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380 RibosomeIcollisionsIinduceImRαoIcleavageIandIribosomeIrescueIinIbacteriaWWINatureUI2022UI 50.4 4

379 uoTraoUIaImitochondrialIdeglycaseIwithIevolutionaryIoriginsIfromIgammaproteobacteriaUIrestrictsI
theIformationIofIadvancedIglycationIendIproductsWWIBMCcBiologyUI2022UI_YUIdf 7.3 0

378 uRspZhIonIevolutionarilyIconservedIproteinIwithIaIglycosyltransferaseIdomainIlinksIsR˛–I
glycosylationIandIstabilityItoIcancerWISciencecAdvancesUI2021UIeUI 14.3 4

377 ReformulationIofIanIextantIoTPaseIactiveIsiteItoImimicIancestralIuTPaseIactivityIrevealsIaI
nucleotideIbaseIrequirementIforIfunctionWIELifeUI2021UIZYUI 8.9 1

376 pacterialIdeathIandITRorrVαIdomainsIhelpIdefineInovelIapoptosisIandIimmunityImechanismsI
sharedIbyIprokaryotesIandImetazoansWIELifeUI2021UIZYUI 8.9 2

375 UnificationIandIextensiveIdiversificationIofI—XβrfaVrelatedIionIchannelIproteinsIinIcoronavirusesI
andIotherInidovirusesWIViruscEvolutionUI2021UIeUIveabYZb 3.7 10

374 xumboIPhageshIoIqomparativeIuenomicIβverviewIofIqoreItunctionsIandIodaptionsIforIpiologicalI
qonflictsWIVirusesUI2021UIZaUI 6.2 14

373 hIPathogenIuenomicsUIueneticIVariabilityUIwmmunodominantIontigensUIandIPathogenesisWIFrontiersc
incMicrobiologyUI2021UIZ_UIdgeddg 5.7 6

372 ueneVteratogenIinteractionsIinfluenceItheIpenetranceIofIbirthIdefectsIbyIalteringIvedgehogI
signalingIstrengthWIDevelopmentclCambridgemUI2021UIZbfUI 6.6 3

371 svolutionarilyIancientIpovVPvrIproteinImediatesIPolycombIsilencingWIProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2020UIZZeUIZZdZbVZZd_a 11.5 13

370 αovelIwmmunoglobulinIromainIProteinsIProvideIwnsightsIintoIsvolutionIandIPathogenesisIofI
SoRSVqoVV_VRelatedIVirusesWIMBioUI2020UIZZUI 7.8 44

369 ontigenIriscoveryUIpioinformaticsIandIpiologicalIqharacterizationIofIαovelIwmmunodominantI
pabesiaImicrotiIontigensWIScientificcReportsUI2020UIZYUIgcgf 4.9 5

368 tunctionalIwnnovationIinItheIsvolutionIofItheIqalciumVrependentISystemIofItheIsukaryoticI
sndoplasmicIReticulumWIFrontierscincGeneticsUI2020UIZZUIab 4.5 5

367 TsTImethylcytosineIoxidaseshInewIinsightsIfromIaIdecadeIofIresearchWIJournalcofcBiosciencesUI2020UI
bcUIZ 2.3 26

366 TsTImethylcytosineIoxidaseshInewIinsightsIfromIaIdecadeIofIresearchWIJournalcofcBiosciencesUI2020UI
bcUI 2.3 16

365 vighlyIregulatedUIdiversifyingIαTPVdependentIbiologicalIconflictIsystemsIwithIimplicationsIforItheI
emergenceIofImulticellularityWIELifeUI2020UIgUI 8.9 11

364 onIRαoIRepairIβperonIRegulatedIbyIramagedItRαosWICellcReportsUI2020UIaaUIZYfc_e 10.6 7
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363 αovelIwmmunoglobulinIromainIProteinsIProvideIwnsightsIintoIsvolutionIandIPathogenesisI
—echanismsIofISoRSVRelatedIqoronavirusesI2020UI 7

362 v—qsSItunctionsIinItheIolternativeIsndVxoiningIPathwayIofItheIrαoIrSpIRepairIduringIqlassI
SwitchIRecombinationIinIpIqellsWIMolecularcCellUI2020UIeeUIafbVagbWeb 17.6 17

361 αβαUVZIsncodesIaIqonservedIsndonucleaseIRequiredIforImRαoITranslationISurveillanceWICellc
ReportsUI2020UIaYUIba_ZVbaaZWeb 10.6 21

360 wdentificationIofIUncharacterizedIqomponentsIofIProkaryoticIwmmuneISystemsIandITheirIriverseI
sukaryoticIReformulationsWIJournalcofcBacteriologyUI2020UI_Y_UI 3.5 16

359 oI—embraneVTetheredIUbiquitinationIPathwayIRegulatesIvedgehogISignalingIandIveartI
revelopmentWIDevelopmentalcCellUI2020UIccUIba_VbbgWeZ_ 10.2 12

358 —ycobacteriumItuberculosisIRvYggZcIwsIaIRedoxVRegulatedI—olecularIqhaperoneWIMBioUI2020UIZZUI 7.8 3

357 qomprehensiveIclassificationIofIopqIoTPasesIandItheirIfunctionalIradiationIinInucleoproteinI
dynamicsIandIbiologicalIconflictIsystemsWINucleiccAcidscResearchUI2020UIbfUIZYYbcVZYYec 20.1 9

356 UnusualIoctivityIofIaITsTXxpPItamilyIsnzymeWIBiochemistryUI2019UIcfUIad_eVad_g 3.2 3

355 TheIcatalyticIcoreIofIrs—sTsRIguidesIactiveIrαoIdemethylationIinWIProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2019UIZZdUIZecdaVZeceZ 11.5 12

354 StructuralIbasisIofIv—qsSIinteractionsIwithIabasicIrαoIandImultivalentIsubstrateIrecognitionWI
NaturecStructuralcandcMolecularcBiologyUI2019UI_dUIdYeVdZ_ 17.6 22

353 ontimicrobialIPeptidesUIPolymorphicIToxinsUIandISelfVαonselfIRecognitionISystemsIinIorchaeahIanI
UntappedIormoryIforIwntermicrobialIqonflictsWIMBioUI2019UIZYUI 7.8 23

352 βxidativeIopeningIofItheIaromaticIringhITracingItheInaturalIhistoryIofIaIlargeIsuperfamilyIofI
dioxygenaseIdomainsIandItheirIrelativesWIJournalcofcBiologicalcChemistryUI2019UI_gbUIZY_ZZVZY_ac 5.4 16

351 TheIβriginIandIsvolutionIofIReleaseItactorshIwmplicationsIforITranslationITerminationUIRibosomeI
RescueUIandIQualityIqontrolIPathwaysWIInternationalcJournalcofcMolecularcSciencesUI2019UI_YUI 6.3 20

350 recipheringItheIRoleIofIaISzβuISuperfamilyIProteinIYpsoIinIuramVPositiveIpacteriaWIFrontierscinc
MicrobiologyUI2019UIZYUId_a 5.7 6

349 TheIuenesIRevealItheIpiosyntheticIandIsvolutionaryIβriginsIofItheIuroupIpIvemolyticIzipidUI
uranadaeneWIFrontierscincMicrobiologyUI2019UIZYUIaZ_a 5.7 9

348 wdentificationIofItheImomI—ethyltransferaseIPqwtZIRevealsItheIzocationIandItunctionsIofImomIinI
theITranscriptomeWIMolecularcCellUI2019UIecUIdaZVdbaWef 17.6 95

347 StructureVfunctionIanalysisIofImanganeseIexporterIproteinsIacrossIbacteriaWIJournalcofcBiologicalc
ChemistryUI2018UI_gaUIceZcVceaY 5.4 16

346 svolutionaryIconvergenceIandIdivergenceIinIarchaealIchromosomalIproteinsIandIqhromoVlikeI
domainsIfromIbacteriaIandIeukaryotesWIScientificcReportsUI2018UIfUIdZgd 4.9 12
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345 VmsZIandIoαyZtZIpeptidylVtRαoIhydrolasesIreleaseInascentIchainsIfromIstalledIribosomesWINature
UI2018UIcceUIbbdVbcZ 50.4 73

344 qRwSPRIScreensIUncoverIuenesIthatIRegulateITargetIqellISensitivityItoItheI—orphogenISonicI
vedgehogWIDevelopmentalcCellUI2018UIbbUIZZaVZ_gWef 10.2 61

343 oIαonhemolyticIuroupIpIStreptococcusIStrainIsxhibitsIvypervirulenceWIJournalcofcInfectiousc
DiseasesUI2018UI_ZeUIgfaVgfe 7 12

342
sxpansionsUIdiversificationUIandIinterindividualIcopyInumberIvariationsIofIowrXoPβpsqIfamilyI
cytidineIdeaminaseIgenesIinIlampreysWIProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaUI2018UIZZcUIsa_ZZVsa__Y

11.5 15

341
riversificationIofIowrXoPβpsqVlikeIdeaminasesIinImetazoahImultiplicityIofIcladesIandIwidespreadI
rolesIinIimmunityWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaUI
2018UIZZcUIsa_YZVsa_ZY

11.5 36

340 VariationsIonIaIthemehIevolutionIofItheIphageVshockVproteinIsystemIinIoctinobacteriaWIAntoniecVanc
LeeuwenhoekUI2018UIZZZUIecaVedY 2.1 3

339 TqR˛†VexpressingImacrophagesIinducedIbyIaIpathogenicImurineImalariaIcorrelateIwithIparasiteI
burdenIandIenhancedIphagocyticIactivityWIPLoScONEUI2018UIZaUIeY_YZYba 3.7 10

338 UnexpectedIsvolutionIofIzesionVRecognitionI—odulesIinIsukaryoticIαsRIandIyinetoplastIrαoI
rynamicsIProteinsIfromIpacterialI—obileIslementsWIIScienceUI2018UIgUIZg_V_Yf 6.1 4

337 zossIofItheISpinocerebellarIotaxiaItypeIaIdiseaseIproteinIoTXαaIaltersItranscriptionIofImultipleI
signalItransductionIpathwaysWIPLoScONEUI2018UIZaUIeY_Ybbaf 3.7 14

336 VibrioIparahaemolyticusIRhsPIrepresentsIaIwidespreadIgroupIofIproVeffectorsIforItypeIVwIsecretionI
systemsWINaturecCommunicationsUI2018UIgUIafgg 17.4 6

335 uenomeIsequencingIandIassessmentIofIplantIgrowthVpromotingIpropertiesIofIaISerratiaI
marcescensIstrainIisolatedIfromIvermicompostWIBMCcGenomicsUI2018UIZgUIecY 4.5 34

334 wnferringIjointIsequenceVstructuralIdeterminantsIofIproteinIfunctionalIspecificityWIELifeUI2018UIeUI 8.9 10

