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l Paper IF Citations

164 tLdraftLsequenceLofLtheLriceLgenomeLTOryzaLsativaLLaLsspaLindicaUaLScienceXL2002XLeliXLjlYle 33.3 2356

163 StRSYvoVYeLInfectionLinLvhildrenaLNewhEnglandhJournalhofhMedicineXL2020XLfkeXLdiifYdiih 59.2 1411

162 tnalysesLofLpigLgenomesLprovideLinsightLintoLporcineLdemographyLandLevolutionaLNatureXL2012XL
gldXLflfYk 50.4 928

161 tLdraftLsequenceLforLtheLgenomeLofLtheLdomesticatedLsilkwormLTuombyxLmoriUaLScienceXL2004XLfciXLdlfjYgc33.3 859

160 TheLdiploidLgenomeLsequenceLofLanLtsianLindividualaLNatureXL2008XLghiXLicYh 50.4 744

159 TheLzenomesLofLOryzaLsativamLaLhistoryLofLduplicationsaLPLoShBiologyXL2005XLfXLefk 9.7 695

158 TheLdraftLgenomeLofLwatermelonLTvitrullusLlanatusULandLresequencingLofLecLdiverseLaccessionsaL
NaturehGeneticsXL2013XLghXLhdYk 36.3 503

157 OriginLandLdiversityLofLnovelLavianLinfluenzaLtLβjNlLvirusesLcausingLhumanLinfectionmLphylogeneticXL
structuralXLandLcoalescentLanalysesaLLancetvhTheXL2013XLfkdXLdleiYfe 40 436

156 zenomeYwideLpatternsLofLgeneticLvariationLamongLeliteLmaizeLinbredLlinesaLNaturehGeneticsXL2010XL
geXLdcejYfc 36.3 365

155 tLgeneticLvariationLmapLforLchickenLwithLeakLmillionLsingleYnucleotideLpolymorphismsaLNatureXL2004XL
gfeXLjdjYee 50.4 341

154 tLNovelLuatLvoronavirusLvloselyLRelatedLtoLStRSYvoVYeLvontainsLNaturalLInsertionsLatLtheLSdbSeL
vleavageLSiteLofLtheLSpikeLProteinaLCurrenthBiologyXL2020XLfcXLedliYeecfaef 6.3 319

153 VirusLgenomesLrevealLfactorsLthatLspreadLandLsustainedLtheLxbolaLepidemicaLNatureXL2017XLhggXLfclYfdh 50.4 238

152 IdentificationLofLPRRTeLasLtheLcausativeLgeneLofLparoxysmalLkinesigenicLdyskinesiasaLBrainXL2011XL
dfgXLfglfYfhcd 11.2 226

151 vompleteLgenomeLsequenceLofLYersiniaLpestisLstrainLldccdXLanLisolateLavirulentLtoLhumansaLDNAh
ResearchXL2004XLddXLdjlYlj 4.5 201

150 tnalysisLofLhklXfciLgenomesLidentifiesLindividualsLresilientLtoLsevereLMendelianLchildhoodL
diseasesaLNaturehBiotechnologyXL2016XLfgXLhfdYk 44.5 196

149 zenesisXLxvolutionLandLPrevalenceLofLβhNiLtvianLInfluenzaLVirusesLinLvhinaaLCellhHosthandhMicrobeXL
2016XLecXLkdcYked 23.4 187

148 βighLrateLofLchimericLgeneLoriginationLbyLretropositionLinLplantLgenomesaLPlanthCellXL2006XLdkXLdjldYkce 11.6 183
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147 xpidemiologyXLxvolutionXLandLPathogenesisLofLβjNlLInfluenzaLVirusesLinLyiveLxpidemicLWavesLsinceL
ecdfLinLvhinaaLTrendshinhMicrobiologyXL2017XLehXLjdfYjek 12.4 151

146 yattyLLiverLwiseaseLvausedLbyLβighYtlcoholYProducingLKlebsiellaLpneumoniaeaLCellhMetabolismXL
2019XLfcXLijhYikkaej 24.6 148

145 vompositionalLgradientsLinLzramineaeLgenesaLGenomehResearchXL2002XLdeXLkhdYi 9.7 139

144 zeneticLdiversityLandLevolutionaryLdynamicsLofLxbolaLvirusLinLSierraLLeoneaLNatureXL2015XLhegXLlfYi 50.4 121

