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A fragment-like approach to PYCR1 inhibition. Bioorganic and Medicinal Chemistry Letters, 2019, 29,
2626-2631.

The Influence of Metabolism on Drug Response in Cancer. Frontiers in Oncology, 2018, 8, 500. 1.3 182
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Fluorescence-Based Proteasome Activity Profiling. Methods in Molecular Biology, 2012, 803, 183-204.

Drug discovery and assay development in the ubiquitind€“proteasome system. Biochemical Society 16 19
Transactions, 2010, 38, 14-20. :

Quantifying cross-tissue diversity in proteasome complexes by mass spectrometry. Molecular

BioSystems, 2010, 6, 1450.
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