZ 2.9 46

262 àhrombosesIinItuberculosisIareIlinkedItoIantiphosphatidylethanolamineIantibodiesIlevelshIoI
crossVsectionalIstudyWIJournalfoffClinicalfTuberculosisfandfOtherfMycobacterialfDiseasesUI2019UIZcUIZYYYg22.1 1

261 tailureIofImetagenomicsIinIdetectingIemergingIpathogensUItheIqlostridiumIdifficileIparadigmWI
JournalfoffInfectionUI2019UIefUIbYgVb2Z 18.9

260 MeaslesIfromIMadagascarWITravelfMedicinefandfInfectiousfDiseaseUI2019UI2gUIcfVcg 8.4 2

259
NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIwntestinimonasImassiliensisIspWInovI
strainIur2IUItheIsecondIwntestinimonasIspeciesIculturedIfromItheIhumanIgutWIMicrobiologyOpenUI
2019UIfUIeYYd2Z

3.4 5
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258 zimbicIencephalitisIasIaIrelapseIofIíhipplePsIdiseaseIwithIdigestiveIinvolvementIandI
spondylodiscitisWIInfectionUI2019UIbeUIdaeVdbZ 5.8 2

257 spWInovWIandIspWInovWUItwoInewIisolatedIfromIskinIswabIfromItheIpalmIofIhandWINewfMicrobesfandf
NewfInfectionsUI2019UIaZUIZYYcfa 4.1 1

256 spWInovWUIspWInovWIandIspWInovWUIisolatedIfromIvaginalIswabsIfromIhealthyISenegaleseIwomenWINewf
MicrobesfandfNewfInfectionsUI2019UIaZUIZYYcfc 4.1 4

255
“assiveItiltrationUI apidIScanningIslectronIMicroscopyUIandIMatrixVossistedIzaserIresorptionI
wonizationVàimeIofItlightIMassISpectrometryIforIqultureIandIwdentificationIfromItheI’ralIqavityWI
JournalfoffClinicalfMicrobiologyUI2019UIceUI

9.7 11

254 spWInovWUIspWInovWUIandIspWInovWUIthreeInewIspeciesIisolatedIfromItheIhumanIskinWINewfMicrobesfandf
NewfInfectionsUI2019UIaZUIZYYceg 4.1 3

253 wmageIualleryhIotypicalIrashIinIanIvwéVinfectedIwomanWIBritishfJournalfoffDermatologyUI2019UIZfZUIeZZf 4

252 omongIziveIandIreadIpacteriaUItheI’ptimizationIofISampleIqollectionIandI“rocessingI emainsI
sssentialIinI ecoveringIuutIMicrobiotaIqomponentsWIFrontiersfinfMicrobiologyUI2019UIZYUIZdYd 5.7 19

251  outineIqultureV esistantIMycobacteriumItuberculosisI escueIandIShellVéialIossayUItranceWI
EmergingfInfectiousfDiseasesUI2019UI2cUI2ZaZV2Zaa 10.2 4

250 SuccessfulItecalIMicrobiotaIàransplantationIinIaI“atientISufferingItromIwrritableIpowelISyndromeI
andI ecurrentIèrinaryIàractIwnfectionsWIOpenfForumfInfectiousfDiseasesUI2019UIdUIofzagf 1 13

249 genWInovWUIaInewIgenesisIandIspWInovWUIaInewIbacteriumIisolatedIfromItheIhumanIoralImicrobiotaWI
NewfMicrobesfandfNewfInfectionsUI2019UIa2UIZYYdZZ 4.1

248 wsolationIandIcultureIofIMethanobrevibacterIsmithiiIbyIcoVcultureIwithIhydrogenVproducingI
bacteriaIonIagarIplatesWIClinicalfMicrobiologyfandfInfectionUI2019UI2cUIZcdZWeZVZcdZWec 9.5 14

247 sxtensiveIculturomicsIofIfIhealthyIsamplesIenhancesImetagenomicsIefficiencyWIPLoSfONEUI2019UIZbUIeY22acba3.7 19

246
teasibilityUIocceptabilityUIandIoccuracyIofIéaginalISelfVSamplingIforIScreeningIvumanI
“apillomavirusIàypesIinIíomenIfromI uralIoreasIinISenegalWIAmericanfJournalfoffTropicalfMedicinef
andfHygieneUI2019UIZYYUIZcc2VZccc

3.2 9

245 SaltIinIstoolsIisIassociatedIwithIobesityUIgutIhalophilicImicrobiotaIandIokkermansiaImuciniphilaI
depletionIinIhumansWIInternationalfJournalfoffObesityUI2019UIbaUIfd2VfeZ 5.5 32

244
’ceanobacillusItimonensisIspWInovWIandI’ceanobacillusIsenegalensisIspWInovWUItwoInewImoderatelyI
halophilicUIuramVstainIpositiveIbacteriaIisolatedIfromIstoolsIsampleIofIhealthyIyoungISenegaleseWI
AntoniefVanfLeeuwenhoekUI2019UIZZ2UIefcVegd

2.1 4

243 vumanIpacterialI epertoireIofItheIèrinaryIàracthIaI“otentialI“aradigmIShiftWIJournalfoffClinicalf
MicrobiologyUI2019UIceUI 9.7 24

242
taecalImicrobiotaItransplantationIshortensItheIcolonisationIperiodIandIallowsIreVentryIofIpatientsI
carryingIcarbapenamaseVproducingIbacteriaIintoImedicalIcareIfacilitiesWIInternationalfJournalfoff
AntimicrobialfAgentsUI2019UIcaUIaccVadZ

14.3 21

241 àheIèniversityIvospitalIwnstituteIMediterrannˆ'eIwnfectionIfromIMarseilleItoIrakarWIMedecinefEtf
SantefTropicalesUI2019UI2gUIacbVadY 0.2 1

(2019-2019)
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240 spWInovWIandIspWInovWUItwoInewIbacterialIspeciesIisolatedIfromIstoolIspecimensIofIobeseIomazonianI
patientsWINewfMicrobesfandfNewfInfectionsUI2018UI2aUIbfVcZ 4.1 1

239 uutImicrobiotaIdiversityIaccordingItoIdietaryIhabitsIandIgeographicalIprovenanceWIHumanf
MicrobiomefJournalUI2018UIeVfUIZVg 5.6 107

238 spWInovWUItaxonogenomicsIdescriptionIofIaInewIbacterialIspeciesIisolatedIfromIhumanIgutWINewf
MicrobesfandfNewfInfectionsUI2018UI2aUIeVZd 4.1 8

