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57 GlobalSvariationSinScopySnumberSinStheShumanSgenomeiSNaturegS2006gSooogSooohpo 50.4 3306

56 OriginsSandSfunctionalSimpactSofScopySnumberSvariationSinStheShumanSgenomeiSNaturegS2010gSoqogSrkohlm50.4 1467

55 GenomehwideSassociationSstudySofSCNVsSinSlqgkkkScasesSofSeightScommonSdiseasesSandSngkkkS
sharedScontrolsiSNaturegS2010gSoqogSrlnhmk 50.4 639

54 AssessmentSofStranscriptSreconstructionSmethodsSforSRNAhseqiSNatureiMethodsgS2013gSlkgSllrrhso 21.6 477

53 ASnewShighlySpenetrantSformSofSobesitySdueStoSdeletionsSonSchromosomeSlqpllimiSNaturegS2010gS
oqngSqrlhp 50.4 403

52 GlobalSDNAShypomethylationScoupledStoSrepressiveSchromatinSdomainSformationSandSgeneS
silencingSinSbreastScanceriSGenomeiResearchgS2012gSmmgSmoqhps 9.7 385

51 MirrorSextremeSBMISphenotypesSassociatedSwithSgeneSdosageSatStheSchromosomeSlqpllimSlocusiS
NaturegS2011gSorsgStrhlkm 50.4 322

50 ExomeSsequencingSidentifiesSrecurrentSsomaticSMAPmKlSandSMAPmKmSmutationsSinSmelanomaiS
NatureiGeneticsgS2011gSoogSlnnht 36.3 313

49 GenomehwideSassociationSstudySidentifiesSnewSHLASclassSIIShaplotypesSstronglySprotectiveSagainstS
narcolepsyiSNatureiGeneticsgS2010gSomgSrsqht 36.3 145

48 AccurateSandSreliableShighhthroughputSdetectionSofScopySnumberSvariationSinStheShumanSgenomeiS
GenomeiResearchgS2006gSlqgSlpqqhro 9.7 122

47 BreakingStheSwavesuSimprovedSdetectionSofScopySnumberSvariationSfromSmicroarrayhbasedS
comparativeSgenomicShybridizationiSGenomeiBiologygS2007gSsgSRmms 18.3 110

46 AnalysisSofSlpksSPlasmaSSamplesSbySCapillaryhFlowSDatahIndependentSAcquisitionSProfilesS
ProteomicsSofSWeightSLossSandSMaintenanceiSMoleculariandiCellulariProteomicsgS2019gSlsgSlmomhlmpo 7.6 88

45 ProteomicSBiomarkerSDiscoverySinSlkkkSHumanSPlasmaSSamplesSwithSMassSSpectrometryiSJournaliofi
ProteomeiResearchgS2016gSlpgSnsthtt 5.6 67

44 TheScomplexSSNPSandSCNVSgeneticSarchitectureSofStheSincreasedSriskSofScongenitalSheartSdefectsSinS
DownSsyndromeiSGenomeiResearchgS2013gSmngSlolkhml 9.7 48

43 NetworkhguidedSanalysisSofSgenesSwithSalteredSsomaticScopySnumberSandSgeneSexpressionSrevealsS
pathwaysScommonlySperturbedSinSmetastaticSmelanomaiSPLoSiONEgS2011gSqgSelsnqt 3.7 40

42 TheSGrowingSImportanceSofSCNVsuSNewSInsightsSforSDetectionSandSClinicalSInterpretationiSFrontiersi
iniGeneticsgS2013gSogStm 4.5 38

41
TranscriptomeSprofilingSfromSadiposeStissueSduringSaSlowhcalorieSdietSrevealsSpredictorsSofSweightS
andSglycemicSoutcomesSinSobesegSnondiabeticSsubjectsiSAmericaniJournaliofiClinicaliNutritiongS2017gS
lkqgSrnqhroq
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40 ProteinSquantitativeStraitSlocusSstudySinSobesitySduringSweighthlossSidentifiesSaSleptinSregulatoriS
NatureiCommunicationsgS2017gSsgSmkso 17.4 36

39
GenomehwideSidentificationSofScirculatinghmiRNASexpressionSquantitativeStraitSlociSrevealsStheSroleS
ofSseveralSmiRNAsSinStheSregulationSofScardiometabolicSphenotypesiSCardiovasculariResearchgS2019gS
llpgSlqmthlqop

9.9 34

38 RareSgenomicSstructuralSvariantsSinScomplexSdiseaseuSlessonsSfromStheSreplicationSofSassociationsS
withSobesityiSPLoSiONEgS2013gSsgSepskos 3.7 27

