
David M Evans

ListhofhPublicationshbyhCitations

Source:hhttps:yyexalyxcomyauthorvpdfy7498365ydavidvmvevansvpublicationsvbyvcitationsxpdf

Version:h2024v04v26h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

277
papers

34,438
citations

83
h-index

184
g-index

311
ext. papers

42,388
ext. citations

11.6
avg, IF

6.18
L-index



k Paper IF Citations

277 rIsecondIgenerationIhumanIhaplotypeImapIofIoverIdXbImillionISNPsXINatureVI2007VIeejVIifbWgb 50.4 3647

276 SixInewIlociIassociatedIwithIbodyImassIindexIhighlightIaIneuronalIinfluenceIonIbodyIweightI
regulationXINaturedGeneticsVI2009VIebVIcfWde 36.3 1368

275 xenomeWwideIdetectionIandIcharacterizationIofIpositiveIselectionIinIhumanIpopulationsXINatureVI
2007VIeejVIjbdWi 50.4 1367

274 TheIωRWsaseIplatformIsupportsIsystematicIcausalIinferenceIacrossItheIhumanIphenomeXIELifeVI
2018VIhVI 8.9 1190

273 rssociationIscanIofIbeVfaaInonsynonymousISNPsIinIfourIdiseasesIidentifiesIautoimmunityIvariantsXI
NaturedGeneticsVI2007VIdjVIbdcjWdh 36.3 1130

272 tommonIvariantsInearIωteRIareIassociatedIwithIfatImassVIweightIandIriskIofIobesityXINatured
GeneticsVI2008VIeaVIhgiWhf 36.3 1048

271 xenomeWwideImetaWanalysisIidentifiesIfgIboneImineralIdensityIlociIandIrevealsIbeIlociIassociatedI
withIriskIofIfractureXINaturedGeneticsVI2012VIeeVIejbWfab 36.3 866

270 xenomeWwideIassociationIstudyIidentifiesIheIlociIassociatedIwithIeducationalIattainmentXINatureVI
2016VIfddVIfdjWec 50.4 850

269 TheIUαbaαIprojectIidentifiesIrareIvariantsIinIhealthIandIdiseaseXINatureVI2015VIfcgVIicWja 50.4 776

268 rIgenomeWwideIassociationIstudyIidentifiesInewIpsoriasisIsusceptibilityIlociIandIanIinteractionI
betweenIyβrWtIandIvRrPbXINaturedGeneticsVI2010VIecVIjifWja 36.3 773

267 xenomeWwideIassociationIanalysisIidentifiesIcaIlociIthatIinfluenceIadultIheightXINaturedGeneticsVI
2008VIeaVIfhfWid 36.3 654

266 znteractionIbetweenIvRrPbIandIyβrWschIinIankylosingIspondylitisIimplicatesIpeptideIhandlingIinI
theImechanismIforIyβrWschIinIdiseaseIsusceptibilityXINaturedGeneticsVI2011VIedVIhgbWh 36.3 646

265 xenomeWwideIassociationIstudyIofItNVsIinIbgVaaaIcasesIofIeightIcommonIdiseasesIandIdVaaaI
sharedIcontrolsXINatureVI2010VIegeVIhbdWca 50.4 639

264 βargeWscaleIassociationIanalysesIidentifyInewIlociIinfluencingIglycemicItraitsIandIprovideIinsightI
intoItheIunderlyingIbiologicalIpathwaysXINaturedGeneticsVI2012VIeeVIjjbWbaaf 36.3 621

263 xWrSIofIbcgVffjIindividualsIidentifiesIgeneticIvariantsIassociatedIwithIeducationalIattainmentXI
ScienceVI2013VIdeaVIbeghWhb 33.3 563

262 zdentificationIofImultipleIriskIvariantsIforIankylosingIspondylitisIthroughIhighWdensityIgenotypingI
ofIimmuneWrelatedIlociXINaturedGeneticsVI2013VIefVIhdaWi 36.3 551

261
βuIyubkIaIcentralizedIdatabaseIandIwebIinterfaceItoIperformIβuIscoreIregressionIthatImaximizesI
theIpotentialIofIsummaryIlevelIxWrSIdataIforISNPIheritabilityIandIgeneticIcorrelationIanalysisXI
BioinformaticsVI2017VIddVIchcWchj

7.2 541
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260 xenomeWwideIassociationIstudyIofIankylosingIspondylitisIidentifiesInonWωytIsusceptibilityIlociXI
NaturedGeneticsVI2010VIecVIbcdWh 36.3 484