333 Tvs—wSIenhancesITqRIsignalingIandIenablesIpositiveIselectionIbyIselectiveIinhibitionIofItheI
phosphataseISvPVZWINaturecImmunologyUI2017UIZfUIbaaVbbZ 19.1 43

332 αovelIcladesIofItheIvUXwvtIsuperfamilyIpointItoIunexpectedIrolesIinItheIeukaryoticIcentrosomeUI
chromosomeIpartitioningUIandIbiologicIconflictsWICellcCycleUI2017UIZdUIZYgaVZZYa 4.7 9

331 PolyvalentIProteinsUIaIPervasiveIThemeIinItheIwntergenomicIpiologicalIqonflictsIofIpacteriophagesI
andIqonjugativeIslementsWIJournalcofcBacteriologyUI2017UIZggUI 3.5 19

330 oIconservedIαorIbindingIpocketIthatIregulatesIproteinVproteinIinteractionsIduringIagingWIScienceUI
2017UIaccUIZaZ_VZaZe 33.3 102

329 srasureIofITetVβxidizedIcV—ethylcytosineIbyIaISRoPIαucleaseWICellcReportsUI2017UI_ZUIbf_Vbgb 10.6 19

328 —ultifunctionalIwnvolvementIofIaIq_v_IZincItingerIProteinIQPbZfpRIinI—alariaITransmissionUIvistoneI
—odificationUIandISusceptibilityItoIrαoIramageIResponseWIMBioUI2017UIfUI 7.8 3
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327 ulcαocylationIdestabilizesItheIactiveItetramericIPy—_ItoIpromoteItheIWarburgIeffectWIProceedingsc
ofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2017UIZZbUIZaea_VZaeae 11.5 54

326 svolutionIandImultipleIrolesIofItheIPancrustaceaIspecificItranscriptionIfactorIzeldaIinIinsectsWIPLoSc
GeneticsUI2017UIZaUIeZYYdfdf 6 18

325 TranscriptionIfactorsUIchromatinIproteinsIandItheIdiversificationIofIvemipteraWIInsectcBiochemistryc
andcMolecularcBiologyUI2016UIdgUIZVZa 4.5 11

324 RαoIdamageIinIbiologicalIconflictsIandItheIdiversityIofIrespondingIRαoIrepairIsystemsWINucleicc
AcidscResearchUI2016UIbbUIfc_cVfccc 20.1 45

323 —olecularI—arkersIofIRadiationIwnducedIottenuationIinIwntrahepaticIPlasmodiumIfalciparumI
ParasitesWIPLoScONEUI2016UIZZUIeYZddfZb 3.7 12

322 TransposonsItoItoxinshItheIprovenanceUIarchitectureIandIdiversificationIofIaIwidespreadIclassIofI
eukaryoticIeffectorsWINucleiccAcidscResearchUI2016UIbbUIacZaVaa 20.1 30

321 TheImechanismIofIforceItransmissionIatIbacterialIfocalIadhesionIcomplexesWINatureUI2016UIcagUIcaYVcac 50.4 78

320 odenineImethylationIinIeukaryoteshIopprehendingItheIcomplexIevolutionaryIhistoryIandIfunctionalI
potentialIofIanIepigeneticImodificationWIBioEssaysUI2016UIafUI_eVbY 4.1 93

319 ProteasomalIcontrolIofIcytokininIsynthesisIprotectsI—ycobacteriumItuberculosisIagainstInitricI
oxideWIMolecularcCellUI2015UIceUIgfbVggb 17.6 81

318
WholeIexomeIsequencingIidentifiesItheITααwayIgeneIasIaIcauseIofIfamilialIconductionIsystemI
diseaseIandIcongenitalIjunctionalIectopicItachycardiaWIInternationalcJournalcofcCardiologyUI2015UI
ZfcUIZZbVd

3.2 18

317 TheIeukaryoticItranslationIinitiationIregulatorIqrqZ_aIdefinesIaIdivergentIcladeIofIoTPVgraspI
enzymesIwithIaIpredictedIroleIinInovelIproteinImodificationsWIBiologycDirectUI2015UIZYUI_Z 7.2 6

316 rαoI—ethylationIonIαdVodenineIinIqWIelegansWICellUI2015UIZdZUIfdfVef 56.2 424

315 TheIubiquitousIyybPVykoYIriboswitchIisIaImanganeseVresponsiveIregulatoryIelementWIMolecularcCell
UI2015UIceUIZYggVZZYg 17.6 73

314 sxpressionUIPurificationUIandIpiologicalIqharacterizationIofIpabesiaImicrotiIopicalI—embraneI
ontigenIZWIInfectioncandcImmunityUI2015UIfaUIafgYVgYZ 3.7 21

313 qomparativeIgenomicIanalysesIrevealIaIvastUInovelInetworkIofInucleotideVcentricIsystemsIinI
biologicalIconflictsUIimmunityIandIsignalingWINucleiccAcidscResearchUI2015UIbaUIZYdaaVcb 20.1 103

312 TheInaturalIhistoryIofIorPVribosyltransferasesIandItheIorPVribosylationIsystemWICurrentcTopicscinc
MicrobiologycandcImmunologyUI2015UIafbUIaVa_ 3.3 72

311
StructureIandIsequenceIanalysesIofIpacteroidesIproteinsIpVU_bYdbIandIptZdfeIrevealIpresenceIofI
twoInovelIpredominantlyVbetaIdomainsUIpredictedItoIbeIinvolvedIinIlipidIandIcellIsurfaceI
interactionsWIBMCcBioinformaticsUI2015UIZdUIe

3.6 1

310
uenomeIofIRhodniusIprolixusUIanIinsectIvectorIofIqhagasIdiseaseUIrevealsIuniqueIadaptationsItoI
hematophagyIandIparasiteIinfectionWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaUI2015UIZZ_UIZbgadVbZ

11.5 220

(2015-2017)
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309 qvoPTsRIZZhTheITsTXxpPItamilyIofIαucleicIocidIpaseV—odifyingI_VβxoglutarateIandI
wronVrependentIrioxygenasesWIwrOxoglutaraterDependentcOxygenasesUI2015UI_fgVaYf 1.8 4

308
oITsTIhomologueIproteinIfromIqoprinopsisIcinereaIQqcTsTRIthatIbiochemicallyIconvertsI
cVmethylcytosineItoIcVhydroxymethylcytosineUIcVformylcytosineUIandIcVcarboxylcytosineWIJournalcofc
thecAmericancChemicalcSocietyUI2014UIZadUIbfYZVb

16.4 37

307 —ultipleIenzymaticIactivitiesIofIParpXSrxIsuperfamilyImediateIsexualIconflictIamongIconjugativeI
plasmidsWINaturecCommunicationsUI2014UIcUIca__ 17.4 23

306 SelectionIofItheIlampreyIVzRqIantigenIreceptorIrepertoireWIProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaUI2014UIZZZUIZbfabVg 11.5 27

305 uenomicIdonorIcassetteIsharingIduringIVzRoIandIVzRqIassemblyIinIjawlessIvertebratesWI
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2014UIZZZUIZbf_fVaa 11.5 12

304 ResilienceIofIbiochemicalIactivityIinIproteinIdomainsIinItheIfaceIofIstructuralIdivergenceWICurrentc
OpinioncincStructuralcBiologyUI2014UI_dUIg_VZYa 8.1 33

303
ProteinIandIrαoImodificationshIevolutionaryIimprintsIofIbacterialIbiochemicalIdiversificationIandI
geochemistryIonItheIprovenanceIofIeukaryoticIepigeneticsWIColdcSpringcHarborcPerspectivescinc
BiologyUI2014UIdUIaYZdYda

10.2 20

302
StructureIandIcomputationalIanalysisIofIaInovelIproteinIwithImetallopeptidaseVlikeIandIcircularlyI
permutedIwingedVhelixVturnVhelixIdomainsIrevealsIaIpossibleIroleIinImodifiedIpolysaccharideI
biosynthesisWIBMCcBioinformaticsUI2014UIZcUIec

3.6 1

301 onIautoinhibitoryIconformationIofItheIpacillusIsubtilisIsporeIcoatIproteinISpowVoIpreventsIitsI
prematureIoTPVindependentIaggregationWIFEMScMicrobiologycLettersUI2014UIacfUIZbcVca 2.9 12

300 qoRtIandIWYzIdomainshIligandVbindingIregulatorsIofIprokaryoticIdefenseIsystemsWIFrontierscinc
GeneticsUI2014UIcUIZY_ 4.5 118

299
zineageVspecificIexpansionsIofITsTXxpPIgenesIandIaInewIclassIofIrαoItransposonsIshapeIfungalI
genomicIandIepigeneticIlandscapesWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaUI2014UIZZZUIZdedVfa

11.5 41

298 oIhighlyIconservedIfamilyIofIdomainsIrelatedItoItheIrαoVglycosylaseIfoldIhelpsIpredictImultipleI
novelIpathwaysIforIRαoImodificationsWIRNAcBiologyUI2014UIZZUIadYVe_ 4.8 18

297 onalysisIofItwoIdomainsIwithInovelIRαoVprocessingIactivitiesIthrowsIlightIonItheIcomplexI
evolutionIofIribosomalIRαoIbiogenesisWIFrontierscincGeneticsUI2014UIcUIb_b 4.5 16

296 TheIynickkopfIrβ—βαIdomainIisIessentialIforIcuticleIdifferentiationIinIrrosophilaImelanogasterWI
ArchivescofcInsectcBiochemistrycandcPhysiologyUI2014UIfdUIZYYVd 2.3 8

295
SimultaneousIsequencingIofIoxidizedImethylcytosinesIproducedIbyITsTXxpPIdioxygenasesIinI
qoprinopsisIcinereaWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmerica
UI2014UIZZZUIscZbgVcf

11.5 21

294 αewIperspectivesIonItheIdiversificationIofItheIRαoIinterferenceIsystemhIinsightsIfromIcomparativeI
genomicsIandIsmallIRαoIsequencingWIWileycInterdisciplinarycReviewscRNAUI2014UIcUIZbZVfZ 9.3 40

293 stqopeIandIwQqsIregulateIhedgehogIsignalingIbyItetheringItheIsVqVsVq_IcomplexItoItheIbaseIofI
primaryIciliaWIDevelopmentalcCellUI2014UI_fUIbfaVgd 10.2 52

292 qomprehensiveIanalysisIofItheIvsPαIsuperfamilyhIidentificationIofInovelIrolesIinIintraVgenomicI
conflictsUIdefenseUIpathogenesisIandIRαoIprocessingWIBiologycDirectUI2013UIfUIZc 7.2 156
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291 TwoInovelIPwWwIfamilieshIrolesIinIinterVgenomicIconflictsIinIbacteriaIandI—ediatorVdependentI
modulationIofItranscriptionIinIeukaryotesWIBiologycDirectUI2013UIfUIZa 7.2 26

