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88 VariantMinterpretationMinMmolecularMautopsyoMaMusefulMdilemmaccMInternationalbJournalbofbLegalb
MedicineaM2022aMfhkaMilj 3.1 0

87 vMcollaborativeMexerciseMonMy®vMmethylationbbasedMageMpredictionMandMbodyMfluidMtypingccMForensicb
SciencebInternational:bGeneticsaM2021aMjlaMfegkjk 4.3 1

86 ôrogressMinMtheMimplementationMofMmassivelyMparallelMsequencingMforMforensicMgeneticsoMresultsMofMaM
zuropeanbwideMsurveyMamongMprofessionalMuserscMInternationalbJournalbofbLegalbMedicineaM2021aMfhjaMfigjbfihg3.1 5

85 ForensischeMy®vbMethylierungsanalysecMRechtsmedizinaM2021aMhfaMgegbgfk 0.6 1

84 ForensischeMy®vbMethylierungsanalysecMRechtsmedizinaM2021aMhfaMfngbgef 0.6 2

83 y®vbMethylierungsanalyseMâ��M®euesMVerfahrenMderMforensischenMvltersschˆ⁄tzungcMRechtsmedizinaM
2021aMhfaMfmhbfnf 0.6 0

82 Mˆ¶glichkeitenMundMGrenzenMderMforensischenMy®vbvnalyseMunterMdemMGesichtspunktMverschiedenerM
SzenarienMzurMSpurenentstehungcMRechtsmedizinaM2021aMhfaMhnjbiei 0.6 0

81 mR®vMprofilingMofMmockMcaseworkMsamplesoMResultsMofMaMFoR®vôMcollaborativeMexercisecMForensicb
SciencebInternational:bGeneticsaM2021aMjeaMfegien 4.3 12

80 yevelopmentMandMzvaluationMofMtheMvncestryM“nformativeMMarkerMôanelMofMtheMV“SvGzMwasicMToolcM
GenesaM2021aMfgaM 4.2 2

79 zthicalMpublicationMofMresearchMonMgeneticsMandMgenomicsMofMbiologicalMmaterialoMguidelinesMandM
recommendationscMForensicbSciencebInternational:bGeneticsaM2020aMimaMfeggnn 4.3 13

78 yevelopmentMandMvalidationMofMtheMV“SvGzMvmpliSeqMbasicMtoolMtoMpredictMappearanceMandMancestryM
fromMy®vcMForensicbSciencebInternational:bGeneticsaM2020aMimaMfeghhk 4.3 22

77 MitochondrialMy®vMvariationMinMSubbSaharanMvfricaoMForensicMdataMfromMaMmixedMWestMvfricanM
sampleaMxˆ·teMdU“voireMV“voryMxoastWaMandMRwandacMForensicbSciencebInternational:bGeneticsaM2020aMiiaMfeggeg4.3 2

76 MultiblaboratoryMvalidationMofMy®vxsMincludingMtheMstatisticalMlibraryMy®vStatistXcMForensicbScienceb
International:bGeneticsaM2020aMinaMfeghne 4.3 5

75 ôyrosequenzierungMzurMmolekularenMvltersschˆ⁄tzungMinMderMy®vbSpurenanalysecMBioSpektrumaM2020
aMgkaMkhnbkig 0.1

74
y®vMcommissionMofMtheM“nternationalMsocietyMforMforensicMgeneticsoMvssessingMtheMvalueMofMforensicM
biologicalMevidenceMbMGuidelinesMhighlightingMtheMimportanceMofMpropositionscMôartM““oMzvaluationMofM
biologicalMtracesMconsideringMactivityMlevelMpropositionscMForensicbSciencebInternational:bGeneticsaM
2020aMiiaMfegfmk

4.3 27

73 ®ovelMmultiplexMstrategyMforMy®vMmethylationbbasedMageMpredictionMfromMsmallMamountsMofMy®vMviaM
ôyrosequencingcMForensicbSciencebInternational:bGeneticsaM2020aMiiaMfegfmn 4.3 11

72 TheMUseMofMForensicMy®vMôhenotypingMinMôredictingMvppearanceMandMwiogeographicMvncestrycM
DeutschesbAhamp;extxt8;rzteblattbInternationalaM2019aMjfbjgaMmlhbmme 2.5 23
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71 “ntegrativeMgenomicMprofilingMofMlargebcellMneuroendocrineMcarcinomasMrevealsMdistinctMsubtypesMofM
highbgradeMneuroendocrineMlungMtumorscMNaturebCommunicationsaM2018aMnaMfeim 17.4 152