237 qlostridiumIscindensIwsI“resentIinItheIuutIMicrobiotaIduringIqlostridiumIdifficileIwnfectionhIaI
MetagenomicIandIqulturomicIonalysisWIJournalfoffClinicalfMicrobiologyUI2018UIcdUI 9.7 11

236 sarlyItecalIMicrobiotaIàransplantationIwmprovesISurvivalIinISevereIqlostridiumIdifficileIwnfectionsWI
ClinicalfInfectiousfDiseasesUI2018UIddUIdbcVdcY 11.6 74

235 SediminibacillusImassiliensisIspWInovWUIaImoderatelyIhalophilicUIuramVpositiveIbacteriumIisolatedI
fromIaIstoolIsampleIofIaIyoungISenegaleseImanWIAntoniefVanfLeeuwenhoekUI2018UIZZZUIZ22cVZ2ad 2.1 2

234 vowImassIspectrometricIapproachesIappliedItoIbacterialIidentificationIhaveIrevolutionizedItheI
studyIofIhumanIgutImicrobiotaWIExpertfReviewfoffProteomicsUI2018UIZcUI2ZeV22g 4.2 7

233 uenomeIsequenceIandIdescriptionIofIvaloferaxImassilienseIspWInovWUIaInewIhalophilicIarchaeonI
isolatedIfromItheIhumanIgutWIExtremophilesUI2018UI22UIbfcVbgf 3 8

232 valophilicIOIhalotolerantIprokaryotesIinIhumansWIFuturefMicrobiologyUI2018UIZaUIeggVfZ2 2.9 9

231 spWInovWUIspWInovWIandIspWInovWUIthreeInewIbacterialIspeciesIidentifiedIfromIhumanIgutImicrobiotaWI
NewfMicrobesfandfNewfInfectionsUI2018UI2aUIbbVbe 4.1 3

230 uenomeIsequenceIandIdescriptionIofIspWInovWUIisolatedIfromIaIhumanIwithImarasmusIinINigeriaWI
NewfMicrobesfandfNewfInfectionsUI2018UI2bUI2dVaZ 4.1

229
MicrobialIqulturomicsIopplicationIforIulobalIvealthhINoncontiguousItinishedIuenomeISequenceI
andIrescriptionIofI“seudomonasImassiliensisIStrainIqpVZIspWInovWIinIprazilWIOMICSfAfJournalfoff
IntegrativefBiologyUI2018UI22UIZdbVZec

3.8 6

228 àheIcontributionIofIculturomicsItoItheIrepertoireIofIisolatedIhumanIbacterialIandIarchaealIspeciesWI
MicrobiomeUI2018UIdUIgb 16.6 88

227 onaerococcusIjeddahensisIspWInovWUIaINewIpacterialISpeciesIwsolatedItromIvealthyINomadicI
pedouinIíomanItromISaudiIorabiaWICurrentfMicrobiologyUI2018UIecUIZbZgVZb2f 2.4 3

226 MetagenomicIandIclinicalImicrobiologyWIHumanfMicrobiomefJournalUI2018UIgUIZVd 5.6 7

225 MesentericIlymphadenitisIasIaIpresentingIfeatureIofIíhipplePsIdiseasehIéalueIofI“q IanalysisWI
InternationalfJournalfoffInfectiousfDiseasesUI2018UIecUIZcVZe 10.5 2

224 pacterialIqocktailItoIàreatIqlostridiumIdifficileIwnfectionhI“rimumINonINocereWIClinicalfInfectiousf
DiseasesUI2018UIdeUIZegg 11.6 1

223 tromIqulturomicsItoIqlinicalIMicrobiologyIandItorwardWIEmergingfInfectiousfDiseasesUI2018UI2bUIZdfaVZdgY10.2 15
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222 rraftIuenomeIandIrescriptionIofIsisenbergiellaImassiliensisIStrainIoàZZhIoINewISpeciesIwsolatedI
fromIvumanItecesIofterIpariatricISurgeryWICurrentfMicrobiologyUI2018UIecUIZ2ebVZ2fZ 2.4 3

221 MetabarcodingIanalysisIofIeukaryoticImicrobiotaIinItheIgutIofIvwéVinfectedIpatientsWIPLoSfONEUI
2018UIZaUIeYZgZgZa 3.7 14

220 sscherichiaIcoliIspontaneousIcommunityVacquiredImeningitisIinIadultshIoIcaseIreportIandIliteratureI
reviewWIInternationalfJournalfoffInfectiousfDiseasesUI2018UIdeUIeYVeb 10.5 14

219 osymptomaticIcarriageIofIStreptococcusIpneumoniaeIdetectedIbyIq“q IonItheIpalmIofIhandsIofI
populationsIinIruralISenegalWIPLoSfNeglectedfTropicalfDiseasesUI2018UIZ2UIeYYYdgbc 4.8 3

218 NamingImicroorganismshItheIcontributionIofItheIwvèIMˆ'diterranˆ'eIwnfectionUIMarseilleUItranceWI
NewfMicrobesfandfNewfInfectionsUI2018UI2dUISfgVSgc 4.1 8

217 NoncontiguousIfinishedIgenomeIsequencesIandIdescriptionIofIspWInovWUIspWInovWUIspWInovWUIspWInovWUI
spWInovWIandIspWInovWIidentifiedIbyIculturomicsWINewfMicrobesfandfNewfInfectionsUI2018UI2dUIeaVff 4.1 2

216 íhipplePsIdiseaseIandIàropherymaIwhippleiIinfectionshIwhenItoIsuspectIthemIandIhowItoIdiagnoseI
andItreatIthemWICurrentfOpinionfinfInfectiousfDiseasesUI2018UIaZUIbdaVbeY 5.4 21

215  epertoireIofItheIgutImicrobiotaIfromIstomachItoIcolonIusingIculturomicsIandInextVgenerationI
sequencingWIBMCfMicrobiologyUI2018UIZfUIZce 4.5 37

214 spWInovWUIaInewIbacterialIspeciesIisolatedIfromItheIvaginalIsampleIofIaIwomanIwithIbacterialI
vaginosisIlivingIinIrielmoUISenegalWINewfMicrobesfandfNewfInfectionsUI2018UI2cUI2eV2g 4.1 1

213 sggerthellaItimonensisIspWInovUIaInewIspeciesIisolatedIfromItheIstoolIsampleIofIaIpygmyIfemaleWI
MicrobiologyOpenUI2018UIeUIeYYcec 3.4 4

212 qulturingItheIhumanImicrobiotaIandIculturomicsWINaturefReviewsfMicrobiologyUI2018UIZdUIcbYVccY 22.2 303