143 MutationsLofLicLknownLcausativeLgenesLinLdhjLfamiliesLwithLretinitisLpigmentosaLbasedLonLexomeL
sequencingaLHumanhGeneticsXL2014XLdffXLdehhYjd 6.3 121

142 wynamicLreassortmentsLandLgeneticLheterogeneityLofLtheLhumanYinfectingLinfluenzaLtLTβjNlULvirusaL
NaturehCommunicationsXL2014XLhXLfdge 17.4 120

141 tnalysisLofLdgeLgenesLresolvesLtheLrapidLdiversificationLofLtheLriceLgenusaLGenomehBiologyXL2008XLlXLRgl 18.3 113

140 wNtJviLMutationsLtssociatedLWithLxarlyYOnsetLParkinsonSsLwiseaseaLAnnalshofhNeurologyXL2016XLjlXLeggYhi9.4 104

139 uzIYRISmLanLintegratedLinformationLresourceLandLcomparativeLanalysisLworkbenchLforLriceLgenomicsaL
NucleichAcidshResearchXL2004XLfeXLwfjjYke 20.1 97

138
βhNdLavianLinfluenzaLreYemergenceLofLLakeLQinghaimLphylogeneticLandLantigenicLanalysesLofLtheL
newlyLisolatedLvirusesLandLrolesLofLmigratoryLbirdsLinLvirusLcirculationaLJournalhofhGeneralhVirologyXL
2008XLklXLiljYjce

4.9 87

137 MouseLtranscriptomemLneutralLevolutionLofLSnonYcodingSLcomplementaryLwNtsaLNatureXL2004XLgfdXLdL
pLfollowingLjhjnLdiscussionLfollowingLjhj 50.4 82

136 PoultryLcarryingLβlNeLactLasLincubatorsLforLnovelLhumanLavianLinfluenzaLvirusesaLLancetvhTheXL2014XL
fkfXLkil 40 80

135 OriginLandLevolutionLofLnewLexonsLinLrodentsaLGenomehResearchXL2005XLdhXLdehkYig 9.7 79

134 RNtSxβdLMutationsLImpairLmtwNtLReplicationLandLvauseLtdultYOnsetLMitochondrialL
xncephalomyopathyaLAmericanhJournalhofhHumanhGeneticsXL2015XLljXLdkiYlf 11 76

133 vomprehensiveLmutationLanalysisLbyLwholeYexomeLsequencingLinLgdLvhineseLfamiliesLwithLLeberL
congenitalLamaurosisL2013XLhgXLgfhdYj 74

132 StabilizingLmutationsLofLKLβLegLubiquitinLligaseLcauseLlossLofLkeratinLdgLandLhumanLskinLfragilityaL
NaturehGeneticsXL2016XLgkXLdhckYdhdi 36.3 73

131 IdentificationLofLvβIPLasLaLnovelLcausativeLgeneLforLautosomalLrecessiveLcerebellarLataxiaaLPLoSh
ONEXL2013XLkXLekdkkg 3.7 72

130 OriginLandLPossibleLzeneticLRecombinationLofLtheLMiddleLxastLRespiratoryLSyndromeLvoronavirusL
fromLtheLyirstLImportedLvaseLinLvhinamLPhylogeneticsLandLvoalescenceLtnalysisaLMBioXL2015XLiXLecdekcYdh7.8 70

(2015-2017)
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129 tLuatYwerivedLPutativeLvrossYyamilyLRecombinantLvoronavirusLwithLaLReovirusLzeneaLPLoSh
PathogensXL2016XLdeXLedcchkkf 7.6 70

128 TheLgenomicLunderpinningsLofLapoptosisLinLtheLsilkwormXLuombyxLmoriaLBMChGenomicsXL2010XLddXLidd 4.5 65

127 MutationsLinLtuvuiLcauseLdyschromatosisLuniversalisLhereditariaaLJournalhofhInvestigativeh
DermatologyXL2013XLdffXLeeedYk 4.3 61

126 βjNlmLaLlowLpathogenicLavianLinfluenzaLtLvirusLinfectingLhumansaLCurrenthOpinionhinhVirologyXL2014XL
hXLldYj 7.5 56

125 POPwvdTSecdyULcausesLmuscularLdystrophyLandLarrhythmiaLbyLaffectingLproteinLtraffickingaLJournalh
ofhClinicalhInvestigationXL2016XLdeiXLeflYhf 15.9 55