290 TwoIPfamIproteinIfamiliesIcharacterizedIbyIaIcrystalIstructureIofIproteinIlpg__ZYIfromIzegionellaI
pneumophilaWIBMCcBioinformaticsUI2013UIZbUI_dc 3.6 3

289 αovelIautoproteolyticIandIrαoVdamageIsensingIcomponentsIinItheIbacterialISβSIresponseIandI
oxidizedImethylcytosineVinducedIeukaryoticIrαoIdemethylationIsystemsWIBiologycDirectUI2013UIfUI_Y 7.2 39

288 oIhemolyticIpigmentIofIuroupIpIStreptococcusIallowsIbacterialIpenetrationIofIhumanIplacentaWI
JournalcofcExperimentalcMedicineUI2013UI_ZYUIZ_dcVfZ 16.6 116

287 —odulationIofITsT_IexpressionIandIcVmethylcytosineIoxidationIbyItheIqXXqIdomainIproteinIwroXWI
NatureUI2013UIbgeUIZ__Vd 50.4 265

286 TsTonicIshifthIbiologicalIrolesIofITsTIproteinsIinIrαoIdemethylationIandItranscriptionWINaturec
ReviewscMolecularcCellcBiologyUI2013UIZbUIabZVcd 48.7 627

285 PfSsTvsImethylationIofIhistoneIvayadIrepressesIvirulenceIgenesIinIPlasmodiumIfalciparumWINature
UI2013UIbggUI__aVe 50.4 171

284 tillingIoutItheIstructuralImapIofItheIαTt_VlikeIsuperfamilyWIBMCcBioinformaticsUI2013UIZbUIa_e 3.6 40

283 zUrUIaInewIproteinIdomainIassociatedIwithIlactateIutilizationWIBMCcBioinformaticsUI2013UIZbUIabZ 3.6 6

282 svolutionIofIsukaryoticIqhromatinIProteinsIandITranscriptionItactorsI2013UIb_ZVcY_ 1

281 RadiationVinducedIcellularIandImolecularIalterationsIinIasexualIintraerythrocyticIPlasmodiumI
falciparumWIJournalcofcInfectiouscDiseasesUI2013UI_YeUIZdbVeb 7 15

280
oTPIhydrolysisIbyIaIdomainIrelatedItoItranslationIfactorIuTPasesIdrivesIpolymerizationIofIaIstaticI
bacterialImorphogeneticIproteinWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaUI2013UIZZYUIsZcZVdY

11.5 29

279 qomputationalIidentificationIofInovelIbiochemicalIsystemsIinvolvedIinIoxidationUIglycosylationIandI
otherIcomplexImodificationsIofIbasesIinIrαoWINucleiccAcidscResearchUI2013UIbZUIedacVcc 20.1 83

278 wnterplayIbetweenIgeneIexpressionInoiseIandIregulatoryInetworkIarchitectureWITrendscincGeneticsUI
2012UI_fUI__ZVa_ 8.5 170

277 wnsightsIfromItheIarchitectureIofItheIbacterialItranscriptionIapparatusWIJournalcofcStructuralcBiologyUI
2012UIZegUI_ggVaZg 3.4 36

276 —βRq_IsignalingIintegratesIphosphorylationVdependentUIoTPaseVcoupledIchromatinIremodelingI
duringItheIrαoIdamageIresponseWICellcReportsUI2012UI_UIZdceVdg 10.6 85

275 αovelItransglutaminaseVlikeIpeptidaseIandIq_IdomainsIelucidateItheIstructureUIbiogenesisIandI
evolutionIofItheIciliaryIcompartmentWICellcCycleUI2012UIZZUIafdZVec 4.7 36

274 pacterialIuRoSIdomainIproteinsIthrowInewIlightIonIgibberellicIacidIresponseImechanismsWI
BioinformaticsUI2012UI_fUI_bYeVZZ 7.2 59

(2012-2013)
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273 TerVdependentIstressIresponseIsystemshInovelIpathwaysIrelatedItoImetalIsensingUIproductionIofIaI
nucleosideVlikeImetaboliteUIandIrαoVprocessingWIMolecularcBioSystemsUI2012UIfUIaZb_Vdc 61

272 PolymorphicItoxinIsystemshIqomprehensiveIcharacterizationIofItraffickingImodesUIprocessingUI
mechanismsIofIactionUIimmunityIandIecologyIusingIcomparativeIgenomicsWIBiologycDirectUI2012UIeUIZf 7.2 309

271 ozβuIdomainshIprovenanceIofIplantIhomeoticIandIdevelopmentalIregulatorsIfromItheI
rαoVbindingIdomainIofIaInovelIclassIofIrwRSZVtypeIretroposonsWIBiologycDirectUI2012UIeUIag 7.2 29

270 ziveIvirusVfreeIorIdiehIcouplingIofIantivirusIimmunityIandIprogrammedIsuicideIorIdormancyIinI
prokaryotesWIBiologycDirectUI2012UIeUIbY 7.2 86

269 wdentificationIofInovelIcomponentsIofIαorVutilizingImetabolicIpathwaysIandIpredictionIofItheirI
biochemicalIfunctionsWIMolecularcBioSystemsUI2012UIfUIZddZVee 46

268 svolutionaryIandIpiochemicalIospectsIofIqhemicalIStressIResistanceIinISaccharomycesIcerevisiaeWI
FrontierscincGeneticsUI2012UIaUIbe 4.5 7

267 riscoveryIofIαovelIrsααIProteinshIwmplicationsIforItheIsvolutionIofIsukaryoticIwntracellularI
—embraneIStructuresIandIvumanIriseaseWIFrontierscincGeneticsUI2012UIaUI_fa 4.5 187

266 ueneIflowIandIbiologicalIconflictIsystemsIinItheIoriginIandIevolutionIofIeukaryotesWIFrontierscinc
CellularcandcInfectioncMicrobiologyUI2012UI_UIfg 5.9 53

265 TheInaturalIhistoryIofIubiquitinIandIubiquitinVrelatedIdomainsWIFrontierscincBiosciencecrcLandmarkUI
2012UIZeUIZbaaVdY 2.8 36

264 TheIvoRsVvTvIandIassociatedIdomainshInovelImodulesIinItheIcoordinationIofIepigeneticIrαoIandI
proteinImodificationsWICellcCycleUI2012UIZZUIZZgVaZ 4.7 60

263 StructureIofItheIPlasmodiumIdVcysteineIsbfXbcIdomainWIProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaUI2012UIZYgUIddg_Ve 11.5 51

262
veterogeneousInuclearIribonucleoproteinIzVlikeIQhnRαPzzRIandIelongationIfactorUIRαoIpolymeraseI
wwUI_IQszz_RIareIregulatorsIofImRαoIprocessingIinIplasmaIcellsWIProceedingscofcthecNationalcAcademyc
ofcSciencescofcthecUnitedcStatescofcAmericaUI2012UIZYgUIZd_c_Ve

11.5 32

261 TheIscaffoldingIproteinIsynapseVassociatedIproteinIgeIisIrequiredIforIenhancedIsignalingIthroughI
isotypeVswitchedIwguImemoryIpIcellIreceptorsWISciencecSignalingUI2012UIcUIracb 8.8 48

260 StructureIandIevolutionIofIubiquitinIandIubiquitinVrelatedIdomainsWIMethodscincMolecularcBiologyUI
2012UIfa_UIZcVda 1.4 33

259 αaturalIhistoryIofItheIeukaryoticIchromatinIproteinImethylationIsystemWIProgresscincMolecularc
BiologycandcTranslationalcScienceUI2011UIZYZUIZYcVed 4 50

258 αaturalIhistoryIofIeukaryoticIrαoImethylationIsystemsWIProgresscincMolecularcBiologycandc
TranslationalcScienceUI2011UIZYZUI_cVZYb 4 144

257 oInovelIimmunityIsystemIforIbacterialInucleicIacidIdegradingItoxinsIandIitsIrecruitmentIinIvariousI
eukaryoticIandIrαoIviralIsystemsWINucleiccAcidscResearchUI2011UIagUIbca_Vc_ 20.1 130

256 —alariaIparasiteIclagaIgenesIdetermineIchannelVmediatedInutrientIuptakeIbyIinfectedIredIbloodI
cellsWICellUI2011UIZbcUIddcVee 56.2 181
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255 qomparativeIgenomicsIuncoversInovelIstructuralIandIfunctionalIfeaturesIofItheIheterotrimericI
uTPaseIsignalingIsystemWIGeneUI2011UIbecUIdaVef 3.8 43

254 qlinicalIandImolecularIaspectsIofImalariaIfeverWITrendscincParasitologyUI2011UI_eUIbb_Vg 6.4 43

253 UnificationIofIqasIproteinIfamiliesIandIaIsimpleIscenarioIforItheIoriginIandIevolutionIofIqRwSPRVqasI
systemsWIBiologycDirectUI2011UIdUIaf 7.2 324

252 tunctionalIdiversificationIofItheIRwαuIfingerIandIotherIbinuclearItrebleIclefIdomainsIinIprokaryotesI
andItheIearlyIevolutionIofItheIubiquitinIsystemWIMolecularcBioSystemsUI2011UIeUI__dZVee 49

251 —olecularIcorrelatesIofIexperimentalIcerebralImalariaIdetectableIinIwholeIbloodWIInfectioncandc
ImmunityUI2011UIegUIZ_bbVca 3.7 14

250 svolutionIofItheIdeaminaseIfoldIandImultipleIoriginsIofIeukaryoticIeditingIandImutagenicInucleicI
acidIdeaminasesIfromIbacterialItoxinIsystemsWINucleiccAcidscResearchUI2011UIagUIgbeaVge 20.1 102

249 wmpairedIhydroxylationIofIcVmethylcytosineIinImyeloidIcancersIwithImutantITsT_WINatureUI2010UI
bdfUIfagVba 50.4 1023

248 U—oIandI—opPIdomainsIthrowIlightIonIreceptorIendocytosisIandIselectionIofIendosomalIcargoesWI
BioinformaticsUI2010UI_dUIZbeeVfY 7.2 17

247 βriginIandIevolutionIofIpeptideVmodifyingIdioxygenasesIandIidentificationIofItheIwybutosineI
hydroxylaseXhydroperoxidaseWINucleiccAcidscResearchUI2010UIafUIc_dZVeg 20.1 44

246 oIstructuralIbasisIforIantigenIrecognitionIbyItheITIcellVlikeIlymphocytesIofIseaIlampreyWIProceedingsc
ofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2010UIZYeUIZabYfVZa 11.5 58

245 qYST—UIaInovelIcysteineVrichItransmembraneImoduleIwithIaIroleIinIstressItoleranceIacrossI
eukaryotesWIBioinformaticsUI2010UI_dUIZbgVc_ 7.2 33