259 xenomeWwideImetaWanalysisIidentifiesIbbInewIlociIforIanthropometricItraitsIandIprovidesIinsightsI
intoIgeneticIarchitectureXINaturedGeneticsVI2013VIefVIfabWbc 36.3 437

258 xenomeWwideIassociationIstudyIidentifiesIfiveIlociIassociatedIwithIlungIfunctionXINaturedGeneticsVI
2010VIecVIdgWee 36.3 430

257 tolliderIscopekIwhenIselectionIbiasIcanIsubstantiallyIinfluenceIobservedIassociationsXIInternationald
JournaldofdEpidemiologyVI2018VIehVIccgWcdf 7.8 354

256 SystematicIidentificationIofIgeneticIinfluencesIonImethylationIacrossItheIhumanIlifeIcourseXI
GenomedBiologyVI2016VIbhVIgb 18.3 331

255 NewIgeneIfunctionsIinImegakaryopoiesisIandIplateletIformationXINatureVI2011VIeiaVIcabWi 50.4 330

254 ωultiWancestryIgenomeWwideIassociationIstudyIofIcbVaaaIcasesIandIjfVaaaIcontrolsIidentifiesInewI
riskIlociIforIatopicIdermatitisXINaturedGeneticsVI2015VIehVIbeejWbefg 36.3 329

253 NovelIlociIforIadiponectinIlevelsIandItheirIinfluenceIonItypeIcIdiabetesIandImetabolicItraitskIaI
multiWethnicImetaWanalysisIofIefVijbIindividualsXIPLoSdGeneticsVI2012VIiVIebaacgah 6 326

252 xenomeWwideImetaWanalysesIofImultiancestryIcohortsIidentifyImultipleInewIsusceptibilityIlociIforI
refractiveIerrorIandImyopiaXINaturedGeneticsVI2013VIefVIdbeWi 36.3 314

251 xenomeWwideIassociationIandIlargeWscaleIfollowIupIidentifiesIbgInewIlociIinfluencingIlungIfunctionXI
NaturedGeneticsVI2011VIedVIbaicWja 36.3 313

250 WholeWgenomeIsequencingIidentifiesIvNbIasIaIdeterminantIofIboneIdensityIandIfractureXINatureVI
2015VIfcgVIbbcWh 50.4 308

249 rIgenomeWwideIassociationImetaWanalysisIidentifiesInewIchildhoodIobesityIlociXINaturedGeneticsVI
2012VIeeVIfcgWdb 36.3 292

248 xenomeWwideImetaWanalysisIidentifiesInewIsusceptibilityIlociIforImigraineXINaturedGeneticsVI2013VI
efVIjbcWjbh 36.3 276

247 rnIatlasIofIgeneticIinfluencesIonIosteoporosisIinIhumansIandImiceXINaturedGeneticsVI2019VIfbVIcfiWcgg 36.3 270

246 xenomeWwideIassociationsIforIbirthIweightIandIcorrelationsIwithIadultIdiseaseXINatureVI2016VIfdiVIceiWcfc50.4 266

245 SeventyWfiveIgeneticIlociIinfluencingItheIhumanIredIbloodIcellXINatureVI2012VIejcVIdgjWhf 50.4 257

244 ωetaWanalysisIofIgenomeWwideIassociationIstudiesIidentifiesIthreeInewIriskIlociIforIatopicI
dermatitisXINaturedGeneticsVI2011VIeeVIbihWjc 36.3 244

243 xeneticIriskIforIautismIspectrumIdisordersIandIneuropsychiatricIvariationIinItheIgeneralI
populationXINaturedGeneticsVI2016VIeiVIffcWf 36.3 238

(2016-2010)
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242 yarnessingItheIinformationIcontainedIwithinIgenomeWwideIassociationIstudiesItoIimproveI
individualIpredictionIofIcomplexIdiseaseIriskXIHumandMoleculardGeneticsVI2009VIbiVIdfcfWdb 5.6 237

241 rssociationIsetweenITelomereIβengthIandIRiskIofItancerIandINonWNeoplasticIuiseaseskIrI
ωendelianIRandomizationIStudyXIJAMAdOncologyVI2017VIdVIgdgWgfb 13.4 236