124 IntraYhostLdynamicsLofLxbolaLvirusLduringLecdgaLNaturehMicrobiologyXL2016XLdXLdidhd 26.6 54

123 MutationLinLmitochondrialLribosomalLproteinLSjLTMRPSjULcausesLcongenitalLsensorineuralLdeafnessXL
progressiveLhepaticLandLrenalLfailureLandLlacticLacidemiaaLHumanhMolecularhGeneticsXL2015XLegXLeeljYfcj 5.6 48

122 IdentificationLandLcharacterizationLofLumiYdYrespondingLelementLwithinLtheLhumanLpdiLpromoteraL
JournalhofhBiologicalhChemistryXL2010XLekhXLffedlYffeel 5.4 48

121 RePSmLaLsequenceLassemblerLthatLmasksLexactLrepeatsLidentifiedLfromLtheLshotgunLdataaLGenomeh
ResearchXL2002XLdeXLkegYfd 9.7 48

120 NextLzenerationLSequencingLwataLtnalysisLinLPrimaryLImmunodeficiencyLwisordersLYLyutureL
wirectionsaLJournalhofhClinicalhImmunologyXL2016XLfiLSupplLdXLikYjh 5.7 46

119 MolecularLgeneticLanalysisLusingLtargetedLNzSLanalysisLofLijjLindividualsLwithLretinalLdystrophyaL
ScientifichReportsXL2019XLlXLdedl 4.9 45

118 LYRMjLmutationsLcauseLaLmultifocalLcavitatingLleukoencephalopathyLwithLdistinctLMRILappearanceaL
BrainXL2016XLdflXLjkeYlg 11.2 44

117 xxomeLsequencingLofLgjLchineseLfamiliesLwithLconeYrodLdystrophymLmutationsLinLehLknownL
causativeLgenesaLPLoShONEXL2013XLkXLeihhgi 3.7 42

116 ReverseYTranscriptionLRecombinaseYtidedLtmplificationLtssayLforLRapidLwetectionLofLtheLecdlL
NovelLvoronavirusLTStRSYvoVYeUaLAnalyticalhChemistryXL2020XLleXLlillYljch 7.8 42

115 βighlyLPathogenicLtvianLInfluenzaLtTβhNdULVirusLStruckLMigratoryLuirdsLinLvhinaLinLecdhaLScientifich
ReportsXL2015XLhXLdelki 4.9 38

114 vSydRLmosaicismLinLaLfamilyLwithLhereditaryLdiffuseLleukoencephalopathyLwithLspheroidsaLBrainXL
2016XLdflXLdiiiYje 11.2 38

113 weLnovoLmutationLinLtTPiVdueLimpairsLlysosomeLacidificationLandLcausesLdominantL
deafnessYonychodystrophyLsyndromeaLCellhResearchXL2014XLegXLdfjcYf 24.7 36

112 vlinicalLandLImmunologicalLvharacteristicsLofLβumanLInfectionsLWithLβhNiLtvianLInfluenzaLVirusaL
ClinicalhInfectioushDiseasesXL2019XLikXLddccYddcl 11.6 35
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111 OlmstedLsyndromemLexplorationLofLtheLimmunologicalLphenotypeaLOrphanethJournalhofhRareh
DiseasesXL2013XLkXLjl 4.2 35

110 xxomeLsequencingLrevealsLmutationLinLzJtdLasLaLcauseLofLkeratodermaYhypotrichosisYleukonychiaL
totalisLsyndromeaLHumanhMolecularhGeneticsXL2015XLegXLegfYhc 5.6 34

109 tLnovelLhomozygousLmutationLinLSUvLteLgeneLidentifiedLbyLexomeLsequencingaLMolecularhGeneticsh
andhMetabolismXL2012XLdcjXLgcfYk 3.7 33

108 UniqueLVariantsLinLOPNdLWLvauseLuothLSyndromicLandLNonsyndromicLXYLinkedLβighLMyopiaL
MappedLtoLMYPdL2015XLhiXLgdhcYh 30

107 TvRklassmLaLnewLKYstringYbasedLalgorithmLforLhumanLandLmouseLTvRLrepertoireLcharacterizationaL
JournalhofhImmunologyXL2015XLdlgXLggiYhg 5.3 29

106 βighlyLpathogenicLavianLinfluenzaLβhNdLvladeLeafaeadcLvirusLinLmigratoryLbirdsXLecdgYecdhaL
VirologicahSinicaXL2016XLfdXLfccYh 6.4 28