211 spWInovWUIaInewIbacterialIspeciesIisolatedIfromIhumanIskinIbyIculturomicsWINewfMicrobesfandfNewf
InfectionsUI2018UI2aUIfaVfc 4.1 1

210 SamplesIandItechniquesIhighlightingItheIlinksIbetweenIobesityIandImicrobiotaWIMicrobialf
PathogenesisUI2017UIZYdUIZZgVZ2d 3.8 13

209  epertoireIofIhumanIgutImicrobesWIMicrobialfPathogenesisUI2017UIZYdUIZYaVZZ2 3.8 46

208 spWInovWUIaInewIbacteriumIdetectedIfromIaIuaboneseIstoolIspecimenWINewfMicrobesfandfNewf
InfectionsUI2017UIZcUI2bV2d 4.1 1

207 genWInovWUIspWInovWUIaInewIbacterialIgenusIisolatedIfromItheIhumanIgutIofIaISenegaleseIinfantIwithI
severeIacuteImalnutritionWINewfMicrobesfandfNewfInfectionsUI2017UIZcUIbgVdY 4.1 1

206 genWInovWUIspWInovWUIisolatedIfromIhumanIileumWINewfMicrobesfandfNewfInfectionsUI2017UIZcUIfgVgZ 4.1 2

205 genWInovWUIspWInovWUIaInewIbacterialIspeciesIisolatedIfromIhumanIileumIofIaIpatientIwithIqrohnI
diseaseWINewfMicrobesfandfNewfInfectionsUI2017UIZeUI2cV2d 4.1 4

(2017-2018)
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204 PPIgenWInovWUIspWInovWUIaInewIspeciesIidentifiedIinIhumanIduodenumWINewfMicrobesfandfNewfInfections
UI2017UIZeUIbaVbb 4.1 1

203 genWInovWUIspWInovWUIaInewIbacterialIspeciesIisolatedIfromIhumanIcolonWINewfMicrobesfandfNewf
InfectionsUI2017UIZeUI2ZV22 4.1

202 StaphylococcusIlugdunensishIonIènderreportedI“athogenIinI’steomyelitisWIJournalfoffFootfandf
AnklefSurgeryUI2017UIcdUIbZ2VbZa 1.6 4

201 genWInovWUIspWInovWUIaInewIbacterialIspeciesIisolatedIfromItheIleftIcolonIofIaIedVyearVoldIwomanWINewf
MicrobesfandfNewfInfectionsUI2017UIZeUIZaVZb 4.1

200 rescriptionIofIPPIgenWInovWUIspWInovWUIPPIspWInovWUIPPIspWInovWIandIPPIspWInovWIisolatedIfromIhealthyIfreshI
stoolsIwithIculturomicsWINewfMicrobesfandfNewfInfectionsUI2017UIZdUIdYVd2 4.1 8

199 rescriptionIofIspWInovWUIspWInovWUIspWInovWUIspWInovWUIspWInovWUIspWInovWUIspWInovWUIspWInovWIandIspWInovWUI
nineIhalophilicInewIspeciesIisolatedIfromIhumanIstoolWINewfMicrobesfandfNewfInfectionsUI2017UIZeUIbcVcZ4.1 9

198 MotorcyclesUIqellI“honesUIandIslectricityIqanIrramaticallyIqhangeItheIspidemiologyIofIwnfectiousI
riseaseIinIofricaWIAmericanfJournalfoffTropicalfMedicinefandfHygieneUI2017UIgdUIZYYgVZYZY 3.2 1

197 StaphylococcusIlugdunensishIaIneglectedIpathogenIofIinfectionsIinvolvingIfractureVfixationIdevicesWI
InternationalfOrthopaedicsUI2017UIbZUIZYfcVZYgZ 3.8 11

196 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIspWInovWIisolatedIfromItheIhumanI
stomachWINewfMicrobesfandfNewfInfectionsUI2017UIZcUIeeVff 4.1 5

195 spWInovWIandIspWInovWUItwoInewIbacterialIspeciesIisolatedIfromIaIfreshIhumanIstoolIspecimenWINewf
MicrobesfandfNewfInfectionsUI2017UIZfUIaVc 4.1 6

194 éaginalIselfVsamplingIasIaIdiagnosisItoolIinIlowVincomeIcountriesIandIpotentialIapplicationsIforI
exploringItheIinfectiousIcausesIofImiscarriageWIFuturefMicrobiologyUI2017UIZ2UIdYgVd2Y 2.9 5

193 pacteroidesIbouchesdurhonensisIspWInovWUIaInewIbacteriumIisolatedIfromItheIhumanIgutWIHumanf
MicrobiomefJournalUI2017UIaUIZZVZ2 5.6

192 genWInovWUIspWInovWUIaInewImemberIofItheIfamilyIisolatedIfromItheIleftIcolonIofIaI2eVyearVoldIwomanWI
NewfMicrobesfandfNewfInfectionsUI2017UIZdUIdaVe2 4.1 1

191 uenomeIsequenceIandIdescriptionIofIgenWInovWUIspWInovWUIisolatedIfromItheIgutIofIpatientIwithI
kwashiorkorWINewfMicrobesfandfNewfInfectionsUI2017UIZeUIcbVdb 4.1 4

190 PPIspWInovWUIPPIspWInovWUIPPIspWInovWIandIPPIspWInovWUIbInewIspeciesIisolatedIfromIfreshIstoolsIofIobeseI
trenchIpatientsWINewfMicrobesfandfNewfInfectionsUI2017UIZfUI2bV2e 4.1 3

189
PPIspWInovWUIPPIspWInovWUIPPIspWInovWUIPPIspWInovWUIPPIspWInovWUIPPIgenWInovWUIspWInovWUIPPIgenWInovWUIspWInovWIandIPPI
genWInovWUIspWInovWUIgInewIspeciesIisolatedIfromIfreshIstoolIsamplesIofIhealthyItrenchIpatientsWINewf
MicrobesfandfNewfInfectionsUI2017UIZeUIfgVgc

4.1 9

188 ocuteIinfectionsIcausedIbyIàropherymaIwhippleiWIFuturefMicrobiologyUI2017UIZ2UI2beV2cb 2.9 15

187 plautiaImassiliensisIspWInovWUIisolatedIfromIaIfreshIhumanIfecalIsampleIandIemendedIdescriptionIofI
theIgenusIplautiaWIAnaerobeUI2017UIbaUIbeVcc 2.8 16
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186 wnfezioniIintestinaliUIviraliIeIbattericheWIEMCfufAKOSfufTrattatofDifMedicinaUI2017UIZgUIZVc 0