240 zdentificationIofIbfdInewIlociIassociatedIwithIheelIboneImineralIdensityIandIfunctionalI
involvementIofIxPtgIinIosteoporosisXINaturedGeneticsVI2017VIejVIbegiWbehf 36.3 235

239 NewIlociIassociatedIwithIbirthIweightIidentifyIgeneticIlinksIbetweenIintrauterineIgrowthIandIadultI
heightIandImetabolismXINaturedGeneticsVI2013VIefVIhgWic 36.3 232

238 ωetaWanalysisIofIxenomeWwideIrssociationIStudiesIforINeuroticismVIandItheIPolygenicIrssociationI
WithIωajorIuepressiveIuisorderXIJAMAdPsychiatryVI2015VIhcVIgecWfa 14.5 222

237 RecentIuevelopmentsIinIωendelianIRandomizationIStudiesXICurrentdEpidemiologydReportsVI2017VIeVIddaWdef2.9 218

236 xenomeWwideIassociationIstudyIusingIextremeItruncateIselectionIidentifiesInovelIgenesIaffectingI
boneImineralIdensityIandIfractureIriskXIPLoSdGeneticsVI2011VIhVIebaabdhc 6 199

235 WNTbgIinfluencesIboneImineralIdensityVIcorticalIboneIthicknessVIboneIstrengthVIandIosteoporoticI
fractureIriskXIPLoSdGeneticsVI2012VIiVIebaachef 6 192

234 rIgenomeWwideIassociationImetaWanalysisIofIselfWreportedIallergyIidentifiesIsharedIandI
allergyWspecificIsusceptibilityIlociXINaturedGeneticsVI2013VIefVIjahWbb 36.3 191

233 VariantsIinIrutYfIandInearIttNβbIareIassociatedIwithIfetalIgrowthIandIbirthIweightXINatured
GeneticsVI2010VIecVIedaWf 36.3 184

232 ωaternalIandIfetalIgeneticIeffectsIonIbirthIweightIandItheirIrelevanceItoIcardioWmetabolicIriskI
factorsXINaturedGeneticsVI2019VIfbVIiaeWibe 36.3 181

231 NewIlociIforIbodyIfatIpercentageIrevealIlinkIbetweenIadiposityIandIcardiometabolicIdiseaseIriskXI
NaturedCommunicationsVI2016VIhVIbaejf 17.4 180

230 TwoWstageItwoWlocusImodelsIinIgenomeWwideIassociationXIPLoSdGeneticsVI2006VIcVIebfh 6 173

229 xenomeWwideIassociationIanalysesIforIlungIfunctionIandIchronicIobstructiveIpulmonaryIdiseaseI
identifyInewIlociIandIpotentialIdruggableItargetsXINaturedGeneticsVI2017VIejVIebgWecf 36.3 170

228 ωajorIhistocompatibilityIcomplexIassociationsIofIankylosingIspondylitisIareIcomplexIandIinvolveI
furtherIepistasisIwithIvRrPbXINaturedCommunicationsVI2015VIgVIhbeg 17.4 164

227 uataIResourceIProfilekIrccessibleIResourceIforIzntegratedIvpigenomicIStudiesIRrRzvSSXI
InternationaldJournaldofdEpidemiologyVI2015VIeeVIbbibWja 7.8 162

226 ωendelianIRandomizationkINewIrpplicationsIinItheItomingIrgeIofIyypothesisWwreeItausalityXI
AnnualdReviewdofdGenomicsdanddHumandGeneticsVI2015VIbgVIdchWfa 9.7 162

225
xenomeIrnalysesIofIocaaVaaaIzndividualsIzdentifyIfiIβociIforIthronicIznflammationIandIyighlightI
PathwaysIthatIβinkIznflammationIandItomplexIuisordersXIAmericandJournaldofdHumandGeneticsVI
2018VIbadVIgjbWhag
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224 xeneticIvvidenceIforItausalIRelationshipsIsetweenIωaternalIObesityWRelatedITraitsIandIsirthI
WeightXIJAMAdrdJournaldofdthedAmericandMedicaldAssociationVI2016VIdbfVIbbcjWea 27.4 149

223 xenomeWwideIassociationIanalysisIidentifiesIbbIriskIvariantsIassociatedIwithItheIasthmaIwithIhayI
feverIphenotypeXIJournaldofdAllergydanddClinicaldImmunologyVI2014VIbddVIbfgeWhb 11.5 143