105 VariantsLofLtheLtvTzeLgeneLcorrelateLwithLdegreeLofLseverityLandLpresenceLofLmegacystisLinL
chronicLintestinalLpseudoYobstructionaLEuropeanhJournalhofhHumanhGeneticsXL2016XLegXLdeddYh 5.3 27

104 InterspeciesLtransmissionLandLhostLrestrictionLofLavianLβhNdLinfluenzaLvirusaLSciencehinhChinahSeriesh
C:hLifehSciencesXL2009XLheXLgekYfk 27

103
PhylogeneticsXLzenomicLRecombinationXLandLNSPeLPolymorphicLPatternsLofLPorcineLReproductiveL
andLRespiratoryLSyndromeLVirusLinLvhinaLandLtheLUnitedLStatesLinLecdgYecdkaLJournalhofhVirologyXL
2020XLlgXL

6.6 27

102
wysfunctionLofLMyosinLLightYvhainLgLTMYLgULLeadsLtoLβeritableLttrialLvardiomyopathyLWithL
xlectricalXLvontractileXLandLStructuralLvomponentsmLxvidenceLyromLzeneticallyYxngineeredLRatsaL
JournalhofhthehAmericanhHearthAssociationXL2017XLiXL

6 26

101 IdentificationLofLclimateLfactorsLrelatedLtoLhumanLinfectionLwithLavianLinfluenzaLtLβjNlLandLβhNdL
virusesLinLvhinaaLScientifichReportsXL2015XLhXLdkclg 4.9 26

100 xxomeLsequencingLrevealsLvβMLmutationsLinLsixLfamiliesLwithLatypicalLchoroideremiaLinitiallyL
diagnosedLasLretinitisLpigmentosaaLInternationalhJournalhofhMolecularhMedicineXL2014XLfgXLhjfYj 4.4 26

99 xxomeLsequencingLidentifiesLaLvOLdgtdLmutationLinLaLlargeLvhineseLpedigreeLwithLpunctateL
palmoplantarLkeratodermaaLJournalhofhMedicalhGeneticsXL2012XLglXLhifYk 5.8 25

98 NetworkLpharmacologyLbasedLinvestigationLintoLtheLeffectLandLmechanismLofLModifiedLSijunziL
wecoctionLagainstLtheLsubtypesLofLchronicLatrophicLgastritisaLPharmacologicalhResearchXL2019XLdggXLdhkYdii10.2 24

97 MutationsLinLtopoisomeraseLII˛†LresultLinLaLuLcellLimmunodeficiencyaLNaturehCommunicationsXL2019XL
dcXLfigg 17.4 24

96 tLdraftLsequenceLofLtheLriceLTOryzaLsativaLsspaindicaULgenomeaLSciencehBulletinXL2001XLgiXLdlfjYdlge 24

95 TemporalLantibodyLresponsesLtoLStRSYvoVYeLinLpatientsLofLcoronavirusLdiseaseLecdlaLCellhDiscoveryXL
2020XLiXLig 22.3 24

94 LossYofYfunctionLmutationsLinLvtSTLcauseLpeelingLskinXLleukonychiaXLacralLpunctateLkeratosesXL
cheilitisXLandLknuckleLpadsaLAmericanhJournalhofhHumanhGeneticsXL2015XLliXLggcYj 11 22

(2015-2013)
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93
PhylogeneticLandLTaxonomicLStatusLtnalysesLofLtheLtbasoLSectionLfromLMultipleLNuclearLzenesL
andLPlastidLyragmentsLRevealLNewLInsightsLintoLtheLNorthLtmericaLOriginLofLTSalicaceaeUaLFrontiersh
inhPlanthScienceXL2016XLjXLecee

6.2 21

92 IdentificationLofLaLnovelLzJtfLmutationLinLcongenitalLnuclearLcataractaLOptometryhandhVisionhScience
XL2015XLleXLffjYge 2.1 19

91 MutationLanalysisLinLdelLgenesLassociatedLwithLotherLformsLofLretinalLdystrophyLinLdhjLfamiliesLwithL
retinitisLpigmentosaLbasedLonLexomeLsequencingaLMolecularhVisionXL2015XLedXLgjjYki 2.3 19

90 RevealingLtlzheimerSsLdiseaseLgenesLspectrumLinLtheLwholeYgenomeLbyLmachineLlearningaLBMCh
NeurologyXL2018XLdkXLh 3.1 18