185 ManyIMoreIMicrobesIinIvumanshIsnlargingItheIMicrobiomeI epertoireWIClinicalfInfectiousfDiseasesUI
2017UIdcUIS2YVS2g 11.6 17

184 wnfeccionesIintestinalesIvˆ›ricasIyIbacterianasWIEMCfufTratadofDefMedicinaUI2017UI2ZUIZVc 0

183 PPUIPPUIPPUIPPUIPPUInewIbacterialIspeciesIandIgeneraIisolatedIfromItheIgutImicrobiotaIofIhealthyIinfantsWI
NewfMicrobesfandfNewfInfectionsUI2017UIZgUIZVe 4.1 10

182 genWInovWUIspWInovWUIstrainINrahIaInewIbacterialIgenusIisolatedIfromItheIfemaleIgenitalItractWINewf
MicrobesfandfNewfInfectionsUI2017UIZfUIafVbd 4.1 3

181
rescriptionIofIPPIgenWInovWUIspWInovWUIPPIgenWInovWUIspWInovWUIPPIgenWInovWUIspWInovWIandIPPIspWInovWUIisolatedI
fromIaIfaecalIspecimenIofIaIZgVyearVoldIhealthyISaudiIorabianIpedouinIbyIculturomicsWINewf
MicrobesfandfNewfInfectionsUI2017UIZgUIefVf2

4.1

180 rescriptionIofIgenWInovWUIspWInovWUIspWInovWUIandIgenWInovWUIspWInovWUIisolatedIfromIaIfaecalIspecimenIofI
aIcYVyearVoldISaudiIpedouinIwomanWINewfMicrobesfandfNewfInfectionsUI2017UIZgUIfeVgY 4.1 5

179 rescriptionIofIPPIspWInovWIandIPPIspWInovWUIisolatedIfromIhealthyIfreshIstoolsIofISaudiIorabiaIpedouinsI
byIculturomicsWINewfMicrobesfandfNewfInfectionsUI2017UIZgUIZ2gVZaZ 4.1 6

178 tromIsxpertI“rotocolsItoIStandardizedIManagementIofIwnfectiousIriseasesWIClinicalfInfectiousf
DiseasesUI2017UIdcUISZ2VSZg 11.6 7

177 qriticalIMicrobiologicalIéiewIofISs VZYgWIJournalfoffInfectiousfDiseasesUI2017UI2ZcUIZdZVZd2 7 5

176 PPIspWInovWUIPPIspWInovWIandIPPIspWInovWUIthreeIhalophilicIspeciesIisolatedIfromIsaltyIhumanIstoolsIbyI
culturomicsWINewfMicrobesfandfNewfInfectionsUI2017UI2YUIcZVcb 4.1 3

175 “rostheticIjointIinfectionIcausedIbyIuranulicatellaIadiacenshIaIcaseIseriesIandIreviewIofIliteratureWI
BMCfMusculoskeletalfDisordersUI2017UIZfUI2ed 2.8 12

174  espiratoryIàractIwnfectionIinIaIàravelerI eturningIfromItheIvajjI2017UIZZa2VZZaaWeZ

173 MetaVanalysisIonIefficacyIofIamoxicillinIinIuncomplicatedIsevereIacuteImalnutritionWIMicrobialf
PathogenesisUI2017UIZYdUIedVee 3.8 11

172 qaseIreporthI ibavirinIandIvitaminIoIinIaIsevereIcaseIofImeaslesWIMedicinefoUnitedfStatespUI2017UIgdUIegZcb1.8 15

171 yochI“ostulatehIíhyIShouldIweIurowIpacteriamWIArchivesfoffMedicalfResearchUI2017UIbfUIeebVeeg 6.6 5

170 tluorescenceIvybridizationIforIriagnosisIofIíhipplePsIriseaseIinItormalinVtixedI
“araffinVsmbeddedIàissueWIFrontiersfinfMedicineUI2017UIbUIfe 4.9 11

169 uutIpacteriaIMissingIinISevereIocuteIMalnutritionUIqanIíeIwdentifyI“otentialI“robioticsIbyI
qulturomicsmWIFrontiersfinfMicrobiologyUI2017UIfUIfgg 5.7 69

(2017-2017)
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168 smergenceIofIqlostridiumIdifficileItcdqIvariantIYefIinIMarseilleUItranceWIEuropeanfJournalfoffClinicalf
MicrobiologyfandfInfectiousfDiseasesUI2017UIadUIZgeZVZgeb 5.3 11

167 â��pacillusImassilionigeriensisâ��UIaInewIbacterialIspeciesIisolatedIfromItheIhumanIgutImicrobiotaWI
HumanfMicrobiomefJournalUI2016UIZUIZV2 5.6

166 uutImicrobiomeIandIdietaryIpatternsIinIdifferentISaudiIpopulationsIandImonkeysWIScientificfReports
UI2016UIdUIa2ZgZ 4.9 39

165 àropherymaIwhippleiIassociatedIwithIdiarrhoeaIinIyoungIchildrenWIClinicalfMicrobiologyfandf
InfectionUI2016UI22UIfdgVfeb 9.5 12

164 uutImicrobiotaIandIqlostridiumIdifficileIinfectionsWIHumanfMicrobiomefJournalUI2016UI2UIZYVZb 5.6 20

163 wncreasedIuutI edoxIandIrepletionIofIonaerobicIandIMethanogenicI“rokaryotesIinISevereIocuteI
MalnutritionWIScientificfReportsUI2016UIdUI2dYcZ 4.9 108

162 qultureIofIpreviouslyIunculturedImembersIofItheIhumanIgutImicrobiotaIbyIculturomicsWINaturef
MicrobiologyUI2016UIZUIZd2Ya 26.6 555

161 uutImicrobiotaIassociatedIwithIvwéIinfectionIisIsignificantlyIenrichedIinIbacteriaItolerantItoIoxygenWI
BMJfOpenfGastroenterologyUI2016UIaUIeYYYYfY 3.9 42

160 oIquasiVuniversalImediumItoIbreakItheIaerobicXanaerobicIbacterialIcultureIdichotomyIinIclinicalI
microbiologyWIClinicalfMicrobiologyfandfInfectionUI2016UI22UIcaVcf 9.5 39

159 MicrobialIqulturomicsItoIMapIvalophilicIpacteriumIinIvumanIuuthIuenomeISequenceIandI
rescriptionIofI’ceanobacillusIjeddahenseIspWInovWIOMICSfAfJournalfoffIntegrativefBiologyUI2016UI2YUI2bfVcf3.8 8

