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ARTICLE IF CITATIONS

The Plasmodium falciparum ABC transporter ABCI3 confers parasite strain-dependent pleiotropic
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Chemogenomics identifies acetyl-coenzyme A synthetase as a target for malaria treatment and 5.9 39
prevention. Cell Chemical Biology, 2022, 29, 191-201.e8. :
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Covalent Plasmodium falciparum-selective proteasome inhibitors exhibit a low propensity for
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Hexahydroquinolines are antimalarial candidates with potent blood-stage and transmission-blocking
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