244
—yosinIZuIisIanIabundantIclassIwImyosinIinIlymphocytesIwhoseIlocalizationIatItheIplasmaI
membraneIdependsIonIitsIancientIdivergentIpleckstrinIhomologyIQPvRIdomainIQ—yoZPvRWIJournalcofc
BiologicalcChemistryUI2010UI_fcUIfdecVfd

5.4 55

243
StructuralIbasisIofIoligomerizationIinIseptinVlikeIuTPaseIofIimmunityVassociatedIproteinI_I
Quw—oP_RWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2010UI
ZYeUI_Y_ggVaYb

11.5 37

242 TheIbridgeVregionIofItheIyuIsuperfamilyIisIanIatypicalIzincIribbonIdomainWIJournalcofcStructuralc
BiologyUI2010UIZe_UI_gbVg 3.4 13

241 wdentificationIofInovelIfamiliesIandIclassificationIofItheIq_IdomainIsuperfamilyIelucidateItheIoriginI
andIevolutionIofImembraneItargetingIactivitiesIinIeukaryotesWIGeneUI2010UIbdgUIZfVaY 3.8 93

240 riversityIandIevolutionIofIchromatinIproteinsIencodedIbyIrαoIvirusesWIBiochimicacEtcBiophysicac
ActacrcGenecRegulatorycMechanismsUI2010UIZeggUIaY_VZf 6 50

239 RobustnessIandIevolvabilityIinInaturalIchemicalIresistancehIidentificationIofInovelIsystemsI
propertiesUIbiochemicalImechanismsIandIregulatoryIinteractionsWIMolecularcBioSystemsUI2010UIdUIZbecVgZ 10

238 vighVconfidenceImappingIofIchemicalIcompoundsIandIproteinIcomplexesIrevealsInovelIaspectsIofI
chemicalIstressIresponseIinIyeastWIMolecularcBioSystemsUI2010UIdUIZecVfZ 12
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237 αovelIeukaryoticIenzymesImodifyingIcellVsurfaceIbiopolymersWIBiologycDirectUI2010UIcUIZ 7.2 49

236 PresenceIofIaIclassicalIRR—VfoldIpalmIdomainIinIThgZVtypeIaPVIcPnucleicIacidIpolymerasesIandItheI
originIofItheIuurstIandIqRwSPRIpolymeraseIdomainsWIBiologycDirectUI2010UIcUIba 7.2 33

235 PredictedIclassVwIaminoacylItRαoIsynthetaseVlikeIproteinsIinInonVribosomalIpeptideIsynthesisWI
BiologycDirectUI2010UIcUIbf 7.2 41

234
TheIstructureIofISSβ_YdbUItheIfirstIrepresentativeIofIPfamIfamilyIPtYZegdUIrevealsIaInovelI
twoVdomainIzincVribbonIβpVfoldIarchitectureIwithIaIpotentialIacylVqooVbindingIroleWIActac
CrystallographicacSectioncF:cStructuralcBiologycCommunicationsUI2010UIddUIZZdYVd

15

233
StructureIofItheIfirstIrepresentativeIofIPfamIfamilyIPtYbYZdIQrUtadbRIrevealsIenolaseIandI
RossmannVlikeIfoldsIthatIcombineItoIformIaIuniqueIactiveIsiteIwithIaIpossibleIroleIinIheavyVmetalI
chelationWIActacCrystallographicacSectioncF:cStructuralcBiologycCommunicationsUI2010UIddUIZZdeVea

3

232 βSTVvTvhIaInovelIpredictedIRαoVbindingIdomainWIBiologycDirectUI2010UIcUIZa 7.2 59

231 —icroRαoItargetingIinImammalianIgenomeshIgenesIandImechanismsWIWileycInterdisciplinaryc
Reviews:cSystemscBiologycandcMedicineUI2010UI_UIZbfVZdZ 6.6 28

230 wmpairedIvydroxylationIofIcV—ethylcytosineIwnITsT_ImutatedIPatientsIwithI—yeloidI—alignanciesWI
BloodUI2010UIZZdUIZVZ 2.2 1

229 PathogenicIrolesIofIqrZbUIgalectinVaUIandIβXbYIduringIexperimentalIcerebralImalariaIinImiceWIPLoSc
ONEUI2009UIbUIedega 3.7 30

228 uenomicIanalysisIrevealsIaItightIlinkIbetweenItranscriptionIfactorIdynamicsIandIregulatoryInetworkI
architectureWIMolecularcSystemscBiologyUI2009UIcUI_gb 12.2 116

227 PredictionIofInovelIfamiliesIofIenzymesIinvolvedIinIoxidativeIandIotherIcomplexImodificationsIofI
basesIinInucleicIacidsWICellcCycleUI2009UIfUIZdgfVeZY 4.7 303

226 opprehendingImulticellularityhIregulatoryInetworksUIgenomicsUIandIevolutionWIBirthcDefectsc
ResearchcPartcC:cEmbryocTodaycReviewsUI2009UIfeUIZbaVdb 13

225 αaturalIhistoryIofItheIsZVlikeIsuperfamilyhIimplicationIforIadenylationUIsulfurItransferUIandIubiquitinI
conjugationWIProteins:cStructurepcFunctioncandcBioinformaticsUI2009UIecUIfgcVgZY 4.2 73

224 ReconstructingIprokaryoticItranscriptionalIregulatoryInetworkshIlessonsIfromIactinobacteriaWI
JournalcofcBiologyUI2009UIfUI_g 13

223 ThemisIisIaImemberIofIaInewImetazoanIgeneIfamilyIandIisIrequiredIforItheIcompletionIofI
thymocyteIpositiveIselectionWINaturecImmunologyUI2009UIZYUIfaZVg 19.1 82

222 StructureIofIaIlampreyIvariableIlymphocyteIreceptorIinIcomplexIwithIaIproteinIantigenWINaturec
StructuralcandcMolecularcBiologyUI2009UIZdUIe_cVaY 17.6 91

221 —ethodsItoIreconstructIandIcompareItranscriptionalIregulatoryInetworksWIMethodscincMolecularc
BiologyUI2009UIcbZUIZdaVfY 1.4 31

220 TheIonabaenaIsensoryIrhodopsinItransducerIdefinesIaInovelIsuperfamilyIofIprokaryoticI
smallVmoleculeIbindingIdomainsWIBiologycDirectUI2009UIbUI_ciIdiscussionI_c 7.2 7
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219 ReconstructingItheIubiquitinInetworkhIcrossVtalkIwithIotherIsystemsIandIidentificationIofInovelI
functionsWIGenomecBiologyUI2009UIZYUIRaa 18.3 29

218 vPq_IandIubinucleinIdefineIaInovelIfamilyIofIhistoneIchaperonesIconservedIthroughoutI
eukaryotesWIMolecularcBioSystemsUI2009UIcUI_dgVec 46

217
omidoligasesIwithIoTPVgraspUIglutamineIsynthetaseVlikeIandIacetyltransferaseVlikeIdomainshI
synthesisIofInovelImetabolitesIandIpeptideImodificationsIofIproteinsWIMolecularcBioSystemsUI2009UI
cUIZdadVdY

80

216 qonversionIofIcVmethylcytosineItoIcVhydroxymethylcytosineIinImammalianIrαoIbyI—zzIpartnerI
TsTZWIScienceUI2009UIa_bUIgaYVc 33.3 4222

215 rifferencesIinIevolutionaryIpressureIactingIwithinIhighlyIconservedIorthologIgroupsWIBMCc
EvolutionarycBiologyUI2008UIfUI_Yf 3 4

214 qomparativeIgenomicsIofItranscriptionIfactorsIandIchromatinIproteinsIinIparasiticIprotistsIandI
otherIeukaryotesWIInternationalcJournalcforcParasitologyUI2008UIafUIZVaZ 4.3 206

213 qomparisonIofItranscriptionIregulatoryIinteractionsIinferredIfromIhighVthroughputImethodshIwhatI
doItheyIrevealmWITrendscincGeneticsUI2008UI_bUIaZgV_a 8.5 18

212 oInewIfamilyIofIpolymerasesIrelatedItoIsuperfamilyIoIrαoIpolymerasesIandITeVlikeI
rαoVdependentIRαoIpolymerasesWIBiologycDirectUI2008UIaUIag 7.2 24

211 UnravelingItheIbiochemistryIandIprovenanceIofIpupylationhIaIprokaryoticIanalogIofIubiquitinationWI
BiologycDirectUI2008UIaUIbc 7.2 84

210 —utzIhomologsIinIrestrictionVmodificationIsystemsIandItheIoriginIofIeukaryoticI—βRqIoTPasesWI
BiologycDirectUI2008UIaUIf 7.2 88

209 onatomyIofItheIs_IligaseIfoldhIimplicationsIforIenzymologyIandIevolutionIofIubiquitinXUbVlikeI
proteinIconjugationWIJournalcofcStructuralcBiologyUI2008UIZd_UI_YcVZf 3.4 73

208 TheIconservedIproteinISZYV_YIopposesItheIPlkbVrelatedIkinaseIZYuVZItoIlimitIcentrosomeIsizeWI
DevelopmentalcCellUI2008UIZcUIgYZVZ_ 10.2 47

207 o—wαIdomainsIhaveIaIpredictedIroleIinIlocalizationIofIdiverseIperiplasmicIproteinIcomplexesWI
BioinformaticsUI2008UI_bUI_b_aVd 7.2 12

206 vostIbiomarkersIandIbiologicalIpathwaysIthatIareIassociatedIwithItheIexpressionIofIexperimentalI
cerebralImalariaIinImiceWIInfectioncandcImmunityUI2008UIedUIbcZfV_g 3.7 26

205 onalysisIofIrpqZIandIitsIhomologsIsuggestsIaIpotentialImechanismIforIregulationIofIsirtuinIdomainI
deacetylasesIbyIαorImetabolitesWICellcCycleUI2008UIeUIZbdeVe_ 4.7 36

204 qentrinsUIcellIcycleIregulationIproteinsIinIhumanImalariaIparasiteIPlasmodiumIfalciparumWIJournalc
ofcBiologicalcChemistryUI2008UI_faUIaZfeZVfa 5.4 45

203 psαhIaInovelIdomainIinIchromatinIfactorsIandIrαoIviralIproteinsWIBioinformaticsUI2008UI_bUIbcfVdZ 7.2 63

202
TheIXVrayIcrystallographicIstructureIandIactivityIanalysisIofIaIPseudomonasVspecificIsubfamilyIofI
theIvorIenzymeIsuperfamilyIevidencesIaInovelIbiochemicalIfunctionWIProteins:cStructurepcFunctionc
andcBioinformaticsUI2008UIeYUIZgeV_Ye

4.2 5
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201 SmallIbutIversatilehItheIextraordinaryIfunctionalIandIstructuralIdiversityIofItheIbetaVgraspIfoldWI
BiologycDirectUI2007UI_UIZf 7.2 110