222 xenomeWwideIassociationIstudyIofIthreeWdimensionalIfacialImorphologyIidentifiesIaIvariantIinIPrXdI
associatedIwithInasionIpositionXIAmericandJournaldofdHumandGeneticsVI2012VIjaVIehiWif 11 142

221 xenomeWwideIassociationIandIlongitudinalIanalysesIrevealIgeneticIlociIlinkingIpubertalIheightI
growthVIpubertalItimingIandIchildhoodIadiposityXIHumandMoleculardGeneticsVI2013VIccVIchdfWeh 5.6 138

220 rIgenomeWwideIassociationIstudyIrevealsIvariantsIinIrRβbfIthatIinfluenceIadiponectinIlevelsXIPLoSd
GeneticsVI2009VIfVIebaaahgi 6 129

219 tlearIdetectionIofIruzPOQIlocusIasItheImajorIgeneIforIplasmaIadiponectinkIresultsIofIgenomeWwideI
associationIanalysesIincludingIegfjIvuropeanIindividualsXIAtherosclerosisVI2010VIcaiVIebcWca 3.1 128

218 xuidelinesIforIgenotypingIinIgenomewideIlinkageIstudieskIsingleWnucleotideWpolymorphismImapsI
versusImicrosatelliteImapsXIAmericandJournaldofdHumandGeneticsVI2004VIhfVIgihWjc 11 127

217 xeneticIandIenvironmentalIcausesIofIvariationIinIbasalIlevelsIofIbloodIcellsXITwindResearchdandd
HumandGeneticsVI1999VIcVIcfaWcfh 124

216 ωetaWanalysisIofIxenomeWWideIrssociationIStudiesIforIvxtraversionkIwindingsIfromItheIxeneticsIofI
PersonalityItonsortiumXIBehaviordGeneticsVI2016VIegVIbhaWic 3.2 122

215 βifeWtourseIxenomeWwideIrssociationIStudyIωetaWanalysisIofITotalIsodyIsωuIandIrssessmentIofI
rgeWSpecificIvffectsXIAmericandJournaldofdHumandGeneticsVI2018VIbacVIiiWbac 11 119

214 ωetaWanalysisIofIgenomeWwideIscansIforItotalIbodyIsωuIinIchildrenIandIadultsIrevealsIallelicI
heterogeneityIandIageWspecificIeffectsIatItheIWNTbgIlocusXIPLoSdGeneticsVI2012VIiVIebaachbi 6 118

213 NineIlociIforIocularIaxialIlengthIidentifiedIthroughIgenomeWwideIassociationIstudiesVIincludingI
sharedIlociIwithIrefractiveIerrorXIAmericandJournaldofdHumandGeneticsVI2013VIjdVIcgeWhh 11 116

212 rssessmentIofItheIgeneticIandIclinicalIdeterminantsIofIfractureIriskkIgenomeIwideIassociationIandI
mendelianIrandomisationIstudyXIBMJpdTheVI2018VIdgcVIkdccf 5.9 114

211 tommonIvariantsIinIleftYrightIasymmetryIgenesIandIpathwaysIareIassociatedIwithIrelativeIhandI
skillXIPLoSdGeneticsVI2013VIjVIebaadhfb 6 112

210 rIgenomeWwideIapproachItoIchildrenQsIaggressiveIbehaviorkITheIvrxβvIconsortiumXIAmericand
JournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsVI2016VIbhbVIfgcWhc 3.5 111

209 znvestigatingItheIgeneticIassociationIbetweenIvRrPbIandIankylosingIspondylitisXIHumandMoleculard
GeneticsVI2009VIbiVIecaeWbc 5.6 110

208 siometricalIgeneticsXIBiologicaldPsychologyVI2002VIgbVIddWfb 3.2 110

207
PhenotypicIdissectionIofIboneImineralIdensityIrevealsIskeletalIsiteIspecificityIandIfacilitatesItheI
identificationIofInovelIlociIinItheIgeneticIregulationIofIboneImassIattainmentXIPLoSdGeneticsVI2014VI
baVIebaaeecd

6 107

(2014-2016)
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206 tommonIvariantsIinItheIregionIaroundIOsterixIareIassociatedIwithIboneImineralIdensityIandI
growthIinIchildhoodXIHumandMoleculardGeneticsVI2009VIbiVIbfbaWh 5.6 107

205 rIcomparisonIofIlinkageIdisequilibriumIpatternsIandIestimatedIpopulationIrecombinationIratesI
acrossImultipleIpopulationsXIAmericandJournaldofdHumandGeneticsVI2005VIhgVIgibWh 11 103

