46

papers

47

all docs

377584

2,447 21
citations h-index
47 47
docs citations times ranked

388640
36

g-index

4561

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS
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Global DNA methylation and hydroxymethylation differ in hepatocellular carcinoma and
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Alifelong exposure to a Western-style diet, but not aging, alters global DNA methylation in mouse

colon. Nutrition Research and Practice, 2015, 9, 358. 0.7 5

DNA methylation and gene expression profiles show novel regulatory pathways in hepatocellular
carcinoma. Clinical Epigenetics, 2015, 7, 43.
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