158 NumidumImassilienseIgenWInovWUIspWInovWUIaInewImemberIofItheIpacillaceaeIfamilyIisolatedIfromItheI
humanIgutWINewfMicrobesfandfNewfInfectionsUI2016UIZ2UIedVfc 4.1 3

157 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofI“aenibacillusIihumiiIspWInovWIstrainI
oàcWINewfMicrobesfandfNewfInfectionsUI2016UIZYUIZb2VcY 4.1 11

156 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIsnterococcusImassiliensisIspWInovWI
NewfMicrobesfandfNewfInfectionsUI2016UIZ2UIgYVc 4.1 3

155 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIuaboniaImassiliensisIgenWInovWUIspWI
novWINewfMicrobesfandfNewfInfectionsUI2016UIgUIacVbb 4.1 10

154 uenomeIsequenceIandIdescriptionIofIonaerosalibacterImassiliensisIspWInovWINewfMicrobesfandfNewf
InfectionsUI2016UIZYUIddVed 4.1 98

153 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofINocardioidesImassiliensisIspWInovWI
urZaQàRWINewfMicrobesfandfNewfInfectionsUI2016UIZYUIbeVce 4.1 2

152 tirstIcaseIofIboneIinfectionIcausedIbyI“aenibacillusIturicensisWINewfMicrobesfandfNewfInfectionsUI
2016UIZZUIbcVd 4.1 9

151 KsmergenciaItimonensisUKIaInewIbacteriumIisolatedIfromItheIstoolIofIaIhealthyIpatientWINewf
MicrobesfandfNewfInfectionsUI2016UIZ2UIeaVc 4.1 3
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150 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIyallipygaIgabonensisIspWInovWINewf
MicrobesfandfNewfInfectionsUI2016UIgUIZcV2a 4.1 7

149 MassilibacteriumIsenegalenseIgenWInovWUIspWInovWUIaInewIbacterialIgenusIisolatedIfromItheIhumanI
gutWINewfMicrobesfandfNewfInfectionsUI2016UIZYUIZYZVZZ 4.1 5

148 wsolationIofInewIspeciesIK“eptoniphilusIphoceensisKIfromIhumanIgutWINewfMicrobesfandfNewf
InfectionsUI2016UIZ2UIc2Va 4.1 1

147 MicrovirgaImassiliensisIspWInovWUItheIhumanIcommensalIwithItheIlargestIgenomeWIMicrobiologyOpenUI
2016UIcUIaYeV22 3.4 20

146 qlassicIíhipplePsIdiseaseIdiagnosedIbyIQZfRtVfluorodeoxyglucoseI“sàWILancetfInfectiousfDiseasestf
TheUI2016UIZdUIZaY 25.5 11

145 reglycosylationIofIàropherymaIwhippleiIbiofilmIandIdiscrepanciesIbetweenIdiagnosticIresultsI
duringIíhipplePsIdiseaseIprogressionWIScientificfReportsUI2016UIdUI2affa 4.9 11

144 ulycansIaffectIrNoIextractionIandIinduceIsubstantialIdifferencesIinIgutImetagenomicIstudiesWI
ScientificfReportsUI2016UIdUI2d2ed 4.9 34

143 ocuteIpolyarthritisIinIaIyoungIpatientIcausedIbyImeningococcalIandIparvovirusIpZgIinfectionshIaI
caseIreportIandIreviewIofItheIliteratureWIJournalfoffMedicalfCasefReportsUI2016UIZYUIad2 1.2 1

142 oerobicIcultureIofImethanogenicIarchaeaIwithoutIanIexternalIsourceIofIhydrogenWIEuropeanf
JournalfoffClinicalfMicrobiologyfandfInfectiousfDiseasesUI2016UIacUIgfcVgZ 5.3 37

141 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIpacillusIandreraoultiiIstrainISwàZQàRI
spWInovWINewfMicrobesfandfNewfInfectionsUI2016UIZYUI2cVac 4.1 1

140
NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofI“lanococcusImassiliensisIspWInovWUIaI
moderatelyIhalophilicIbacteriumIisolatedIfromItheIhumanIgutWINewfMicrobesfandfNewfInfectionsUI
2016UIZYUIadVbd

4.1 7

139 uenomeIsequenceIandIdescriptionIofIresnuesiellaImassiliensisIgenWInovWUIspWInovWIaInewImemberIofI
familyIqlostridiaceaeWINewfMicrobesfandfNewfInfectionsUI2016UIZZUIfbVgY 4.1 2

138 wnfectionsIinIsymptomaticItravelersIreturningIfromItheIorabianIpeninsulaItoItrancehIoIretrospectiveI
crossVsectionalIstudyWITravelfMedicinefandfInfectiousfDiseaseUI2016UIZbUIbZbVd 8.4 14

137 rrancourtellaImassiliensisIgenWInovWUIspWInovWIisolatedIfromIfreshIhealthyIhumanIfaecalIsampleIfromI
SouthItranceWINewfMicrobesfandfNewfInfectionsUI2016UIZZUIabVb2 4.1 5

136  isungbinellaImassiliensisIspWInovWUIaInewImemberIofIàhermoactinomycetaceaeIisolatedIfromI
humanIgutWIAntoniefVanfLeeuwenhoekUI2016UIZYgUIeeaVfb 2.1 3

135 octinomycesIurinaeIspWInovWUIisolatedIfromIZaVyearVoldIgirlIaffectedIbyInephriticIsyndromeWINewf
MicrobesfandfNewfInfectionsUI2016UIZaUIZV2 4.1 2

134
onaerococcusIurinomassiliensisIspWInovWUIisolatedIfromIaIurineIsampleIofIaIZeVyearVoldIboyIaffectedI
byIautoimmuneIhepatitisIandImembranoproliferativeIglomerulonephritisWINewfMicrobesfandfNewf
InfectionsUI2016UIZaUIcdVf

4.1 2

133 KwhubacterImassiliensisKhIaInewIbacteriumIisolatedIfromItheIhumanIgutWINewfMicrobesfandfNewf
InfectionsUI2016UIZaUIZYbVc 4.1 4
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132 PzachnoclostridiumImassiliosenegalensePUIaInewIbacterialIspeciesIisolatedIfromItheIhumanIgutI
microbiotaWINewfMicrobesfandfNewfInfectionsUI2016UIZbUIbVc 4.1 3

131 spWInovWUIstrainIMqZIaInewIbacterialIspeciesIisolatedIfromIhumanIurineWINewfMicrobesfandfNewf
InfectionsUI2016UIZbUIeaVf2 4.1 7

130 PNeglectaItimonensisPIgenWInovWUIspWInovWUIaInewIhumanVassociatedIspeciesWINewfMicrobesfandfNewf
InfectionsUI2016UIZaUIZaVb 4.1 3