204
xenomeWwideIassociationIstudyIofIoffspringIbirthIweightIinIigIfhhIwomenIidentifiesIfiveInovelIlociI
andIhighlightsImaternalIgeneticIeffectsIthatIareIindependentIofIfetalIgeneticsXIHumandMoleculard
GeneticsVI2018VIchVIhecWhfg

5.6 98

203
xeneticIpredictorsIofIresponseItoIserotonergicIandInoradrenergicIantidepressantsIinImajorI
depressiveIdisorderkIaIgenomeWwideIanalysisIofIindividualWlevelIdataIandIaImetaWanalysisXIPLoSd
MedicineVI2012VIjVIebaabdcg

11.6 94

202 tommonIvariantsIatIbcqbfIandIbcqceIareIassociatedIwithIinfantIheadIcircumferenceXINatured
GeneticsVI2012VIeeVIfdcWfdi 36.3 94

201 rIgenomeWwideIassociationIstudyIofIbodyImassIindexIacrossIearlyIlifeIandIchildhoodXIInternationald
JournaldofdEpidemiologyVI2015VIeeVIhaaWbc 7.8 92

200 tisIandItransIeffectsIofIhumanIgenomicIvariantsIonIgeneIexpressionXIPLoSdGeneticsVI2014VIbaVIebaaeegb 6 92

199 xeneticIvariantsIlinkedItoIeducationIpredictIlongevityXIProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaVI2016VIbbdVIbddggWbddhb 11.5 90

198 xenomeWwideIpopulationWbasedIassociationIstudyIofIextremelyIoverweightIyoungIadultsWWtheI
xOYrIstudyXIPLoSdONEVI2011VIgVIecedad 3.7 90

197 xeneticIandIenvironmentalIcausesIofIvariationIinIbasalIlevelsIofIbloodIcellsXITwindResearchdandd
HumandGeneticsVI1999VIcVIcfaWh 90

196 rIgenomeIscanIforIeyeIcolorIinIfacItwinIfamilieskImostIvariationIisIdueItoIaIQTβIonIchromosomeI
bfqXITwindResearchdanddHumandGeneticsVI2004VIhVIbjhWcba 88

195 xeneticIdeterminantsIofItrabecularIandIcorticalIvolumetricIboneImineralIdensitiesIandIboneI
microstructureXIPLoSdGeneticsVI2013VIjVIebaadceh 6 87

194 rssociationIofIgeneticIβociIwithIglucoseIlevelsIinIchildhoodIandIadolescencekIaImetaWanalysisIofI
overIgVaaaIchildrenXIDiabetesVI2011VIgaVIbiafWbc 0.9 83

193 rvoidingIdynasticVIassortativeImatingVIandIpopulationIstratificationIbiasesIinIωendelianI
randomizationIthroughIwithinWfamilyIanalysesXINaturedCommunicationsVI2020VIbbVIdfbj 17.4 83

192
yarmonizationIofINeuroticismIandIvxtraversionIphenotypesIacrossIinventoriesIandIcohortsIinItheI
xeneticsIofIPersonalityItonsortiumkIanIapplicationIofIztemIResponseITheoryXIBehaviordGeneticsVI
2014VIeeVIcjfWdbd

3.2 80

191
rIxenomeWWideIrssociationIωetaWrnalysisIofIrttentionWueficitYyyperactivityIuisorderISymptomsI
inIPopulationWsasedIPediatricItohortsXIJournaldofdthedAmericandAcademydofdChilddanddAdolescentd
PsychiatryVI2016VIffVIijgWjafXeg

7.2 80

190 ωetaWanalysisIofIgeneWenvironmentWwideIassociationIscansIaccountingIforIeducationIlevelIidentifiesI
additionalIlociIforIrefractiveIerrorXINaturedCommunicationsVI2016VIhVIbbaai 17.4 79

189 SixteenInewIlungIfunctionIsignalsIidentifiedIthroughIbaaaIxenomesIProjectIreferenceIpanelI
imputationXINaturedCommunicationsVI2015VIgVIigfi 17.4 79
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188 xeneticIdissectionIofIacuteIanteriorIuveitisIrevealsIsimilaritiesIandIdifferencesIinIassociationsI
observedIwithIankylosingIspondylitisXIArthritisdanddRheumatologyVI2015VIghVIbeaWfb 9.5 78