200 oInovelIsuperfamilyIcontainingItheIbetaVgraspIfoldIinvolvedIinIbindingIdiverseIsolubleIligandsWI
BiologycDirectUI2007UI_UIb 7.2 28

199 TheItwoIfacesIofIshortVrangeIevolutionaryIdynamicsIofIregulatoryImodesIinIbacterialI
transcriptionalIregulatoryInetworksWIBioEssaysUI2007UI_gUId_cVg 4.1 2

198 svolutionIandIdiversificationIofIlampreyIantigenIreceptorshIevidenceIforIinvolvementIofIanI
owrVoPβpsqIfamilyIcytosineIdeaminaseWINaturecImmunologyUI2007UIfUIdbeVcd 19.1 228

197 onIantisenseIRαoIcontrolsIsynthesisIofIanISβSVinducedItoxinIevolvedIfromIanIantitoxinWIMolecularc
MicrobiologyUI2007UIdbUIeafVcb 4.1 194

196 riscoveringIfunctionalIlinkagesIandIuncharacterizedIcellularIpathwaysIusingIphylogeneticIprofileI
comparisonshIaIcomprehensiveIassessmentWIBMCcBioinformaticsUI2007UIfUIZea 3.6 66

195 wncarnationIofIclassicalIproVIandIeukaryoticImechanismsIofImutagenesisIinIhypermutagenesisIandI
immunityIofIvertebratesWIRussiancJournalcofcGeneticsUI2007UIbaUIZYgaVZZYe 0.6

194 romainIarchitecturesIofItheIScmapIproteinIprovideIinsightsIintoIcentromereIfunctionIandI
evolutionWICellcCycleUI2007UIdUI_cZZVc 4.7 25

193 qomparativeIgenomicsIandIevolutionaryItrajectoriesIofIviralIoTPIdependentIrαoVpackagingI
systemsWIGenomecDynamicsUI2007UIaUIbfVdc 76

192 ueneralItrendsIinItheIevolutionIofIprokaryoticItranscriptionalIregulatoryInetworksWIGenomec
DynamicsUI2007UIaUIddVfY 13

191 TheIrβ—βαIdomainsIareIinvolvedIinIhemeIandIsugarIrecognitionWIBioinformaticsUI2007UI_aUI_ddYVb 7.2 50

190 —olecularIfactorsIandIbiochemicalIpathwaysIinducedIbyIfebrileItemperatureIinIintraerythrocyticI
PlasmodiumIfalciparumIparasitesWIInfectioncandcImmunityUI2007UIecUI_YZ_V_c 3.7 111

189 odhesionImoleculesIandIotherIsecretedIhostVinteractionIdeterminantsIinIopicomplexahIinsightsI
fromIcomparativeIgenomicsWIInternationalcReviewcofcCytologyUI2007UI_d_UIZVeb 46

188 TheIRouαYoIfoldhIaInovelIfoldIwithImultipleItopologicalIvariantsIfoundIinIfunctionallyIdiverseI
nucleicIacidUInucleotideIandIpeptideVbindingIproteinsWINucleiccAcidscResearchUI2007UIacUIcdcfVeZ 20.1 29

187 wnterplayIbetweenInetworkIstructuresUIregulatoryImodesIandIsensingImechanismsIofItranscriptionI
factorsIinItheItranscriptionalIregulatoryInetworkIofIsWIcoliWIJournalcofcMolecularcBiologyUI2007UIae_UIZZYfVZZ__6.5 49

186 qomparativeIgenomicsIofIprotistshInewIinsightsIintoItheIevolutionIofIeukaryoticIsignalItransductionI
andIgeneIregulationWIAnnualcReviewcofcMicrobiologyUI2007UIdZUIbcaVec 17.5 52

185 qomparativeIgenomicsIandIstructuralIbiologyIofItheImolecularIinnovationsIofIeukaryotesWICurrentc
OpinioncincStructuralcBiologyUI2006UIZdUIbYgVZg 8.1 82

184 TheIvwRoαIdomainIandIrecruitmentIofIchromatinIremodelingIandIrepairIactivitiesItoIdamagedI
rαoWICellcCycleUI2006UIcUIeecVf_ 4.7 73
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183 TheIαYαIdomainshInovelIpredictedIRαosesIwithIaIPwαIdomainVlikeIfoldWIRNAcBiologyUI2006UIaUIZfV_e 4.8 97

182 TheIShwachmanVpodianVriamondIsyndromeIgeneIencodesIanIRαoVbindingIproteinIthatIlocalizesItoI
theIpseudopodIofIrictyosteliumIamoebaeIduringIchemotaxisWIJournalcofcCellcScienceUI2006UIZZgUIaeYVg 5.3 47

181 oIdatabaseIofIbacterialIlipoproteinsIQrβzβPRIwithIfunctionalIassignmentsItoIpredictedI
lipoproteinsWIJournalcofcBacteriologyUI2006UIZffUI_edZVea 3.5 225

180 TheIoSqvIsuperfamilyhInovelIdomainsIwithIaIfoldIrelatedItoItheIPUoIdomainIandIaIpotentialIroleIinI
RαoImetabolismWIBioinformaticsUI2006UI__UI_ceVda 7.2 32

179
—olecularIcloningUIexpressionUIandIstructuralIpredictionIofIdeoxyhypusineIhydroxylasehIaI
vsoTVrepeatVcontainingImetalloenzymeWIProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaUI2006UIZYaUIcZVd

11.5 113

178 TheIprokaryoticIantecedentsIofItheIubiquitinVsignalingIsystemIandItheIearlyIevolutionIofI
ubiquitinVlikeIbetaVgraspIdomainsWIGenomecBiologyUI2006UIeUIRdY 18.3 122

177 TheInaturalIhistoryIofItheIWRyYVuq—ZIzincIfingersIandItheIrelationshipIbetweenItranscriptionI
factorsIandItransposonsWINucleiccAcidscResearchUI2006UIabUIdcYcV_Y 20.1 130

176 TheIsignalingIhelixhIaIcommonIfunctionalIthemeIinIdiverseIsignalingIproteinsWIBiologycDirectUI2006UI
ZUI_c 7.2 101

175
riversificationIofIcatalyticIactivitiesIandIligandIinteractionsIinItheIproteinIfoldIsharedIbyItheIsugarI
isomerasesUIewt_pUIreoRItranscriptionIfactorsUIacylVqooItransferasesIandImethenyltetrahydrofolateI
synthetaseWIJournalcofcMolecularcBiologyUI2006UIacdUIf_aVb_

6.5 17

174 svolutionaryIdynamicsIofIprokaryoticItranscriptionalIregulatoryInetworksWIJournalcofcMolecularc
BiologyUI2006UIacfUIdZbVaa 6.5 217

173 UncoveringIaIhiddenIdistributedIarchitectureIbehindIscaleVfreeItranscriptionalIregulatoryInetworksWI
JournalcofcMolecularcBiologyUI2006UIadYUI_YbVZ_ 6.5 61

172 qomprehensiveIanalysisIofIcombinatorialIregulationIusingItheItranscriptionalIregulatoryInetworkI
ofIyeastWIJournalcofcMolecularcBiologyUI2006UIadYUI_ZaV_e 6.5 174

171
svolutionaryIgenomicsIofItheIvorIsuperfamilyhIunderstandingItheIstructuralIadaptationsIandI
catalyticIdiversityIinIaIsuperfamilyIofIphosphoesterasesIandIalliedIenzymesWIJournalcofcMolecularc
BiologyUI2006UIadZUIZYYaVab

6.5 315

170 svolutionaryIgenomicsIofInucleoVcytoplasmicIlargeIrαoIvirusesWIViruscResearchUI2006UIZZeUIZcdVfb 6.4 455

169 odaptiveIevolutionIbyIoptimizingIexpressionIlevelsIinIdifferentIenvironmentsWITrendscinc
MicrobiologyUI2006UIZbUIZZVb 12.4 38

168 ulobalItranscriptionalIeffectsIofIPsuVwtαValphaIandIribavirinIonIperipheralIbloodIcellsIobtainedI
fromIpatientsIwithIchronicIhepatitisIqWIHepatologycResearchUI2006UIadUI_eeVfe 5.1

167 βriginIandIevolutionIofItheIarchaeoVeukaryoticIprimaseIsuperfamilyIandIrelatedIpalmVdomainI
proteinshIstructuralIinsightsIandInewImembersWINucleiccAcidscResearchUI2005UIaaUIafecVgd 20.1 201

166 wdentificationIofItheIprokaryoticIligandVgatedIionIchannelsIandItheirIimplicationsIforItheI
mechanismsIandIoriginsIofIanimalIqysVloopIionIchannelsWIGenomecBiologyUI2005UIdUIRb 18.3 190

(2005-2006)
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165 TheImanyIfacesIofItheIhelixVturnVhelixIdomainhITranscriptionIregulationIandIbeyondWIFEMSc
MicrobiologycReviewsUI2005UI_gUI_aZV_d_ 15.1 300

164 PlasmodiumIfalciparumhIcharacterizationIofIaIlateIasexualIstageIgolgiIproteinIcontainingIbothI
ankyrinIandIrvvqIdomainsWIExperimentalcParasitologyUI2005UIZZYUIafgVga 2.1 12

163 TheImanyIfacesIofItheIhelixVturnVhelixIdomainhItranscriptionIregulationIandIbeyondWIFEMSc
MicrobiologycReviewsUI2005UI_gUI_aZVd_ 15.1 339

162 —srSIandIPocRIareInovelIdomainsIwithIaIpredictedIroleIinIsensingIsimpleIhydrocarbonIderivativesI
inIprokaryoticIsignalItransductionIsystemsWIBioinformaticsUI2005UI_ZUI_fYcVZZ 7.2 20

161 riscoveryIofItheIprincipalIspecificItranscriptionIfactorsIofIopicomplexaIandItheirIimplicationIforItheI
evolutionIofItheIoP_VintegraseIrαoIbindingIdomainsWINucleiccAcidscResearchUI2005UIaaUIaggbVbYYd 20.1 341

160 qomparativeIuenomicsUIsvolutionIandIβriginsIofItheIαuclearIsnvelopeIandIαuclearIPoreIqomplexWI
CellcCycleUI2004UIaUIZd_cVZdcY 4.7 206

159 αovelIpredictedIpeptidasesIwithIaIpotentialIroleIinItheIubiquitinIsignalingIpathwayWICellcCycleUI2004
UIaUIZbbYVcY 4.7 89

158 qomparativeIanalysisIofIapicomplexaIandIgenomicIdiversityIinIeukaryotesWIGenomecResearchUI2004UI
ZbUIZdfdVgc 9.7 149

157 oIbipolarIrαoIhelicaseIgeneUIheroUIclustersIwithIradcYUImreZZIandInuroIgenesIinIthermophilicI
archaeaWINucleiccAcidscResearchUI2004UIa_UIZbagVbe 20.1 82