70
y®vMcommissionMofMtheM“nternationalMsocietyMforMforensicMgeneticsoMvssessingMtheMvalueMofMforensicM
biologicalMevidenceMbMGuidelinesMhighlightingMtheMimportanceMofMpropositionsoMôartM“oMevaluationMofM
y®vMprofilingMcomparisonsMgivenMVsubbWMsourceMpropositionscMForensicbSciencebInternational:bGeneticsaM
2018aMhkaMfmnbgeg

4.3 56

69 TowardsMbroadeningMForensicMy®vMôhenotypingMbeyondMpigmentationoM“mprovingMtheMpredictionMofM
headMhairMshapeMfromMy®vcMForensicbSciencebInternational:bGeneticsaM2018aMhlaMgifbgjf 4.3 24

68 MakingMprogressMinMeducationoMTheMzURäFäRGz®MmasterMdegreeMpilotMprojectMinMforensicMgeneticscM
ForensicbSciencebInternational:bGeneticsaM2017aMgmaMefgbefh 4.3 1

67 y®vMxommissionMofMtheM“nternationalMSocietyMforMForensicMGeneticsMV“SFGWoMGuidelinesMonMtheMuseMofM
XbSTRsMinMkinshipManalysiscMForensicbSciencebInternational:bGeneticsaM2017aMgnaMgknbglj 4.3 49

66 “mpactMofMgeneticMancestryMonMchronologicalMageMpredictionMusingMy®vMmethylationManalysiscM
ForensicbSciencebInternational:bGeneticsbSupplementbSeriesaM2017aMkaMehnnbeiee 0.5 11

65 xomparativeMproteomeManalysisMforMidentificationMofMdifferentiallyMabundantMproteinsMinMS“yScM
InternationalbJournalbofbLegalbMedicineaM2017aMfhfaMfjnlbfkfh 3.1 3

64 GeneticMcharacterizationMofMGuineabwissauMusingMaMfgMXbchromosomalMSTRMsystemoM“nferencesMfromMaM
multiethnicMpopulationcMForensicbSciencebInternational:bGeneticsaM2017aMhfaMmnbni 4.3 6

63 vMcollaborativeMexerciseMonMy®vMmethylationMbasedMbodyMfluidMtypingcMElectrophoresisaM2016aMhlaMgljnbglkk3.6 17

62
RecommendationsMofMtheMy®vMxommissionMofMtheM“nternationalMSocietyMforMForensicMGeneticsMV“SFGWM
onMqualityMcontrolMofMautosomalMShortMTandemMRepeatMalleleMfrequencyMdatabasingMVSTRidzRWcM
ForensicbSciencebInternational:bGeneticsaM2016aMgiaMnlbfeg

4.3 91

61 ®ewMsequenceMvariantsMdetectedMatMyXSfefimaMyXSfeeliMandMyXSfefhiMlocicMForensicbScienceb
International:bGeneticsaM2016aMgeaMffgbffk 4.3 10

60
vMcomparativeMstudyMofMinsertionddeletionMpolymorphismsMappliedMamongMSouthwestaMSouthMandM
®orthwestMxhineseMpopulationsMusingM“nvestigatorV´fiWMy“ôplexcMForensicbSciencebInternational:b
GeneticsaM2016aMgfaMfebi

4.3 26

59
MassivelyMparallelMsequencingMofMforensicMSTRsoMxonsiderationsMofMtheMy®vMcommissionMofMtheM
“nternationalMSocietyMforMForensicMGeneticsMV“SFGWMonMminimalMnomenclatureMrequirementscMForensicb
SciencebInternational:bGeneticsaM2016aMggaMjibkh

4.3 148

58 xomprehensiveMvnalysisMofMôanbvfricanMMitochondrialMy®vMVariationMôrovidesM®ewM“nsightsMintoM
xontinentalMVariationMandMyemographycMJournalbofbGeneticsbandbGenomicsaM2016aMihaMfhhbih 4 10

57 vMflbmonthMtimeMcourseMstudyMofMhumanMR®vMandMy®vMdegradationMinMbodyMfluidsMunderMdryMandM
humidMenvironmentalMconditionscMInternationalbJournalbofbLegalbMedicineaM2016aMfheaMfihfbfihm 3.1 22