89 NaturallyLOccurringLSingleLMutationsLinLxbolaLVirusLObservablyLImpactLInfectivityaLJournalhofh
VirologyXL2019XLlfXL 6.6 18

88 PhylogeographyXLTransmissionXLandLViralLProteinsLofLNipahLVirusaLVirologicahSinicaXL2018XLffXLfkhYflf 6.4 18

87
tdultYonsetLtlexanderLdiseaseXLassociatedLwithLaLmutationLinLanLalternativeLzytPLtranscriptXLmayL
beLphenotypicallyLmodulatedLbyLaLnonYneutralLβwtviLvariantaLOrphanethJournalhofhRarehDiseasesXL
2013XLkXLii

4.2 17

86 RapidLgeneLidentificationLinLaLvhineseLosteopetrosisLfamilyLbyLwholeLexomeLsequencingaLGeneXL
2013XLhdiXLfddYh 3.8 17

85 zenomicLcomparisonLofLYersiniaLpestisLandLYersiniaLpseudotuberculosisLbyLcombinationLofL
suppressionLsubtractiveLhybridizationLandLwNtLmicroarrayaLArchiveshofhMicrobiologyXL2006XLdkiXLdhdYl 3 17

84 βomozygousLzNtLLmutationLassociatedLwithLfamilialLchildhoodYonsetLgeneralizedLdystoniaaL
Neurology:hGeneticsXL2016XLeXLejk 3.8 17

83 tssessingLtheLroleLofLliveLpoultryLtradeLinLcommunityYstructuredLtransmissionLofLavianLinfluenzaLinL
vhinaaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2020XLddjXLhlglYhlhg11.5 16

82 MolecularLgeneticLtestingLinLclinicalLdiagnosticLassessmentsLthatLdemonstrateLcorrelationsLinL
patientsLwithLautosomalLrecessiveLinheritedLretinalLdystrophyaLJAMAhOphthalmologyXL2015XLdffXLgejYfi 3.9 16

81 zenomicLsurveillanceLofLvOVIwYdlLcasesLinLueijingaLNaturehCommunicationsXL2020XLddXLhhcf 17.4 16

80 vomprehensiveLgeneticLtestingLofLvhineseLSNβLLpatientsLandLvariantsLinterpretationLusingLtvMzL
guidelinesLandLethnicallyLmatchedLnormalLcontrolsaLEuropeanhJournalhofhHumanhGeneticsXL2020XLekXLefdYegf5.3 16

79 wifferentiationLofLvOVIwYdlLfromLseasonalLinfluenzamLtLmulticenterLcomparativeLstudyaLJournalhofh
MedicalhVirologyXL2021XLlfXLdhdeYdhdl 19.7 16

78 PhylogenomicLanalysisLunravelsLevolutionLofLyellowLfeverLvirusLwithinLhostsaLPLoShNeglectedh
TropicalhDiseasesXL2018XLdeXLecccijfk 4.8 16

77 TheLcompleteLmitochondrialLgenomeLofLtheLSorexLaraneusaLMitochondrialhDNAhParthA:hDNAh
MappingvhSequencingvhandhAnalysisXL2016XLejXLfihhYi 1.3 14

76 weepLsequencingLofLhepatitisLuLvirusLbasalLcoreLpromoterLandLprecoreLmutantsLinLβuetgYpositiveL
chronicLhepatitisLuLpatientsaLScientifichReportsXL2015XLhXLdjlhc 4.9 14
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75 IdentificationLofLdifferentLregionsLamongLstrainsLofLYersiniaLpestisLbyLsuppressionLsubtractiveL
hybridizationaLResearchhinhMicrobiologyXL2005XLdhiXLjkhYl 4 14

74 UtilityLofLnextYgenerationLsequencingLtechnologiesLforLtheLefficientLgeneticLresolutionLofL
haematologicalLdisordersaLClinicalhGeneticsXL2016XLklXLdifYje 4 13

73 MethyltransferaseYlikeLfLModulatesLSevereLtcuteLRespiratoryLSyndromeLvoronavirusYeLRNtL
NiYMethyladenosineLModificationLandLReplicationaLMBioXL2021XLdeXLecdcijed 7.8 12