156 qomparativeIgenomicsUIevolutionIandIoriginsIofItheInuclearIenvelopeIandInuclearIporeIcomplexWI
CellcCycleUI2004UIaUIZdZ_Vae 4.7 263

155 oImultidomainIadhesionIproteinIfamilyIexpressedIinIPlasmodiumIfalciparumIisIessentialIforI
transmissionItoItheImosquitoWIJournalcofcExperimentalcMedicineUI2004UIZggUIZcaaVbb 16.6 94

154
qomparativeIgenomicsIofItheIttsyVveroIsuperfamilyIofIpumpingIoTPaseshIimplicationsIforItheI
originsIofIchromosomeIsegregationUIcellIdivisionIandIviralIcapsidIpackagingWINucleiccAcidscResearchUI
2004UIa_UIc_dYVeg

20.1 234

153 reVubiquitinationIandIubiquitinIligaseIdomainsIofIo_YIdownregulateIαtVkappapIsignallingWINatureUI
2004UIbaYUIdgbVg 50.4 1453

152 svolutionIofIcellVcellIsignalingIinIanimalshIdidIlateIhorizontalIgeneItransferIfromIbacteriaIhaveIaI
rolemWITrendscincGeneticsUI2004UI_YUI_g_Vg 8.5 157

151 StructureIandIevolutionIofItranscriptionalIregulatoryInetworksWICurrentcOpinioncincStructuralcBiology
UI2004UIZbUI_faVgZ 8.1 556

150 PruneIco—PIphosphodiesteraseIbindsInm_aVvZIandIpromotesIcancerImetastasisWICancercCellUI2004UI
cUIZaeVbg 24.3 110

149 αovelIconservedIdomainsIinIproteinsIwithIpredictedIrolesIinIeukaryoticIcellVcycleIregulationUI
decappingIandIRαoIstabilityWIBMCcGenomicsUI2004UIcUIbc 4.5 66

148 TheIemergenceIofIcatalyticIandIstructuralIdiversityIwithinItheIbetaVclipIfoldWIProteins:cStructurepc
FunctioncandcBioinformaticsUI2004UIccUIgeeVgZ 4.2 22
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147
TheISvS_ImoduleIisIaIcommonIstructuralIthemeIinIfunctionallyIdiverseIproteinIgroupsUIlikeIRpbepUI
ttsoUIuyrwUIandI—TvZcgfXT—ZYfaIsuperfamiliesWIProteins:cStructurepcFunctioncandcBioinformaticsUI
2004UIcdUIegcVfYe

4.2 21

146 qompleteIgenomeIsequenceIofItheIapicomplexanUIqryptosporidiumIparvumWIScienceUI2004UIaYbUIbbZVc 33.3 757

145 oInovelIfamilyIofIPVloopIαTPasesIwithIanIunusualIphyleticIdistributionIandItransmembraneI
segmentsIinsertedIwithinItheIαTPaseIdomainWIGenomecBiologyUI2004UIcUIRaY 18.3 43

144 svolutionIofIbacterialIRαoIpolymerasehIimplicationsIforIlargeVscaleIbacterialIphylogenyUIdomainI
accretionUIandIhorizontalIgeneItransferWIGeneUI2004UIaacUIeaVff 3.8 95

143 TheIqWIelegansIPolycombIgeneISβPV_IencodesIanIRαoIbindingIproteinWIMolecularcCellUI2004UIZbUIfbZVe 17.6 51

142 svolutionaryIhistoryIandIhigherIorderIclassificationIofIoooTIoTPasesWIJournalcofcStructuralcBiologyUI
2004UIZbdUIZZVaZ 3.4 622

141
SToαrUIaIclassIofIPVloopIαTPasesIincludingIanimalIandIplantIregulatorsIofIprogrammedIcellIdeathhI
multipleUIcomplexIdomainIarchitecturesUIunusualIphyleticIpatternsUIandIevolutionIbyIhorizontalI
geneItransferWIJournalcofcMolecularcBiologyUI2004UIabaUIZV_f

6.5 327

140 ProvenanceIofISsTVromainIvistoneI—ethyltransferasesIThroughIruplicationIofIaISimpleIStructuralI
UnitWICellcCycleUI2003UI_UIaddVaea 4.7 27

139 opplicationIofIcomparativeIgenomicsIinItheIidentificationIandIanalysisIofInovelIfamiliesIofI
membraneVassociatedIreceptorsIinIbacteriaWIBMCcGenomicsUI2003UIbUIab 4.5 67

138 oncientIconservedIdomainsIsharedIbyIanimalIsolubleIguanylylIcyclasesIandIbacterialIsignalingI
proteinsWIBMCcGenomicsUI2003UIbUIc 4.5 148

137 vutqXtarRVlikeIbacterialItranscriptionIfactorsIofItheIuntRIfamilyIcontainIaIsmallImoleculeVbindingI
domainIofItheIchorismateIlyaseIfoldWIFEMScMicrobiologycLettersUI2003UI___UIZeV_a 2.9 45

136 smergenceIofIdiverseIbiochemicalIactivitiesIinIevolutionarilyIconservedIstructuralIscaffoldsIofI
proteinsWICurrentcOpinioncincChemicalcBiologyUI2003UIeUIZ_V_Y 9.7 133

135 —ultipleItransportersIassociatedIwithImalariaIparasiteIresponsesItoIchloroquineIandIquinineWI
MolecularcMicrobiologyUI2003UIbgUIgeeVfg 4.1 219

134
svolutionaryIconnectionIbetweenItheIcatalyticIsubunitsIofIrαoVdependentIRαoIpolymerasesIandI
eukaryoticIRαoVdependentIRαoIpolymerasesIandItheIoriginIofIRαoIpolymerasesWIBMCcStructuralc
BiologyUI2003UIaUIZ

2.7 175

133 riversificationIandIspectralItuningIinImarineIproteorhodopsinsWIEMBOcJournalUI2003UI__UIZe_cVaZ 13 231

132 svolutionaryIconnectionsIbetweenIbacterialIandIeukaryoticIsignalingIsystemshIaIgenomicI
perspectiveWICurrentcOpinioncincMicrobiologyUI2003UIdUIbgYVe 7.9 47

131 svolutionIandIclassificationIofIPVloopIkinasesIandIrelatedIproteinsWIJournalcofcMolecularcBiologyUI
2003UIaaaUIefZVfZc 6.5 216

130
rifferentialIactionIofInaturalIselectionIonItheIαIandIqVterminalIdomainsIofI_PVcPIoligoadenylateI
synthetasesIandItheIpotentialInucleaseIfunctionIofItheIqVterminalIdomainWIJournalcofcMolecularc
BiologyUI2003UIa_dUIZbbgVdZ

6.5 34
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129 PlasmodiumIbiologyhIgenomicIgleaningsWICellUI2003UIZZcUIeeZVfc 56.2 258

128 αewIconnectionsIinItheIprokaryoticItoxinVantitoxinInetworkhIrelationshipIwithItheIeukaryoticI
nonsenseVmediatedIRαoIdecayIsystemWIGenomecBiologyUI2003UIbUIRfZ 18.3 199

127 TheItwoIfacesIofIolbahItheIevolutionaryIconnectionIbetweenIproteinsIparticipatingIinIchromatinI
structureIandIRαoImetabolismWIGenomecBiologyUI2003UIbUIRdb 18.3 114

126 svolutionaryIhistoryUIstructuralIfeaturesIandIbiochemicalIdiversityIofItheIαlpqXPdYIsuperfamilyIofI
enzymesWIGenomecBiologyUI2003UIbUIRZZ 18.3 268

125
ueneIduplicationIwithIdisplacementIandIrearrangementhIoriginIofItheIbacterialIreplicationIproteinI
PripIfromItheIsingleVstrandedIrαoVbindingIproteinISsbWIJournalcofcMolecularcMicrobiologycandc
BiotechnologyUI2003UIcUI__cVg

0.9 20

124 ScoresIofIRwαuSIbutInoIPvrsIinIubiquitinIsignalingWICellcCycleUI2003UI_UIZ_aVd 4.7 79

123 ProvenanceIofISsTVdomainIhistoneImethyltransferasesIthroughIduplicationIofIaIsimpleIstructuralI
unitWICellcCycleUI2003UI_UIadgVed 4.7 13

122 TheIcatalyticIdomainsIofIthiamineItriphosphataseIandIqyapVlikeIadenylylIcyclaseIdefineIaInovelI
superfamilyIofIdomainsIthatIbindIorganicIphosphatesWIBMCcGenomicsUI2002UIaUIaa 4.5 61

121 qlassificationIandIevolutionaryIhistoryIofItheIsingleVstrandIannealingIproteinsUIRecTUIRedbetaUIsRtI
andIRorc_WIBMCcGenomicsUI2002UIaUIf 4.5 136

120 SWw—UIaInovelIZnVchelatingIdomainIpresentIinIbacteriaUIarchaeaIandIeukaryotesWITrendscinc
BiochemicalcSciencesUI2002UI_eUIafbVd 10.3 61

119 TrendsIinIproteinIevolutionIinferredIfromIsequenceIandIstructureIanalysisWICurrentcOpinioncinc
StructuralcBiologyUI2002UIZ_UIag_Vg 8.1 122

118 qlassificationIofItheIcaspaseVhemoglobinaseIfoldhIdetectionIofInewIfamiliesIandIimplicationsIforI
theIoriginIofItheIeukaryoticIseparinsWIProteins:cStructurepcFunctioncandcBioinformaticsUI2002UIbdUIaccVde 4.2 148

117
—onophylyIofIclassIwIaminoacylItRαoIsynthetaseUIUSPoUIsTtPUIphotolyaseUIandIPPVoTPaseI
nucleotideVbindingIdomainshIimplicationsIforIproteinIevolutionIinItheIRαoWIProteins:cStructurepc
FunctioncandcBioinformaticsUI2002UIbfUIZVZb

4.2 123

116 βriginIandIevolutionIofIeukaryoticIapoptosishItheIbacterialIconnectionWICellcDeathcandc
DifferentiationUI2002UIgUIagbVbYb 12.7 323

115
—βSqIdomainshIancientUIpredictedIsulfurVcarrierIdomainsUIpresentIinIdiverseImetalVsulfurIclusterI
biosynthesisIproteinsIincludingI—olybdenumIcofactorIsulfurasesWIFEMScMicrobiologycLettersUI2002UI
_YeUIccVdZ

2.9 61

114 oIrαoIrepairIsystemIspecificIforIthermophilicIorchaeaIandIbacteriaIpredictedIbyIgenomicIcontextI
analysisWINucleiccAcidscResearchUI2002UIaYUIbf_Vgd 20.1 273

113 qomparativeIgenomicIanalysisIofIarchaealIgenotypicIvariantsIinIaIsingleIpopulationIandIinItwoI
differentIoceanicIprovincesWIAppliedcandcEnvironmentalcMicrobiologyUI2002UIdfUIaacVbc 4.8 149