187 zdentificationIofIatopicIdermatitisIsubgroupsIinIchildrenIfromIcIlongitudinalIbirthIcohortsXIJournald
ofdAllergydanddClinicaldImmunologyVI2018VIbebVIjgeWjhb 11.5 78

186 rInovelIcommonIvariantIinIutSTcIisIassociatedIwithIlengthIinIearlyIlifeIandIheightIinIadulthoodXI
HumandMoleculardGeneticsVI2015VIceVIbbffWgi 5.6 77

185 ωRWsasekIaIplatformIforIsystematicIcausalIinferenceIacrossItheIphenomeIusingIbillionsIofIgeneticIassociations 77

184 xenomeWwideIassociationIstudyIidentifiesIlociIaffectingIbloodIcopperVIseleniumIandIzincXIHumand
MoleculardGeneticsVI2013VIccVIdjjiWeaag 5.6 76

183 ωetaWanalysisIofIgenomeWwideIstudiesIidentifiesIWNTbgIandIvSRbISNPsIassociatedIwithIboneI
mineralIdensityIinIpremenopausalIwomenXIJournaldofdBonedanddMineraldResearchVI2013VIciVIfehWfi 6.3 74

182 rIvariantIinIβzNcisIisIassociatedIwithIcukeuIfingerWlengthIratioVIaIputativeIretrospectiveIbiomarkerI
ofIprenatalItestosteroneIexposureXIAmericandJournaldofdHumandGeneticsVI2010VIigVIfbjWcf 11 74

181 xenomeIwideIassociationIidentifiesIcommonIvariantsIatItheISvRPzNrgYSvRPzNrbIlocusIinfluencingI
plasmaIcortisolIandIcorticosteroidIbindingIglobulinXIPLoSdGeneticsVI2014VIbaVIebaaeehe 6 71

180 QuantitativeItraitIlociIforItuektuiIlymphocyteIratioIareIassociatedIwithIriskIofItypeIbIdiabetesIandI
yzVWbIimmuneIcontrolXIAmericandJournaldofdHumandGeneticsVI2010VIigVIiiWjc 11 71

179 vffectsIofIsωzVIfatImassVIandIleanImassIonIasthmaIinIchildhoodkIaIωendelianIrandomizationIstudyXI
PLoSdMedicineVI2014VIbbVIebaabggj 11.6 70

178 SequenceIvariantsIinIthreeIlociIinfluenceImonocyteIcountsIandIerythrocyteIvolumeXIAmericand
JournaldofdHumandGeneticsVI2009VIifVIhefWj 11 67

177 TheIvalidityIofItwinIstudiesXIGeneScreenVI2000VIbVIhhWhj 67

176 vRrPcIisIassociatedIwithIankylosingIspondylitisIinIyβrWschWpositiveIandIyβrWschWnegativeI
patientsXIAnnalsdofdthedRheumaticdDiseasesVI2015VIheVIbgchWj 2.4 63

175
UsingIωendelianIrandomizationItoIdetermineIcausalIeffectsIofImaternalIpregnancyIRintrauterineSI
exposuresIonIoffspringIoutcomeskISourcesIofIbiasIandImethodsIforIassessingIthemXIWellcomedOpend
ResearchVI2017VIcVIbb

4.8 63

174
xeneticIvariantsIinItheIvitaminIdIreceptorIareIassociatedIwithIadvancedIprostateIcancerIatI
diagnosiskIfindingsIfromItheIprostateItestingIforIcancerIandItreatmentIstudyIandIaIsystematicI
reviewXICancerdEpidemiologydBiomarkersdanddPreventionVI2009VIbiVIciheWib

4 60

173 xenomeWwideIassociationImetaWanalysisIofIindividualsIofIvuropeanIancestryIidentifiesInewIlociI
explainingIaIsubstantialIfractionIofIhairIcolorIvariationIandIheritabilityXINaturedGeneticsVI2018VIfaVIgfcWgfg36.3 59

172 rIpopulationWbasedIstudyIofIgeneticIvariationIandIpsychoticIexperiencesIinIadolescentsXI
SchizophreniadBulletinVI2014VIeaVIbcfeWgc 1.3 59

171 xenomeWwideIassociationImetaWanalysisIofIcorticalIboneImineralIdensityIunravelsIallelicI
heterogeneityIatItheIRrNαβIlocusIandIpotentialIpleiotropicIeffectsIonIboneXIPLoSdGeneticsVI2010VIgVIebaabcbh6 59