129 P“hoceaImassiliensisPIaInewIbacterialIspeciesIisolatedIfromItheIhumanIgutWINewfMicrobesfandfNewf
InfectionsUI2016UIZaUIdeVf 4.1 2

128 PqulturomicaImassiliensisPUIaInewIbacteriumIisolatedIfromItheIhumanIgutWINewfMicrobesfandfNewf
InfectionsUI2016UIZaUIdYVZ 4.1 2

127 PèrinacoccusImassiliensisPIgenWInovWIspWInovWUIidentifiedIinIurineIsampleIofIaIeVyearVoldIboyI
hospitalizedIforIdentalIcareIunderIgeneralIanaesthesiaWINewfMicrobesfandfNewfInfectionsUI2016UIZbUIadVe4.1

126 rietIinfluenceIonItheIgutImicrobiotaIandIdysbiosisIrelatedItoInutritionalIdisordersWIHumanf
MicrobiomefJournalUI2016UIZUIaVZZ 5.6 81

125 àropherymaIwhippleiIrNoIinIbronchoalveolarIlavageIsampleshIaIcaseIcontrolIstudyWIClinicalf
MicrobiologyfandfInfectionUI2016UI22UIfecVfeg 9.5 13

124 K“revotellamassiliaItimonensisUKIaInewIbacterialIspeciesIisolatedIfromItheIhumanIgutWINewf
MicrobesfandfNewfInfectionsUI2016UIZaUIZY2Va 4.1 2

123 PpeduinellaImassiliensisPUIgenWInovWUIspWInovWIaInewIgenusIrepresentingIaInewIfamilyIinItheIphylumI
tirmicutesUIandIproposalIofIpeduinellaceaeIfamWInovWINewfMicrobesfandfNewfInfectionsUI2016UIZbUIZYV2 4.1

122 oI egionalI’utbreakIofIqlostridiumIdifficileI“q V ibotypeIY2eIwnfectionsIinISoutheasternItranceI
fromIaISingleIzongVàermIqareItacilityWIInfectionfControlfandfHospitalfEpidemiologyUI2016UIaeUIZaaeVZabZ 2 8

121 àheIaerobicIactivityIofImetronidazoleIagainstIanaerobicIbacteriaWIInternationalfJournalfoff
AntimicrobialfAgentsUI2015UIbcUIcaeVbY 14.3 29

120 qoncentrationsIofIdoxycyclineIinIcerebrospinalIfluidIinIíhipplePsIdiseaseWIInternationalfJournalfoff
AntimicrobialfAgentsUI2015UIbcUIdeeVf 14.3 1

119 taecalImicrobiotaItransplantationIasIsalvageItherapyIforIfulminantIqlostridiumIdifficileIinfectionsWI
InternationalfJournalfoffAntimicrobialfAgentsUI2015UIbdUI22eVf 14.3 10

118  elapseIofIàropherymaIwhippleiIendocarditisItreatedIbyItrimethoprimXsulfamethoxazoleUIcuredIbyI
hydroxychloroquineIplusIdoxycyclineWIInternationalfJournalfoffInfectiousfDiseasesUI2015UIaYUIZeVg 10.5 9

117 SewageIworkersIwithIlowIantibodyIresponsesImayIbeIcolonizedIsuccessivelyIbyIseveralIàropherymaI
whippleiIstrainsWIInternationalfJournalfoffInfectiousfDiseasesUI2015UIacUIcZVc 10.5 10

116 readlyIinfectiousIdiseasesIsuchIasIsbolahItheIparachuteIparadigmWIClinicalfMicrobiologyfandf
InfectionUI2015UI2ZUIafgVgY 9.5 4

115 zaryngealItuberculosisIdiagnosedIbyIstoolIsampleIcultureshIaIcaseIreportWIJournalfoffMedicalfCasef
ReportsUI2015UIgUIeb 1.2 4
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114 qomparisonIofItheIgutImicrobiotaIofIpeopleIinItranceIandISaudiIorabiaWINutritionfandfDiabetesUI
2015UIcUIeZca 4.7 57

113 àheIhumanIgutImicrobiomeUIaItaxonomicIconundrumWISystematicfandfAppliedfMicrobiologyUI2015UI
afUI2edVfd 4.2 82

112 MelioidosisIasIaItravelVassociatedIinfectionhIqaseIreportIandIreviewIofItheIliteratureWITravelf
MedicinefandfInfectiousfDiseaseUI2015UIZaUIadeVfZ 8.4 17

111 tromIculturomicsItoItaxonomogenomicshIoIneedItoIchangeItheItaxonomyIofIprokaryotesIinIclinicalI
microbiologyWIAnaerobeUI2015UIadUIeaVf 2.8 106

110 éirgibacillusIsenegalensisIspWInovWUIaInewImoderatelyIhalophilicIbacteriumIisolatedIfromIhumanIgutWI
NewfMicrobesfandfNewfInfectionsUI2015UIfUIZZdV2d 4.1 8

109 pacillusIniameyensisIspWInovWUIaInewIbacterialIspeciesIisolatedIfromIhuman´ gutWINewfMicrobesfandf
NewfInfectionsUI2015UIfUIdZVg 4.1 6

108 qlostridiumIbutyricumIStrainsIandIrysbiosisIzinkedItoINecrotizingIsnterocolitisIinI“retermI
NeonatesWIClinicalfInfectiousfDiseasesUI2015UIdZUIZZYeVZc 11.6 76

107 NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofI“aenibacillusIantibioticophilaIspW´ novWI
urZZQàRUItheItypeIstrainIof´ “aenibacillusIantibioticophilaWINewfMicrobesfandfNewfInfectionsUI2015UIfUIZaeVbe4.1 5

106
NoncontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIéirgibacillusImassiliensisIspWInovWUIaI
moderatelyIhalophilicIbacteriumIisolatedIfromIhumanIgutWINewfMicrobesfandfNewfInfectionsUI2015UI
fUIefVff

4.1 9

105 qlostridiumIpolynesienseIspWInovWUIaInewImemberIofItheIhumanIgutImicrobiotaIinItrenchI“olynesiaWI
AnaerobeUI2015UIadUIegVfe 2.8 4

104 pacillusIrubiinfantisIspWInovWIstrainImt2QàRUIaInewIbacterialIspeciesIisolatedIfromIhumanIgutWINewf
MicrobesfandfNewfInfectionsUI2015UIfUIcZVdY 4.1 9

103 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofIpacillusIjeddahensisIspWInovWI
StandardsfinfGenomicfSciencesUI2015UIZYUIbe 8