56 xomprehensiveMgenomicMprofilesMofMsmallMcellMlungMcancercMNatureaM2015aMjgiaMilbjh 50.4 1061

55 zvaluationMofMtheMpredictiveMcapacityMofMy®vMvariantsMassociatedMwithMstraightMhairMinMzuropeanscM
ForensicbSciencebInternational:bGeneticsaM2015aMfnaMgmebgmm 4.3 26

54 ValidationMofMadequateMendogenousMreferenceMgenesMforMreverseMtranscriptionbqôxRMstudiesMinM
humanMpostbmortemMbrainMtissueMofMS“ySMcasescMForensicbScienceobMedicineobandbPathologyaM2015aMffaMjflbgn1.5 8

(2015-2018)

3



53 yetectingMtheMôaternalMGeneticMyiversityMinMWestMvfricaMusingMYbSTRsMandMYbS®ôscMForensicbScienceb
International:bGeneticsbSupplementbSeriesaM2015aMjaMegfhbegfj 0.5 3

52
wroadbbasedMmolecularMautopsyoMaMpotentialMtoolMtoMinvestigateMtheMinvolvementMofMsubtleMcardiacM
conditionsMinMsuddenMunexpectedMdeathMinMinfancyMandMearlyMchildhoodcMArchivesbofbDiseasebinb
ChildhoodaM2015aMfeeaMnjgbk

2.2 22

51 ForensischeMMolekulargenetikM2015aMlmjbmhi

50 “mpactMofMusingMvalidatedMorMstandardMreferenceMgenesMforMmiR®vMqôxRMdataMnormalizationMinMcellM
typeMidentificationcMForensicbSciencebInternational:bGeneticsbSupplementbSeriesaM2015aMjaMefnnbegef 0.5 5

49 zvaluationMofMy®vMvariantsMassociatedMwithMandrogeneticMalopeciaMandMtheirMpotentialMtoMpredictM
maleMpatternMbaldnesscMPLoSbONEaM2015aMfeaMeefglmjg 3.7 34

48 vMglobalManalysisMofMYbchromosomalMhaplotypeMdiversityMforMghMSTRMlocicMForensicbScienceb
International:bGeneticsaM2014aMfgaMfgbgh 4.3 171

47 xollaborativeMzy®vôMexerciseMonMtheM“risôlexMsystemMforMy®vbbasedMpredictionMofMhumanMeyeM
colourcMForensicbSciencebInternational:bGeneticsaM2014aMffaMgifbjf 4.3 17

46 FrequentMmutationsMinMchromatinbremodellingMgenesMinMpulmonaryMcarcinoidscMNatureb
CommunicationsaM2014aMjaMhjfm 17.4 173

45 TheMmolecularMcharacterizationMofMaMdepurinatedMtrialMy®vMsampleMcanMbeMaMmodelMtoMunderstandM
theMreliabilityMofMtheMresultsMinMforensicMgeneticscMElectrophoresisaM2014aMhjaMhfhibii 3.6 10

44 MassMspectrometricMbaseMcompositionMprofilingoM“mplicationsMforMforensicMmty®vMdatabasingcM
ForensicbSciencebInternational:bGeneticsaM2013aMlaMjmlbjng 4.3 3

43 TheMGecFc“cMy®vMôroficiencyMTestoMYearboneMexperiencecMForensicbSciencebInternational:bGeneticsb
SupplementbSeriesaM2013aMiaMeglbegm 0.5 1

42 SubstitutionMmutationMinducedMmigrationManomalyMofMaMyfeSghgjMalleleMonMcapillaryM
electrophoresiscMInternationalbJournalbofbLegalbMedicineaM2013aMfglaMhkhbm 3.1 2

41 vMgfMmarkerMinsertionMdeletionMpolymorphismMpanelMtoMstudyMbiogeographicMancestrycMForensicb
SciencebInternational:bGeneticsaM2013aMlaMhejbfg 4.3 39

40
ReplyMtoMâ��wracketingMoffMpopulationMdoesMnotMadvanceMethicalMreflectionMonMzVxsoMvMreplyMtoM–ayserM
andMSchneiderâ��MbyMvcMMâ��charekaMVcMToomaMandMwcMôrainsackcMForensicbSciencebInternational:bGeneticsaM
2012aMkaMefmbefn