(2010-2015)
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170 PolygenicIscoresIpredictIalcoholIproblemsIinIanIindependentIsampleIandIshowImoderationIbyItheI
environmentXIGenesVI2014VIfVIddaWeg 4.2 58

169 ωiningItheIhumanIphenomeIusingIallelicIscoresIthatIindexIbiologicalIintermediatesXIPLoSdGeneticsVI
2013VIjVIebaadjbj 6 58

168 thildhoodIgeneWenvironmentIinteractionsIandIageWdependentIeffectsIofIgeneticIvariantsI
associatedIwithIrefractiveIerrorIandImyopiakITheItRvrωItonsortiumXIScientificdReportsVI2016VIgVIcfifd 4.9 57

167 xenomeWwideIassociationIstudyIofIprimaryItoothIeruptionIidentifiesIpleiotropicIlociIassociatedIwithI
heightIandIcraniofacialIdistancesXIHumandMoleculardGeneticsVI2013VIccVIdiahWbh 5.6 57

166 PharmacogeneticsIofIantidepressantIresponsekIrIpolygenicIapproachXIProgressdind
NeurorPsychopharmacologydanddBiologicaldPsychiatryVI2017VIhfVIbciWbde 5.5 54

165
SharedIgeneticIinfluencesIbetweenIattentionWdeficitYhyperactivityIdisorderIRruyuSItraitsIinI
childrenIandIclinicalIruyuXIJournaldofdthedAmericandAcademydofdChilddanddAdolescentdPsychiatryVI
2015VIfeVIdccWh

7.2 54

164 tommonIvariationInearIROsOcIisIassociatedIwithIexpressiveIvocabularyIinIinfancyXINatured
CommunicationsVI2014VIfVIeidb 17.4 54

163 xenomeWwideIassociationIstudyIofIheightWadjustedIsωzIinIchildhoodIidentifiesIfunctionalIvariantIinI
rutYdXIObesityVI2014VIccVIccfcWj 8 53

162 sivariateIgenomeWwideIassociationImetaWanalysisIofIpediatricImusculoskeletalItraitsIrevealsI
pleiotropicIeffectsIatItheISRvswbYTOωbβcIlocusXINaturedCommunicationsVI2017VIiVIbcb 17.4 52

161 vxaminationIofItheIrelationshipIbetweenIvariationIatIbhqcbIandIchildhoodIwheezeIphenotypesXI
JournaldofdAllergydanddClinicaldImmunologyVI2013VIbdbVIgifWje 11.5 51

160 xenomeWwideIassociationIstudyIrevealsImultipleIlociIassociatedIwithIprimaryItoothIdevelopmentI
duringIinfancyXIPLoSdGeneticsVI2010VIgVIebaaaifg 6 50

159 VariabilityIinItheIcommonIgeneticIarchitectureIofIsocialWcommunicationIspectrumIphenotypesI
duringIchildhoodIandIadolescenceXIMoleculardAutismVI2014VIfVIbi 6.5 48

158 TheIpowerIofImultivariateIquantitativeWtraitIlociIlinkageIanalysisIisIinfluencedIbyItheIcorrelationI
betweenIvariablesXIAmericandJournaldofdHumandGeneticsVI2002VIhaVIbfjjWgac 11 48

157 UsingIstructuralIequationImodellingItoIjointlyIestimateImaternalIandIfetalIeffectsIonIbirthweightIinI
theIUαIsiobankXIInternationaldJournaldofdEpidemiologyVI2018VIehVIbccjWbceb 7.8 47

156 WithinIfamilyIωendelianIrandomizationIstudiesXIHumandMoleculardGeneticsVI2019VIciVIRbhaWRbhj 5.6 47

155 NovelIpleiotropicIriskIlociIforImelanomaIandInevusIdensityIimplicateImultipleIbiologicalIpathwaysXI
NaturedCommunicationsVI2018VIjVIehhe 17.4 47

154 NovelIapproachIidentifiesISNPsIinISβtcrbaIandIαtNαjIwithIevidenceIforIparentWofWoriginIeffectIonI
bodyImassIindexXIPLoSdGeneticsVI2014VIbaVIebaaefai 6 45