102 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIqlostridiumIihumiiIspWInovWIStandardsf
infGenomicfSciencesUI2015UIZYUIda 3

101 uenomeIsequenceIofI’ceanobacillusIpicturaeIstrainISZUIanIhalophilicIbacteriumIfirstIisolatedIinI
humanIgutWIStandardsfinfGenomicfSciencesUI2015UIZYUIgZ 12

100 oIMetagenomicIwnvestigationIofItheIruodenalIMicrobiotaI evealsIzinksIwithI’besityWIPLoSfONEUI
2015UIZYUIeYZaeefb 3.7 73

99 zeptospirosisIpresentingIasIhoneymoonIfeverWIInternationalfJournalfoffInfectiousfDiseasesUI2015UIabUIZY2Vb10.5 3

98 taecalImicrobiotaItransplantationIforIstoolIdecolonizationIofI’ôoVbfIcarbapenemaseVproducingI
ylebsiellaIpneumoniaeWIJournalfoffHospitalfInfectionUI2015UIgYUIZeaVb 6.9 45

97
rramaticIreductionIinIqlostridiumIdifficileIribotypeIY2eVassociatedImortalityIwithIearlyIfecalI
transplantationIbyItheInasogastricIroutehIaIpreliminaryIreportWIEuropeanfJournalfoffClinicalf
MicrobiologyfandfInfectiousfDiseasesUI2015UIabUIZcgeVdYZ

5.3 57
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96  iseIofIMicrobialIqulturomicshINoncontiguousItinishedIuenomeISequenceIandIrescriptionIofI
peduiniImassiliensisIgenWInovWUIspWInovWIOMICSfAfJournalfoffIntegrativefBiologyUI2015UIZgUIeddVed 3.8 15

95 àheIcomplianceIofIcliniciansIandIpatientsIcannotIbeIglobalizedWIClinicalfMicrobiologyfandfInfectionUI
2015UI2ZUIagZ 9.5 1

94 sxtendedI“erinealIrermatobiaIhominisIMyiasisIinIaIàravelerI eturningItromISouthIomericaWIJAMAf
DermatologyUI2015UIZcZUIZafgVZagY 5.1 2

93 àheIrebirthIofIcultureIinImicrobiologyIthroughItheIexampleIofIculturomicsItoIstudyIhumanIgutI
microbiotaWIClinicalfMicrobiologyfReviewsUI2015UI2fUI2aeVdb 34 490

92 qurrentIandIpastIstrategiesIforIbacterialIcultureIinIclinicalImicrobiologyWIClinicalfMicrobiologyf
ReviewsUI2015UI2fUI2YfVad 34 239

91 xapaneseIencephalitisIinIaItrenchItravelerItoINepalWIJournalfoffNeuroVirologyUI2014UI2YUIggVZY2 3.9 12

90 oIpolyphasicIstrategyIincorporatingIgenomicIdataIforItheItaxonomicIdescriptionIofInovelIbacterialI
speciesWIInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyUI2014UIdbUIafbVagZ 2.2 298

89 oerobicIcultureIofIanaerobicIbacteriaIusingIantioxidantshIaIpreliminaryIreportWIEuropeanfJournalfoff
ClinicalfMicrobiologyfandfInfectiousfDiseasesUI2014UIaaUIZefZVa 5.3 45

88 íhipplePsIdiseasehIsurprisedIbyItheIsurpriseWILancettfTheUI2014UIafbUIZZfbVc 40 2

87 oIcaseIofIíhipplePsIdiseaseIevolvingIoverIaYIyearsWIMˆ'decinefEtfMaladiesfInfectieusesUI2014UIbbUIaaZVa 4 3

86 àreatmentIofIclassicIíhipplePsIdiseasehIfromIinIvitroIresultsItoIclinicalIoutcomeWIJournalfoff
AntimicrobialfChemotherapyUI2014UIdgUI2ZgV2e 5.1 86

85 qommonIsubclinicalIhypothyroidismIduringIíhipplePsIdiseaseWIBMCfInfectiousfDiseasesUI2014UIZbUIaeY 4 1

84 qulturomicsIandIpyrosequencingIevidenceIofItheIreductionIinIgutImicrobiotaIdiversityIinIpatientsI
withIbroadVspectrumIantibioticsWIInternationalfJournalfoffAntimicrobialfAgentsUI2014UIbbUIZZeV2b 14.3 53

83 MaladieIdeIíhippleIetIinfectionsIˆ IàropherymaIwhippleiWIJournalfDesfAntiuinfectieuxUI2014UIZdUIZYdVZZZ

82 oIsevereIíhippleIdiseaseIwithIanIimmuneIreconstitutionIinflammatoryIsyndromehIanIadditionalI
caseIofIthalidomideIefficiencyWIJointfBonefSpineUI2014UIfZUI2dYV2 2.9 17

81 àropherymaIwhippleiIandIíhipplePsIdiseaseWIJournalfoffInfectionUI2014UIdgUIZYaVZ2 18.9 83

80 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIqlostridiumIsaudiiIspWInovWIStandardsf
infGenomicfSciencesUI2014UIgUIf 9

79 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIqollinsellaImassiliensisIspWInovWI
StandardsfinfGenomicfSciencesUI2014UIgUIZZbbVcf 8
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78 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIqorynebacteriumIjeddahenseIspWI
novWIStandardsfinfGenomicfSciencesUI2014UIgUIgfeVZYY2 5

77 uenomeIsequenceIandIdescriptionIofINesterenkoniaImassiliensisIspWInovWIstrainIN“ZQàWRWIStandardsf
infGenomicfSciencesUI2014UIgUIfddVf2 11

76 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIolistipesIihumiiIspWInovWIStandardsfinf
GenomicfSciencesUI2014UIgUIZ22ZVac 10

75 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIyurthiaIsenegalensisIspWInovWI
StandardsfinfGenomicfSciencesUI2014UIgUIZaZgVaY 8

74 uenomeIsequenceIandIdescriptionIofIqorynebacteriumIihumiiIspWInovWIStandardsfinfGenomicf
SciencesUI2014UIgUIZZ2fVba 6

73 uenomeIsequenceIandIdescriptionIofIpacteroidesItimonensisIspWInovWIStandardsfinfGenomicfSciences
UI2014UIgUIZZfZVge 6

72 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofIqlostridiumIjeddahenseIspWInovWI
StandardsfinfGenomicfSciencesUI2014UIgUIZYYaVZg 19

71 uorillaIgorillaIgorillaIguthIaIpotentialIreservoirIofIpathogenicIbacteriaIasIrevealedIusingIculturomicsI
andImolecularItoolsWIScientificfReportsUI2014UIbUIeZeb 4.9 42