72 WebLresourcesLforLmicrobialLdataaLGenomicsvhProteomicshandhBioinformaticsXL2015XLdfXLilYje 6.5 11

71 TwoLgeneticallyLdiverseLβjNjLavianLinfluenzaLvirusesLisolatedLfromLmigratoryLbirdsLinLcentralLvhinaaL
EmerginghMicrobeshandhInfectionsXL2018XLjXLie 18.9 11

70 TwoLreassortantLtypesLofLhighlyLpathogenicLβhNkLavianLinfluenzaLvirusLfromLwildLbirdsLinLventralL
vhinaLinLecdiaLEmerginghMicrobeshandhInfectionsXL2018XLjXLdg 18.9 11

69 MutationLanalysisLofLLeberLcongenitalLamaurosisYassociatedLgenesLinLpatientsLwithLretinitisL
pigmentosaaLMolecularhMedicinehReportsXL2015XLddXLdkejYfe 2.9 11

68
aKMTLvatalyzesLxxtensiveLProteinLLysineLMethylationLinLtheLβyperthermophilicLtrchaeonL
SulfolobusLislandicusLbutLisLwispensableLforLtheLzrowthLofLtheLOrganismaLMolecularhandhCellularh
ProteomicsXL2016XLdhXLelckYef

7.6 10

67 RapidLSpreadLofLMutantLtllelesLinLWorldwideLStRSYvoVYeLStrainsLRevealedLbyLzenomeYWideLSingleL
NucleotideLPolymorphismLandLVariationLtnalysisaLGenomehBiologyhandhEvolutionXL2021XLdfXL 3.9 10

66 IdentificationLofLMyRPLMutationsLinLvhineseLyamiliesLwithLβighLβyperopiaaLOptometryhandhVisionh
ScienceXL2016XLlfXLdlYei 2.1 9

65 TranscriptionLprofileLofLhumanLendogenousLretrovirusesLinLresponseLtoLdengueLvirusLserotypeLeL
infectionaLVirologyXL2020XLhggXLedYfc 3.6 9

64 xxtracellularLvesiclesLasLdeliveryLsystemsLatLnanoYbmicroYscaleaLAdvancedhDrughDeliveryhReviewsXL
2021XLdjlXLddfldc 18.5 9

63 TheLplasmidYborneLquinoloneLresistanceLproteinLQnruXLaLnovelLwnatYbindingLproteinXLincreasesLtheL
bacterialLmutationLrateLbyLtriggeringLwNtLreplicationLstressaLMolecularhMicrobiologyXL2019XLdddXLdhelYdhgf4.1 8

62 tnLatypicalLformLofLtOteLwithLmyoclonusLassociatedLwithLmutationsLinLSxTXLandLtyzfLeaLBMCh
MedicalhGeneticsXL2015XLdiXLdi 2.1 8

61 wistributionLofLsialicLacidLreceptorsLandLexperimentalLinfectionsLwithLdifferentLsubtypesLofL
influenzaLtLvirusesLinLQinghaiYTibetLplateauLwildLpikaaLVirologyhJournalXL2015XLdeXLif 6.1 8

60
tLreplicatingLmodifiedLvacciniaLtiantanLstrainLexpressingLanLavianYderivedLinfluenzaLβhNdL
hemagglutininLinduceLbroadlyLneutralizingLantibodiesLandLcrossYcladeLprotectiveLimmunityLinLmiceaL
PLoShONEXL2013XLkXLekfejg

3.7 8

59 xvolutionaryLtransientsLinLtheLriceLtranscriptomeaLGenomicsvhProteomicshandhBioinformaticsXL2010XLkXLeddYek6.5 8

58 NanoporeLsequencingLofLtfricanLswineLfeverLvirusaLSciencehChinahLifehSciencesXL2020XLifXLdicYdig 8.5 8

(2020-2005)
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57
βighYThroughputLtnalysisLofLtheLTLvellLReceptorLuetaLvhainLRepertoireLinLPuMvsLfromLvhronicL
βepatitisLuLPatientsLwithLβuetgLSeroconversionaLCanadianhJournalhofhInfectioushDiseaseshandh
MedicalhMicrobiologyXL2016XLecdiXLkhlgdcj

2.6 8

56 RapidLandLSpecificLwetectionLofLtllLKnownLStrainsSLSequencesLWithLReverseL
TranscriptionYLoopYMediatedLIsothermalLtmplificationaLFrontiershinhMicrobiologyXL2019XLdcXLgdk 5.7 7