112 TheIroleIofIlineageVspecificIgeneIfamilyIexpansionIinItheIevolutionIofIeukaryotesWIGenomecResearchUI
2002UIZ_UIZYbfVcg 9.7 332

AravinduLuIyer

16



111 retectionIofInovelImembersUIstructureVfunctionIanalysisIandIevolutionaryIclassificationIofItheI_vI
phosphoesteraseIsuperfamilyWINucleiccAcidscResearchUI2002UIaYUIc__gVba 20.1 117

110
TheIcompleteIgenomeIofIhyperthermophileI—ethanopyrusIkandleriIoVZgIandImonophylyIofI
archaealImethanogensWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaUI2002UIggUIbdbbVg

11.5 263

109 qomparativeIgenomicsIandIevolutionIofIproteinsIinvolvedIinIRαoImetabolismWINucleiccAcidsc
ResearchUI2002UIaYUIZb_eVdb 20.1 383

108 wntraproteomicInetworkshInewIforaysIintoIpredictingIinteractionIpartnersWIGenomecResearchUI2002UI
Z_UIZZcdVf 9.7

107 YjeQUIanIessentialUIconservedUIuncharacterizedIproteinIfromIsscherichiaIcoliUIisIanIunusualIuTPaseI
withIcircularlyIpermutedIuVmotifsIandImarkedIburstIkineticsWIBiochemistryUI2002UIbZUIZZZYgVZe 3.2 68

106 RoleIofIRpnZZImetalloproteaseIinIdeubiquitinationIandIdegradationIbyItheI_dSIproteasomeWI
ScienceUI2002UI_gfUIdZZVc 33.3 822

105 qlassificationIandIevolutionIofIPVloopIuTPasesIandIrelatedIoTPasesWIJournalcofcMolecularcBiologyUI
2002UIaZeUIbZVe_ 6.5 882

104 RoleIofIpredictedImetalloproteaseImotifIofIxabZXqsncIinIcleavageIofIαeddfIfromIqulZWIScienceUI
2002UI_gfUIdYfVZZ 33.3 578

103 TheIPRqVbarrelhIaIwidespreadUIconservedIdomainIsharedIbyIphotosyntheticIreactionIcenterI
subunitsIandIproteinsIofIRαoImetabolismWIGenomecBiologyUI2002UIaUIRsSsoRqvYYdZ 18.3 28

102 TheISWwR—IdomainhIaIconservedImoduleIfoundIinIchromosomalIproteinsIpointsItoInovelI
chromatinVmodifyingIactivitiesWIGenomecBiologyUI2002UIaUIRsSsoRqvYYag 18.3 74

101 TheIuβzrIdomainUIaInovelIproteinImoduleIinvolvedIinIuolgiIfunctionIandIsecretionWIGenomecBiology
UI2002UIaUIresearchYY_a 18.3 80

100 sxtensiveIdomainIshufflingIinItranscriptionIregulatorsIofIrαoIvirusesIandIimplicationsIforItheI
originIofIfungalIoPSsSItranscriptionIfactorsWIGenomecBiologyUI2002UIaUIRsSsoRqvYYZ_ 18.3 88

99 odaptationsIofItheIhelixVgripIfoldIforIligandIbindingIandIcatalysisIinItheISToRTIdomainIsuperfamilyWI
Proteins:cStructurepcFunctioncandcBioinformaticsUI2001UIbaUIZabVbb 4.2 194

98 vorizontalIgeneItransferIinIprokaryoteshIquantificationIandIclassificationWIAnnualcReviewcofc
MicrobiologyUI2001UIccUIeYgVb_ 17.5 859

97 wmprovingItheIaccuracyIofIPSwVpzoSTIproteinIdatabaseIsearchesIwithIcompositionVbasedIstatisticsI
andIotherIrefinementsWINucleiccAcidscResearchUI2001UI_gUI_ggbVaYYc 20.1 1013

96 TRo—UIaIpredictedIRαoVbindingIdomainUIcommonItoItRαoIuracilImethylationIandIadenineI
thiolationIenzymesWIFEMScMicrobiologycLettersUI2001UIZgeUI_ZcV_Z 2.9 57

95 wnitialIsequencingIandIanalysisIofItheIhumanIgenomeWINatureUI2001UIbYgUIfdYVg_Z 50.4 17366

94 TheIWWsIdomainhIaIcommonIinteractionImoduleIinIproteinIubiquitinationIandIorPIribosylationWI
TrendscincBiochemicalcSciencesUI2001UI_dUI_eaVc 10.3 155
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93 TvU—PVVaIpredictedIRαoVbindingIdomainIsharedIbyIbVthiouridineUIpseudouridineIsynthasesIandI
RαoImethylasesWITrendscincBiochemicalcSciencesUI2001UI_dUI_ZcVe 10.3 71

92 rβ—βαhIanIancientIextracellularIdomainIinIdopamineIbetaVmonooxygenaseIandIotherIproteinsWI
TrendscincBiochemicalcSciencesUI2001UI_dUIc_bVd 10.3 33

91 TheIqvoSsIdomainhIaIpredictedIligandVbindingImoduleIinIplantIcytokininIreceptorsIandIotherI
eukaryoticIandIbacterialIreceptorsWITrendscincBiochemicalcSciencesUI2001UI_dUIcegVf_ 10.3 128

90
ProkaryoticIhomologsIofItheIeukaryoticIrαoVendVbindingIproteinIyuUInovelIdomainsIinItheIyuI
proteinIandIpredictionIofIaIprokaryoticIdoubleVstrandIbreakIrepairIsystemWIGenomecResearchUI2001UI
ZZUIZadcVeb

9.7 213

89 PredictionIofItheIarchaealIexosomeIandIitsIconnectionsIwithItheIproteasomeIandItheItranslationI
andItranscriptionImachineriesIbyIaIcomparativeVgenomicIapproachWIGenomecResearchUI2001UIZZUI_bYVc_ 9.7 204

88 qommonIoriginIofIfourIdiverseIfamiliesIofIlargeIeukaryoticIrαoIvirusesWIJournalcofcVirologyUI2001UI
ecUIZZe_YVab 6.6 419

87 PeptideVαVglycanasesIandIrαoIrepairIproteinsUIXpVqXRadbUIareUIrespectivelyUIactiveIandIinactivatedI
enzymesIsharingIaIcommonItransglutaminaseIfoldWIHumancMolecularcGeneticsUI2001UIZYUIZd_eVaY 5.6 40

86 TheIrαoVrepairIproteinIolkpUIsuzVgUIandIleprecanIdefineInewIfamiliesIofI_VoxoglutarateVIandI
ironVdependentIdioxygenasesWIGenomecBiologyUI2001UI_UIRsSsoRqvYYYe 18.3 337

85 opoptoticImolecularImachineryhIvastlyIincreasedIcomplexityIinIvertebratesIrevealedIbyIgenomeI
comparisonsWIScienceUI2001UI_gZUIZ_egVfb 33.3 279

84 RegulatoryIpotentialUIphyleticIdistributionIandIevolutionIofIancientUIintracellularI
smallVmoleculeVbindingIdomainsWIJournalcofcMolecularcBiologyUI2001UIaYeUIZ_eZVg_ 6.5 224

83 oInaturalIclassificationIofIribonucleasesWIMethodscincEnzymologyUI2001UIabZUIaV_f 1.7 46

82 qomputationalIanalysisIofIhumanIdiseaseVassociatedIgenesIandItheirIproteinIproductsWICurrentc
OpinioncincGeneticscandcDevelopmentUI2001UIZZUI_beVce 4.9 11

81 uenomeIofItheIextremelyIradiationVresistantIbacteriumIreinococcusIradioduransIviewedIfromItheI
perspectiveIofIcomparativeIgenomicsWIMicrobiologycandcMolecularcBiologycReviewsUI2001UIdcUIbbVeg 13.2 512

80 SaccharomycesIcerevisiaeIS—TbIencodesIanIevolutionarilyIconservedIproteaseIwithIaIroleIinI
chromosomeIcondensationIregulationWIGeneticsUI2001UIZcfUIgcVZYe 4 100

79 odaptationsIofItheIhelixVgripIfoldIforIligandIbindingIandIcatalysisIinItheISToRTIdomainIsuperfamilyI
2001UIbaUIZab 2

78 odaptationsIofItheIhelixVgripIfoldIforIligandIbindingIandIcatalysisIinItheISToRTIdomainIsuperfamilyI
2001UIbaUIZab 3

77 qonstructionIandIanalysisIofIbacterialIartificialIchromosomeIlibrariesIfromIaImarineImicrobialI
assemblageWIEnvironmentalcMicrobiologyUI2000UI_UIcZdV_g 5.2 277

76 TheISToSIdomainIVIaIlinkIbetweenIanionItransportersIandIantisigmaVfactorIantagonistsWICurrentc
BiologyUI2000UIZYUIRcaVc 6.3 218
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75 TheIUIboxIisIaImodifiedIRwαuIfingerIVIaIcommonIdomainIinIubiquitinationWICurrentcBiologyUI2000UIZYUIRZa_Vb6.3 309

74 ryneinIlightIchainsIofItheIRoadblockXzqeIgroupIbelongItoIanIancientIproteinIsuperfamilyI
implicatedIinIαTPaseIregulationWICurrentcBiologyUI2000UIZYUIReebVd 6.3 65

73 TheIαoqvTIfamilyIVIaInewIgroupIofIpredictedIαTPasesIimplicatedIinIapoptosisIandI—vqI
transcriptionIactivationWITrendscincBiochemicalcSciencesUI2000UI_cUI__aVb 10.3 256

72 TheIpsrIfingerUIaInovelIrαoVbindingIdomainIinIchromatinVboundaryVelementVbindingIproteinsIandI
transposasesWITrendscincBiochemicalcSciencesUI2000UI_cUIb_ZVa 10.3 118

71 qacheIVIaIsignalingIdomainIcommonItoIanimalIqaQ_TRVchannelIsubunitsIandIaIclassIofIprokaryoticI
chemotaxisIreceptorsWITrendscincBiochemicalcSciencesUI2000UI_cUIcacVe 10.3 149

70 oInovelIsuperfamilyIofIpredictedIcysteineIproteasesIfromIeukaryotesUIvirusesIandIqhlamydiaI
pneumoniaeWITrendscincBiochemicalcSciencesUI2000UI_cUIcYV_ 10.3 207

69 SoPIVIaIputativeIrαoVbindingImotifIinvolvedIinIchromosomalIorganizationWITrendscincBiochemicalc
SciencesUI2000UI_cUIZZ_Vb 10.3 409

68 sxploringIhistonesIandItheirIrelativesIwithItheIvistoneISequenceIratabaseWITrendscincGeneticsUI2000
UIZdUIcZeVf 8.5 2