37 ObesitySshowsSpreservedSplasmaSproteomeSinSlargeSindependentSclinicalScohortsiSScientificiReportsgS
2018gSsgSlqtsl 4.9 27

36 GenomehwideSmetahanalysisSofScommonSvariantSdifferencesSbetweenSmenSandSwomeniSHumani
MoleculariGeneticsgS2012gSmlgSoskphlp 5.6 24

35
DistinctSlipidSprofilesSpredictSimprovedSglycemicScontrolSinSobesegSnondiabeticSpatientsSafterSaS
lowhcaloricSdietSinterventionuStheSDietgSObesitySandSGenesSrandomizedStrialiSAmericaniJournaliofi
ClinicaliNutritiongS2016gSlkogSpqqhrp
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34 IdentificationSofSALKSinSThinnessiSCellgS2020gSlslgSlmoqhlmqmiemm 56.2 21

33 ApolipoproteinSMuSaSnovelSadipokineSdecreasingSwithSobesitySandSupregulatedSbyScalorieSrestrictioniS
AmericaniJournaliofiClinicaliNutritiongS2019gSlktgSlotthlplk 7 20

32 MolecularSBiomarkersSforSWeightSControlSinSObeseSIndividualsSSubjectedStoSaSMultiphaseSDietaryS
InterventioniSJournaliofiClinicaliEndocrinologyiandiMetabolismgS2017gSlkmgSmrplhmrql 5.6 19

31 GenomicShistorySofStheSItalianSpopulationSrecapitulatesSkeySevolutionarySdynamicsSofSbothS
ContinentalSandSSouthernSEuropeansiSBMCiBiologygS2020gSlsgSpl 7.3 18

30 SubcutaneousSAdiposeSTissueSandSSystemicSInflammationSAreSAssociatedSWithSPeripheralSbutSNotS
HepaticSInsulinSResistanceSinSHumansiSDiabetesgS2019gSqsgSmmorhmmps 0.9 18

29 PlasmaSlipidSprofilingSofStissuehspecificSinsulinSresistanceSinShumanSobesityiSInternationaliJournaliofi
ObesitygS2019gSongStsthtts 5.5 18

28 CopySNumberSVariationiSMethodsiiniMoleculariBiologygS2018gSlrtngSmnlhmps 1.4 16

27 VariationSinSextracellularSmatrixSgenesSisSassociatedSwithSweightSregainSafterSweightSlossSinSaS
sexhspecificSmanneriSGenesiandiNutritiongS2015gSlkgSpq 4.3 16

26 MetabolicSprofilingSofStissuehspecificSinsulinSresistanceSinShumanSobesityuSresultsSfromStheSDiogenesS
studySandStheSMaastrichtSStudyiSInternationaliJournaliofiObesitygS2020gSoogSlnrqhlnsq 5.5 15

25 PlasmaSmetabolitesSandSlipidsSpredictSinsulinSsensitivitySimprovementSinSobesegSnondiabeticS
individualsSafterSaSmhphaseSdietarySinterventioniSAmericaniJournaliofiClinicaliNutritiongS2018gSlksgSlnhmn 7 15

24 IdentificationSandSvalidationSofScopySnumberSvariantsSusingSSNPSgenotypingSarraysSfromSaSlargeS
clinicalScohortiSBMCiGenomicsgS2012gSlngSmol 4.5 14

23 EndogenousSnicotinamideSribosideSmetabolismSprotectsSagainstSdiethinducedSliverSdamageiSNaturei
CommunicationsgS2019gSlkgSomtl 17.4 13
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22 AnalysisSofScirculatingSangiopoietinhlikeSproteinSnSandSgeneticSvariantsSinSlipidSmetabolismSandSliverS
healthuStheSDiOGenesSstudyiSGenesiandiNutritiongS2018gSlngSr 4.3 13

21 SexualSDimorphismgSAgegSandSFatSMassSAreSKeySPhenotypicSDriversSofSProteomicSSignaturesiSJournali
ofiProteomeiResearchgS2017gSlqgSolmmholnn 5.6 12

20 GenomehwideSgenehbasedSanalysesSofSweightSlossSinterventionsSidentifySaSpotentialSroleSforSNKXqinS
inSmetabolismiSNatureiCommunicationsgS2019gSlkgSpok 17.4 11

19 GHSdeficiencySstatusScombinedSwithSGHSreceptorSpolymorphismSaffectsSresponseStoSGHSinSchildreniS
EuropeaniJournaliofiEndocrinologygS2015gSlrngSrrrhst 6.5 11