4.3 8

39 SuccessfulMmR®vMprofilingMofMghMyearsMoldMbloodMstainscMForensicbSciencebInternational:bGeneticsaM
2012aMkaMglibk 4.3 40

38 Mty®vMdiversityMofMGhanaoMaMforensicMandMphylogeographicMviewcMForensicbSciencebInternational:b
GeneticsaM2012aMkaMgiibn 4.3 23

37 “ntegrativeMgenomeManalysesMidentifyMkeyMsomaticMdriverMmutationsMofMsmallbcellMlungMcancercMNatureb
GeneticsaM2012aMiiaMffeibfe 36.3 919

36 weyondMSTRsoMTheMRoleMofMyiallelicMMarkersMinMForensicMGeneticscMTransfusionbMedicinebandb
HemotherapyaM2012aMhnaMflkbfme 4.2 40

Peter M Schneider

4



35 vMframeworkMforMidentificationMofMactionableMcancerMgenomeMdependenciesMinMsmallMcellMlungMcancercM
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaaM2012aMfenaMflehibn 11.5 138

34 vMcomparisonMofMminibSTRsMversusMstandardMSTRsbbresultsMofMaMcollaborativeMzuropeanMVzy®vôWM
exercisecMForensicbSciencebInternational:bGeneticsaM2011aMjaMgjlbm 4.3 11

33 vpplicationMofMaMwestMzurasianbspecificMfilterMforMquasibmedianMnetworkManalysisoMSharpeningMtheM
bladeMforMmty®vMerrorMdetectioncMForensicbSciencebInternational:bGeneticsaM2011aMjaMfhhbl 4.3 21

32 SoutheastMvsianMdiversityoMfirstMinsightsMintoMtheMcomplexMmty®vMstructureMofM—aoscMBMCb
EvolutionarybBiologyaM2011aMffaMin 3 31

31 STRsaMminiMSTRsMandMS®ôsbbaMcomparativeMstudyMforMtypingMdegradedMy®vcMLegalbMedicineaM2011aMfhaMkmbli1.9 30

30 vllgemeineMzmpfehlungenMderMSpurenkommissionMzurMstatistischenMwewertungMvonM
y®vbyatenbankbTrefferncMRechtsmedizinaM2010aMgeaMfffbffj 0.6 10

29 y®vbbasedMpredictionMofMhumanMexternallyMvisibleMcharacteristicsMinMforensicsoMmotivationsaM
scientificMchallengesaMandMethicalMconsiderationscMForensicbSciencebInternational:bGeneticsaM2009aMhaMfjibkf 4.3 159

28 “dentificationMofMWestMzurasianMmitochondrialMhaplogroupsMbyMmty®vMS®ôMscreeningoMresultsMofMtheM
geekbgeelMzy®vôMcollaborativeMexercisecMForensicbSciencebInternational:bGeneticsaM2008aMgaMkfbm 4.3 13

27 ForensicMvalidationMofMtheMGenplexMS®ôMtypingMsystemâ��ResultsMofManMinterblaboratoryMstudycM
ForensicbSciencebInternational:bGeneticsbSupplementbSeriesaM2008aMfaMhmnbhnh 0.5 3

26 ôopulationsgenetikMautosomalerMôolymorphismencMMedizinischebGenetikaM2008aMgeaMgnmbhef 0.5 1

25 ScientificMstandardsMforMstudiesMinMforensicMgeneticscMForensicbSciencebInternationalaM2007aMfkjaMghmbih 2.6 137

24 ForensicMvalidationMofMtheMS®ôfor“yMjgbplexMassaycMForensicbSciencebInternational:bGeneticsaM2007aMfaMfmkbne4.3 66

23 “SFGoMRecommendationsMonMbiostatisticsMinMpaternityMtestingcMForensicbSciencebInternational:bGenetics
aM2007aMfaMgghbhf 4.3 180

22 “nterpretationMofMy®vMmixturesbbzuropeanMconsensusMonMprinciplescMForensicbSciencebInternational:b
GeneticsaM2007aMfaMgnfbg 4.3 22

21 TheMevolutionMofMy®vMdatabasesbbrecommendationsMforMnewMzuropeanMSTRMlocicMForensicbScienceb
InternationalaM2006aMfjkaMgigbi 2.6 182

20 vMmultiplexMassayMwithMjgMsingleMnucleotideMpolymorphismsMforMhumanMidentificationcM
ElectrophoresisaM2006aMglaMflfhbgi 3.6 395