67 SpecificIexpansionIofIproteinIfamiliesIinItheIradioresistantIbacteriumIreinococcusIradioduransWI
GeneticaUI2000UIZYfUI_cVab 1.5 29

66 zineageVspecificIlossIandIdivergenceIofIfunctionallyIlinkedIgenesIinIeukaryotesWIProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2000UIgeUIZZaZgV_b 11.5 237

65 SURVsYIoαrISU——oRYhIhollidayIjunctionIresolvasesIandIrelatedInucleaseshIidentificationIofInewI
familiesUIphyleticIdistributionIandIevolutionaryItrajectoriesWINucleiccAcidscResearchUI2000UI_fUIabZeVa_ 20.1 257

64 ProteinIfoldIrecognitionIusingIsequenceIprofilesIandIitsIapplicationIinIstructuralIgenomicsWI
AdvancescincProteincChemistryUI2000UIcbUI_bcVec 72

63 TheIhistoneIdatabasehIaIcomprehensiveIWWWIresourceIforIhistonesIandIhistoneIfoldVcontainingI
proteinsWINucleiccAcidscResearchUI2000UI_fUIa_YV_ 20.1 27

62 uuiltIbyIassociationhIcontextualIinformationIinIgenomeIanalysisWIGenomecResearchUI2000UIZYUIZYebVe 9.7 125

61 sukaryoteVspecificIdomainsIinItranslationIinitiationIfactorshIimplicationsIforItranslationIregulationI
andIevolutionIofItheItranslationIsystemWIGenomecResearchUI2000UIZYUIZZe_Vfb 9.7 68

60 qomparativeIgenomeIanalysisIofItheIpathogenicIspirochetesIporreliaIburgdorferiIandITreponemaI
pallidumWIInfectioncandcImmunityUI2000UIdfUIZdaaVbf 3.7 55

59 qhitinasesIofItheIavianImalariaIparasiteIPlasmodiumIgallinaceumUIaIclassIofIenzymesInecessaryIforI
parasiteIinvasionIofItheImosquitoImidgutWIJournalcofcBiologicalcChemistryUI2000UI_ecUIZYaaZVbZ 5.4 91

58 pacterialVtypeIrαoIhollidayIjunctionIresolvasesIinIeukaryoticIvirusesWIProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaUI2000UIgeUIfg_dVaZ 11.5 84
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57 TheIimpactIofIcomparativeIgenomicsIonIourIunderstandingIofIevolutionWICellUI2000UIZYZUIceaVd 56.2 227

56 pacterialIrhodopsinhIevidenceIforIaInewItypeIofIphototrophyIinItheIseaWIScienceUI2000UI_fgUIZgY_Vd 33.3 1143

55 TowardsIunderstandingItheIfirstIgenomeIsequenceIofIaIcrenarchaeonIbyIgenomeIannotationIusingI
clustersIofIorthologousIgroupsIofIproteinsIQqβusRWIGenomecBiologyUI2000UIZUIRsSsoRqvYYYg 18.3 75

54 TheIalphaXbetaIfoldIuracilIrαoIglycosylaseshIaIcommonIoriginIwithIdiverseIfatesWIGenomecBiologyUI
2000UIZUIRsSsoRqvYYYe 18.3 107

53 TheIbacterialIreplicativeIhelicaseIrnapIevolvedIfromIaIRecoIduplicationWIGenomecResearchUI2000UI
ZYUIcVZd 9.7 148

52 pacterialIhomologsIofItheIsmallIsubunitIofIeukaryoticIrαoIprimaseWIJournalcofcMolecularc
MicrobiologycandcBiotechnologyUI2000UI_UIcYgVZ_ 0.9 17

51 ridIrαoIreplicationIevolveItwiceIindependentlymWINucleiccAcidscResearchUI1999UI_eUIaafgVbYZ 20.1 280

50 rαoIpolymeraseIbetaVlikeInucleotidyltransferaseIsuperfamilyhIidentificationIofIthreeInewIfamiliesUI
classificationIandIevolutionaryIhistoryWINucleiccAcidscResearchUI1999UI_eUIZdYgVZf 20.1 261

49 rαoVbindingIproteinsIandIevolutionIofItranscriptionIregulationIinItheIarchaeaWINucleiccAcidsc
ResearchUI1999UI_eUIbdcfVeY 20.1 192

48 qonservedIdomainsIinIrαoIrepairIproteinsIandIevolutionIofIrepairIsystemsWINucleiccAcidscResearchUI
1999UI_eUIZ__aVb_ 20.1 442

47 w—PozohImatchingIaIproteinIsequenceIagainstIaIcollectionIofIPSwVpzoSTVconstructedI
positionVspecificIscoreImatricesWIBioinformaticsUI1999UIZcUIZYYYVZZ 7.2 262

46
vumanIandImouseIhomologsIofIsscherichiaIcoliIrinpIQrαoIpolymeraseIwVRUImembersIofItheI
UmuqXrinpIsuperfamilyWIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaUI1999UIgdUIZZg__Ve

11.5 188

45 TheIcytoplasmicIhelicalIlinkerIdomainIofIreceptorIhistidineIkinaseIandImethylVacceptingIproteinsIisI
commonItoImanyIprokaryoticIsignallingIproteinsWIFEMScMicrobiologycLettersUI1999UIZedUIZZZVd 2.9 326

44 oIsuperfamilyIofIarchaealUIbacterialUIandIeukaryoticIproteinsIhomologousItoIanimalI
transglutaminasesWIProteincScienceUI1999UIfUIZeZbVg 6.3 142

43 uenomeIsequenceIofItheIradioresistantIbacteriumIreinococcusIradioduransIRZWIScienceUI1999UI_fdUIZceZVe33.3 760

42 αovelIpredictedIRαoVbindingIdomainsIassociatedIwithItheItranslationImachineryWIJournalcofc
MolecularcEvolutionUI1999UIbfUI_gZVaY_ 3.1 149

41 RickettsiaeIandIqhlamydiaehIevidenceIofIhorizontalIgeneItransferIandIgeneIexchangeWITrendscinc
GeneticsUI1999UIZcUIZeaVc 8.5 117

40 TheIdomainsIofIdeathhIevolutionIofItheIapoptosisImachineryWITrendscincBiochemicalcSciencesUI1999UI
_bUIbeVca 10.3 347
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39 SToRThIaIlipidVbindingIdomainIinIStoRUIvrVZwPIandIsignallingIproteinsWITrendscincBiochemicalc
SciencesUI1999UI_bUIZaYV_ 10.3 337

38 αoISeceVhomologyIdomainIinIguanineVnucleotideVexchangeIfactorsIthatIactIonIRasIandIRhoWITrendsc
incBiochemicalcSciencesUI1999UI_bUIZeeVf 10.3 2

37 uVpatchhIaInewIconservedIdomainIinIeukaryoticIRαoVprocessingIproteinsIandItypeIrIretroviralI
polyproteinsWITrendscincBiochemicalcSciencesUI1999UI_bUIab_Vb 10.3 131

36 βriginIofImulticellularIeukaryotesIVIinsightsIfromIproteomeIcomparisonsWICurrentcOpinioncinc
GeneticscandcDevelopmentUI1999UIgUIdffVgb 4.9 43

35
toldIpredictionIandIevolutionaryIanalysisIofItheIPβZIdomainhIstructuralIandIevolutionaryI
relationshipIwithItheIpotassiumIchannelItetramerizationIdomainWIJournalcofcMolecularcBiologyUI1999
UI_fcUIZacaVdZ

6.5 146

34 uleaningInonVtrivialIstructuralUIfunctionalIandIevolutionaryIinformationIaboutIproteinsIbyIiterativeI
databaseIsearchesWIJournalcofcMolecularcBiologyUI1999UI_feUIZY_aVbY 6.5 380

33 sukaryoticIsignallingIdomainIhomologuesIinIarchaeaIandIbacteriaWIoncientIancestryIandIhorizontalI
geneItransferWIJournalcofcMolecularcBiologyUI1999UI_fgUIe_gVbc 6.5 280

32 oIspecializedIversionIofItheIvrIhydrolaseIdomainIimplicatedIinIsignalItransductionWIJournalcofc
MolecularcMicrobiologycandcBiotechnologyUI1999UIZUIaYaVc 0.9 73

31 qomparativeIuenomicsIofItheIorchaeaIQsuryarchaeotaRhIsvolutionIofIqonservedIProteinItamiliesUI
theIStableIqoreUIandItheIVariableIShellWIGenomecResearchUI1999UIgUIdYfVd_f 9.7 119

30 oooThIoIqlassIofIqhaperoneVzikeIoTPasesIossociatedIwithItheIossemblyUIβperationUIandI
risassemblyIofIProteinIqomplexesWIGenomecResearchUI1999UIgUI_eVba 9.7 890

29
svolutionIofIominoacylVtRαoISynthetasesâ��onalysisIofIUniqueIromainIorchitecturesIandI
PhylogeneticITreesIRevealsIaIqomplexIvistoryIofIvorizontalIueneITransferIsventsWIGenomec
ResearchUI1999UIgUIdfgVeZY

9.7 196

28 oooThIoIclassIofIchaperoneVlikeIoTPasesIassociatedIwithItheIassemblyUIoperationUIandIdisassemblyI
ofIproteinIcomplexesWIGenomecResearchUI1999UIgUI_eVba 9.7 1292

27 qomparativeIgenomicsIofItheIorchaeaIQsuryarchaeotaRhIevolutionIofIconservedIproteinIfamiliesUItheI
stableIcoreUIandItheIvariableIshellWIGenomecResearchUI1999UIgUIdYfV_f 9.7 189

26
svolutionIofIaminoacylVtRαoIsynthetasesVVanalysisIofIuniqueIdomainIarchitecturesIandI
phylogeneticItreesIrevealsIaIcomplexIhistoryIofIhorizontalIgeneItransferIeventsWIGenomecResearchUI
1999UIgUIdfgVeZY

9.7 301

25 onIevolutionaryIclassificationIofItheImetalloVbetaVlactamaseIfoldIproteinsWIIncSilicocBiologyUI1999UIZUIdgVgZ2 136

24 svidenceIforImassiveIgeneIexchangeIbetweenIarchaealIandIbacterialIhyperthermophilesWITrendscinc
GeneticsUI1998UIZbUIbb_Vb 8.5 294

23 oIcolipaseIfoldIinItheIcarboxyVterminalIdomainIofItheIWntIantagonistsVVtheIrickkopfsWICurrentc
BiologyUI1998UIfUIRbeeVf 6.3 52

22 oInovelIfamilyIofIpredictedIphosphoesterasesIincludesIrrosophilaIpruneIproteinIandIbacterialIRecxI
exonucleaseWITrendscincBiochemicalcSciencesUI1998UI_aUIZeVg 10.3 134
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21 TheIcatalyticIdomainIofItheIPVtypeIoTPaseIhasItheIhaloacidIdehalogenaseIfoldWITrendscinc
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