70 zackIofIMs SIcoronavirusIbutIprevalenceIofIinfluenzaIvirusIinItrenchIpilgrimsIafterI2YZaIvajjWI
EmergingfInfectiousfDiseasesUI2014UI2YUIe2fVaY 10.2 67

69 taecalImicrobiotaItransplantationhIfromIpracticeItoIlegislationIbeforeIconsideringIindustrializationWI
ClinicalfMicrobiologyfandfInfectionUI2014UI2YUIZZZ2Vf 9.5 20

68 uenomeISequenceIofIpacillusIsimplexIStrainI“ccfUIwsolatedIfromIaIvumanItecalISampleWIGenomef
AnnouncementsUI2014UI2UI 6

67 wmmuneIreconstitutionIinflammatoryIsyndromeIassociatedIwithIbacterialIinfectionsWIExpertfOpinionf
onfDrugfSafetyUI2014UIZaUIabZVcY 4.1 10

66 obnormalIweightIgainIandIgutImicrobiotaImodificationsIareIsideIeffectsIofIlongVtermIdoxycyclineI
andIhydroxychloroquineItreatmentWIAntimicrobialfAgentsfandfChemotherapyUI2014UIcfUIaab2Ve 5.9 65

65 roesIàropherymaIwhippleiIcontributeItoItravelersPIdiarrheamhIoI“q IanalysisIofIpairedIstoolI
samplesIinItrenchItravelersItoISenegalWITravelfMedicinefandfInfectiousfDiseaseUI2014UIZ2UI2dbVe 8.4 11

64 èneImaladieIdeIíhippleIsˆ'vˆ¤reIassociˆ'eIˆ IunIsyndromeIdeIrestaurationIdeIlâ��immunitˆ'´ hIunInouveauI
casIdˆ'montrantIlâ��efficacitˆ'IdeIlaIthalidomideWIRevuefDufRhumatismefoEditionfFrancaisepUI2014UIfZUIaagVabZ 0.1

63 MozrwVà’tIidentificationIofItheIhumanIuutImicrobiomeIinIpeopleIwithIandIwithoutIdiarrheaIinI
SenegalWIPLoSfONEUI2014UIgUIefebZg 3.7 39

62 àheIproofIofIconceptIthatIculturomicsIcanIbeIsuperiorItoImetagenomicsItoIstudyIatypicalIstoolI
samplesWIEuropeanfJournalfoffClinicalfMicrobiologyfandfInfectiousfDiseasesUI2013UIa2UIZYgg 5.3 16

61 vighVlevelIcolonisationIofItheIhumanIgutIbyIéerrucomicrobiaIfollowingIbroadVspectrumIantibioticI
treatmentWIInternationalfJournalfoffAntimicrobialfAgentsUI2013UIbZUIZbgVcc 14.3 131

(2013-2014)
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60 àropherymaIwhippleiIendocarditisIrelapsesIafterItreatmentIwithItrimethoprimXsulfamethoxazoleWI
InternationalfJournalfoffAntimicrobialfAgentsUI2013UIbZUIcg2Vb 14.3 13

59
wdentificationIofIrareIpathogenicIbacteriaIinIaIclinicalImicrobiologyIlaboratoryhIimpactIofI
matrixVassistedIlaserIdesorptionIionizationVtimeIofIflightImassIspectrometryWIJournalfoffClinicalf
MicrobiologyUI2013UIcZUI2Zf2Vgb

9.7 312

58
àheIgutImicrobiotaIofIaIpatientIwithIresistantItuberculosisIisImoreIcomprehensivelyIstudiedIbyI
culturomicsIthanIbyImetagenomicsWIEuropeanfJournalfoffClinicalfMicrobiologyfandfInfectiousfDiseases
UI2013UIa2UIdaeVbc

5.3 104

57 uutIbacterialImicrobiotaIandIobesityWIClinicalfMicrobiologyfandfInfectionUI2013UIZgUIaYcVZa 9.5 191

56 qulturomicsIidentifiedIZZInewIbacterialIspeciesIfromIaIsingleIanorexiaInervosaIstoolIsampleWI
EuropeanfJournalfoffClinicalfMicrobiologyfandfInfectiousfDiseasesUI2013UIa2UIZbeZVfZ 5.3 85

55 qlostridiumIdifficileIY2eIemergingIoutbreakIinIMarseilleUItranceWIInfectionfControlfandfHospitalf
EpidemiologyUI2013UIabUIZaagVbZ 2 13

54 àropherymaIwhippleiIendocarditisWIEmergingfInfectiousfDiseasesUI2013UIZgUIZe2ZVaY 10.2 56

53 MolecularIstudiesIneglectIapparentlyIgramVnegativeIpopulationsIinItheIhumanIgutImicrobiotaWI
JournalfoffClinicalfMicrobiologyUI2013UIcZUIa2fdVga 9.7 45

52 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofISenegalemassiliaIanaerobiaIgenWI
novWUIspWInovWIStandardsfinfGenomicfSciencesUI2013UIeUIabaVcd 55

51 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofINosocomiicoccusImassiliensisIspWI
novWIStandardsfinfGenomicfSciencesUI2013UIgUI2YcVZg 14

50 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIvoldemaniaImassiliensisIspWInovWI
StandardsfinfGenomicfSciencesUI2013UIgUIagcVbYg 12

49 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofI“eptoniphilusIobesiIspWInovWWI
StandardsfinfGenomicfSciencesUI2013UIeUIaceVadg 29

48 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofIolistipesIobesiIspWInovWIStandardsfinf
GenomicfSciencesUI2013UIeUIb2eVag 47

47 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofI“eptoniphilusIsenegalensisIspWInovWI
StandardsfinfGenomicfSciencesUI2013UIeUIaeYVfZ 34

46 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofIsnterobacterImassiliensisIspWInovWI
StandardsfinfGenomicfSciencesUI2013UIeUIaggVbZ2 59

45 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofIsnormaImassiliensisIgenWInovWUIspWI
novWUIaInewImemberIofItheItamilyIqoriobacteriaceaeWIStandardsfinfGenomicfSciencesUI2013UIfUI2gYVaYc 28

44 NonVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIprevibacillusImassiliensisIspWInovWI
StandardsfinfGenomicfSciencesUI2013UIfUIZVZb 42

43 NonIcontiguousVfinishedIgenomeIsequenceIandIdescriptionIofIpacillusImassiliosenegalensisIspWI
novWIStandardsfinfGenomicfSciencesUI2013UIfUI2dbVef 28
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