55 IntraYhostLxbolaLviralLadaptionLduringLhumanLinfectionaLBiosafetyhandhHealthXL2019XLdXLdgYeg 4.7 7

54 ThreeLaminoLacidLsubstitutionsLinLtheLNSdLproteinLchangeLtheLvirusLreplicationLofLβhNdLinfluenzaL
virusLinLhumanLcellsaLVirologyXL2018XLhdlXLigYjf 3.6 7

53 IdentifiedLOtSfLgeneLvariantsLassociatedLwithLcoexistenceLofLβustgLandLantiYβusLinLchronicLβuVL
infectionaLJournalhofhViralhHepatitisXL2018XLehXLlcgYldc 3.4 7

52 WholeLxxomeLSequencingLIdentifiesLtheLzeneticLuasisLofLLateYOnsetLLeighLSyndromeLinLaLPatientL
withLMRILbutLLittleLuiochemicalLxvidenceLofLaLMitochondrialLwisorderaLJIMDhReportsXL2017XLfeXLddjYdeg 1.9 7

51 TheLnewLemergingLβjNlLinfluenzaLvirusLindicatesLpoultryLasLnewLmixingLvesselsaLSciencehChinahLifeh
SciencesXL2014XLhjXLjfdYe 8.5 7

50 OsβTXLaLRiceLzeneLxncodingLforLaLPlasmaYMembraneLLocalizedLβistidineLTransporteraLJournalhofh
IntegrativehPlanthBiologyXL2005XLgjXLleYll 8.3 7

49 RapidLtcquisitionLofLβighYQualityLStRSYvoVYeLzenomeLviaLtmpliconYOxfordLNanoporeLSequencingaL
VirologicahSinicaXL2021XLfiXLlcdYlde 6.4 7

48 TranscriptomeLtnalysesLImplicateLxndogenousLRetrovirusesLInvolvedLinLtheLβostLtntiviralLImmuneL
SystemLthroughLtheLInterferonLPathwayaLVirologicahSinicaXL2021XLd 6.4 7

47 tLnewLreassortmentLofLinfluenzaLtLTβjNlULvirusLcausingLhumanLinfectionLinLueijingXLecdgaLScientifich
ReportsXL2016XLiXLeiieg 4.9 7

46 PhylogenyLofLsectionLLeuceLTPopulusXLSalicaceaeULinferredLfromLfgLchloroplastLwNtLfragmentsaL
BiochemicalhSystematicshandhEcologyXL2015XLifXLedeYedj 1.4 6

45 WebsiteLforLavianLfluLinformationLandLbioinformaticsaLSciencehinhChinahSerieshC:hLifehSciencesXL2009XL
heXLgjcYf 6

44 xxomeLSequencingLofLaLPedigreeLRevealsLSfflLLMutationLinLtheLTLNeLzeneLasLaLvauseLofLyifthL
yingerLvamptodactylyaLPLoShONEXL2016XLddXLecdhhdkc 3.7 6

43 uioinformaticsLanalysisLraisesLcandidateLgenesLinLbloodLforLearlyLscreeningLofLParkinsonSsLdiseaseaL
BiomedicalhandhEnvironmentalhSciencesXL2014XLejXLgieYh 1.1 6

42 PanYzenomicLtnalysisLofLtfricanLSwineLyeverLVirusaLVirologicahSinicaXL2020XLfhXLiieYiih 6.4 6

41 PlateletYdrivenLcoagulopathyLinLvOVIwYdlLpatientsmLinLcomparisonLtoLseasonalLinfluenzaLcasesaL
ExperimentalhHematologyhandhOncologyXL2021XLdcXLfg 7.8 6

40 zenomeYwideLanalysisLofLstructuralLvariantsLrevealsLgeneticLdifferencesLinLvhineseLpigsaLPLoShONEXL
2017XLdeXLecdkijed 3.7 5
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39 vopyLnumberLvariationLinLvxPhjLdLpredisposesLtoLcongenitalLabsenceLofLbilateralLtvLLandLPvLL
ligamentsaLHumanhGenomicsXL2015XLlXLfd 6.8 5

38 tnalysisLofLtvxeLzeneYxncodedLProteinsLtcrossLMammalianLSpeciesaLFrontiershinhVeterinaryhScienceXL
2020XLjXLghj 3.1 5

37 zeneLpathogenicityLpredictionLofLMendelianLdiseasesLviaLtheLrandomLforestLalgorithmaLHumanh
GeneticsXL2019XLdfkXLijfYijl 6.3 4
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