19 ValidationMandMcaseworkMtestingMofMtheMwioôlexbffMforMSTRMtypingMofMtelogenMhairMrootscMForensicb
SciencebInternationalaM2006aMfkfaMjgbn 2.6 19

18 ®ewMmultiplexesMforMzuropebamendmentsMandMclarificationMofMstrategicMdevelopmentcMForensicb
SciencebInternationalaM2006aMfkhaMfjjbl 2.6 110
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17 yevelopmentMofMaMpentaplexMXbchromosomalMshortMtandemMrepeatMtypingMsystemMandMpopulationM
geneticMstudiescMForensicbSciencebInternationalaM2005aMfjiaMflhbme 2.6 25

16 “ntroductionMofManMsingleMnucleoditeMpolymorphismbbasedMOMajorMYbchromosomeMhaplogroupMtypingM
kitOMsuitableMforMpredictingMtheMgeographicalMoriginMofMmaleMlineagescMElectrophoresisaM2005aMgkaMiiffbge 3.6 70

15 Gz®zT“xMSUSxzôT“w“—“TYMv®yMx—vSSM“““MxäMô—zMz®TMGz®zSM2004aMfjhbflg

14 STRManalysisMofMartificiallyMdegradedMy®vbresultsMofMaMcollaborativeMzuropeanMexercisecMForensicb
SciencebInternationalaM2004aMfhnaMfghbhi 2.6 60

13 ôreparationMofMdegradedMhumanMy®vMunderMcontrolledMconditionscMForensicbSciencebInternationalaM
2004aMfhnaMfhjbie 2.6 53

12 ôaternityMTestingMxommissionMofMtheM“nternationalMSocietyMofMForensicMGeneticsoMrecommendationsM
onMgeneticMinvestigationsMinMpaternityMcasescMForensicbSciencebInternationalaM2002aMfgnaMfimbjl 2.6 67

11 xivMdeficiencyMandMnonresponseMtoMhepatitisMwMvaccinationcMJournalbofbHepatologyaM2002aMhlaMhmlbng 13.4 50

10 xriminalMy®vMdatabasesoMtheMzuropeanMsituationcMForensicbSciencebInternationalaM2001aMffnaMghgbm 2.6 63

9 vMbriefMhistoryMofMtheMformationMofMy®vMdatabasesMinMforensicMscienceMwithinMzuropecMForensicb
SciencebInternationalaM2001aMffnaMggjbhf 2.6 72

8 vMnewMpolymorphismMinMtheMhumanM’FzMgenecMImmunogeneticsaM1999aMinaMmghbi 3.2 3

7 TumorMnecrosisMfactorMalphaMpromoterMpolymorphismMatMpositionMbghmMisMassociatedMwithMchronicM
activeMhepatitisMxMinfectioncMJournalbofbMedicalbVirologyaM1998aMjiaMflhbl 19.7 119

6 GeneticManalysisMofMtheMshortMtandemMrepeatMsystemMyfgShnfMinMtheMGermanMandMthreeMvsianM
populationscMForensicbSciencebInternationalaM1998aMniaMgjbhf 2.6 17

5 TandemMrepeatMstructureMofMtheMduplicatedMYbchromosomalMSTRMlocusMyYShmjMandMfrequencyM
studiesMinMtheMGermanMandMthreeMvsianMpopulationscMForensicbSciencebInternationalaM1998aMnlaMkfble 2.6 106

4 xharacterizationMofMnonbexpressedMxiMgenesMinMaMcaseMofMcompleteMxiMdeficiencyoMidentificationMofMaM
novelMpointMmutationMleadingMtoMaMprematureMstopMcodoncMHumanbImmunologyaM1998aMjnaMlfhbn 2.3 31

3 TheMeighthMcomponentMofMhumanMcomplementoMmolecularMbasisMofMxmvMVxmfWMpolymorphismcMHumanb
GeneticsaM1995aMnkaMgmfbi 6.3 3

2 xiMy®vMRF—ôMreferenceMtypingMreportcMComplementbandbInflammationaM1990aMlaMgfmbgi 18

1 SchwereMsexualisierteMGewaltMâ��Mvufklˆ⁄rungMeinesMFallsMdurchM–ombinationMausMy®vbMundM
mR®vbvnalysecMRechtsmedizinaf 0.6
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