18
RationalSandSdesignSofSanSoverfeedingSprotocolSinSconstitutionalSthinnessuSUnderstandingStheS
physiologygSmetabolismSandSgeneticSbackgroundSofSresistanceStoSweightSgainiSAnnalesi
DsEndocrinologiegS2016gSrrgSpqnhpqt

1.7 11

17 IntegrativeSphenotypingSofSglycemicSrespondersSuponSclinicalSweightSlossSusingSmultihomicsiS
ScientificiReportsgS2020gSlkgStmnq 4.9 9

16 AugmentedSmitochondrialSenergySmetabolismSisSanSearlySresponseStoSchronicSglucoseSstressSinS
humanSpancreaticSbetaScellsiSDiabetologiagS2020gSqngSmqmshmqok 10.3 9

15 DiethresistantSobesitySisScharacterizedSbySaSdistinctSplasmaSproteomicSsignatureSandSimpairedS
muscleSfiberSmetabolismiSInternationaliJournaliofiObesitygS2018gSomgSnpnhnqm 5.5 9

14
SalivaryS˛–hamylaseScopySnumberSisSnotSassociatedSwithSweightStrajectoriesSandSglycemicS
improvementsSfollowingSclinicalSweightSlossuSresultsSfromSaSmhphaseSdietarySinterventionSstudyiS
AmericaniJournaliofiClinicaliNutritiongS2019gSlktgSlkmthlknr

7 8

13 ASfullySjointSBayesianSquantitativeStraitSlocusSmappingSofShumanSproteinSabundanceSinSplasmaiSPLoSi
ComputationaliBiologygS2020gSlqgSelkkrssm 5 8

12 FADSlSgenotypeSisSdistinguishedSbyShumanSsubcutaneousSadiposeStissueSfattySacidsgSbutSnotS
inflammatorySgeneSexpressioniSInternationaliJournaliofiObesitygS2019gSongSlpnthlpos 5.5 8

11 FastSandSAccurateSApproachesSforSLargehScalegSAutomatedSMappingSofSFoodSDiariesSonSFoodS
CompositionSTablesiSFrontiersiiniNutritiongS2018gSpgSns 6.2 7

10 NetworkSAnalysisSofSMetaboliteSGWASSHitsuSImplicationSofSCPSlSandStheSUreaSCycleSinSWeightS
MaintenanceiSPLoSiONEgS2016gSllgSeklpkotp 3.7 7

9 CrosstalkSbetweenSDrplSphosphorylationSsitesSduringSmitochondrialSremodelingSandStheirSimpactS
onSmetabolicSadaptationiSCelliReportsgS2021gSnqgSlktpqp 10.6 5

8 MultipleShothdeckSimputationSforSnetworkSinferenceSfromSRNASsequencingSdataiSBioinformaticsgS
2018gSnogSlrmqhlrnm 7.2 3

7 AssociationVieweruSaSscalableSandSintegratedSsoftwareStoolSforSvisualizationSofSlargehscaleSvariationS
dataSinSgenomicScontextiSBioinformaticsgS2009gSmpgSqqmhn 7.2 3

6 ASfullySjointSBayesianSquantitativeStraitSlocusSmappingSofShumanSproteinSabundanceSinSplasma 3

5 UntargetedSProfilingSofSBileSAcidsSandSLysophospholipidsSIdentifiesStheSLipidSSignatureSAssociatedS
withSGlycemicSOutcomeSinSanSObeseSNonhDiabeticSClinicalSCohortiSBiomoleculesgS2020gSlkgS 5.9 1
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4 DifferentialSMitochondrialSGeneSExpressionSinSAdiposeSTissueSFollowingSWeightSLossSInducedSbyS
DietSorSBariatricSSurgeryiSJournaliofiClinicaliEndocrinologyiandiMetabolismgS2021gSlkqgSlnlmhlnmo 5.6 1

3 NetworkSanalysesSrevealSnegativeSlinkSbetweenSchangesSinSadiposeStissueSGDFlpSandSBMISduringS
dietarySinducedSweightSlossiSJournaliofiClinicaliEndocrinologyiandiMetabolismgS2021gS 5.6 1

2 ClinicalhSandSomicshbasedSmodelsSofSsubclinicalSatherosclerosisSinShealthySChineseSadultsuSaS
crosshsectionalSexploratorySstudyiSAmericaniJournaliofiClinicaliNutritiongS2021gSllogSlrpmhlrqm 7 0

1 IncreasingStheSdiscoverySpowerSofShomicsSstudiesiSSystemsiBiomedicineitAustinyiTexiugS2013gSlgSsohtn

List of Publications

5