153 ωetaWanalysisIofIcaIgenomeWwideIlinkageIstudiesIevidencedInewIregionsIlinkedItoIasthmaIandI
atopyXIEuropeandJournaldofdHumandGeneticsVI2010VIbiVIhaaWg 5.3 44
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152 ResolvingItheIeffectsIofImaternalIandIoffspringIgenotypeIonIdyadicIoutcomesIinIgenomeIwideI
complexItraitIanalysisIRLωWxtTrLSXIBehaviordGeneticsVI2014VIeeVIeefWff 3.2 43

151 rdultIheightIvariantsIaffectIbirthIlengthIandIgrowthIrateIinIchildrenXIHumandMoleculardGeneticsVI
2011VIcaVIeagjWhf 5.6 43

150 xenomeWwideIpredictionIofIchildhoodIasthmaIandIrelatedIphenotypesIinIaIlongitudinalIbirthI
cohortXIJournaldofdAllergydanddClinicaldImmunologyVI2012VIbdaVIfadWjXeh 11.5 41

149 rIcomprehensiveIevaluationIofIpotentialIlungIfunctionIassociatedIgenesIinItheISpiroωetaIgeneralI
populationIsampleXIPLoSdONEVI2011VIgVIebjdic 3.7 41

148 tirculatingISeleniumIandIProstateItancerIRiskkIrIωendelianIRandomizationIrnalysisXIJournaldofdthed
NationaldCancerdInstituteVI2018VIbbaVIbadfWbadi 9.7 39

147
UsingIωendelianIrandomizationItoIinvestigateIaIpossibleIcausalIrelationshipIbetweenIadiposityIandI
increasedIboneImineralIdensityIatIdifferentIskeletalIsitesIinIchildrenXIInternationaldJournaldofd
EpidemiologyVI2016VIefVIbfgaWbfhc

7.8 38

146 vlucidatingItheIroleIofImaternalIenvironmentalIexposuresIonIoffspringIhealthIandIdiseaseIusingI
twoWsampleIωendelianIrandomizationXIInternationaldJournaldofdEpidemiologyVI2019VIeiVIigbWihf 7.8 36

145 rreIobesityIriskIgenesIassociatedIwithIbingeIeatingIinIadolescencepXIObesityVI2015VIcdVIbhcjWdg 8 36

144 wormalisingIrecallIbyIgenotypeIasIanIefficientIapproachItoIdetailedIphenotypingIandIcausalI
inferenceXINaturedCommunicationsVI2018VIjVIhbb 17.4 35

143 vvaluationIofIsharedIgeneticIaetiologyIbetweenIosteoarthritisIandIboneImineralIdensityIidentifiesI
SωrudIasIaInovelIosteoarthritisIriskIlocusXIHumandMoleculardGeneticsVI2017VIcgVIdifaWdifi 5.6 34

142 ProspectsIandIpitfallsIinIwholeIgenomeIassociationIstudiesXIPhilosophicaldTransactionsdofdthedRoyald
SocietydB:dBiologicaldSciencesVI2005VIdgaVIbfijWjf 5.8 34

141 vpigenomeWwideIrssociationIofIuNrIωethylationIinIWholeIsloodIWithIsoneIωineralIuensityXI
JournaldofdBonedanddMineraldResearchVI2017VIdcVIbgeeWbgfa 6.3 33

140 xenomeWwideIassociationIstudyIidentifiesIeiIcommonIgeneticIvariantsIassociatedIwithIhandednessXI
NaturedHumandBehaviourVI2021VIfVIfjWha 12.8 33

139 WithinWfamilyIstudiesIforIωendelianIrandomizationkIavoidingIdynasticVIassortativeImatingVIandI
populationIstratificationIbiases 32

138 zdentificationIofINovelIβociIrssociatedIWithIyipIShapekIrIωetaWrnalysisIofIxenomewideI
rssociationIStudiesXIJournaldofdBonedanddMineraldResearchVI2019VIdeVIcebWcfb 6.3 32

137
rIgenomeWwideIassociationIstudyIforIcornealIcurvatureIidentifiesItheIplateletWderivedIgrowthI
factorIreceptorI˛–IgeneIasIaIquantitativeItraitIlocusIforIeyeIsizeIinIwhiteIvuropeansXIMoleculardVision
VI2013VIbjVIcedWfd

2.3 30

136 tommonIvariationIcontributesItoItheIgeneticIarchitectureIofIsocialIcommunicationItraitsXIMoleculard
AutismVI2013VIeVIde 6.5 29

135 xenomeWwideIassociationIstudyIforIradiographicIvertebralIfractureskIrIpotentialIroleIforItheIbgqceI
sωuIlocusXIBoneVI2014VIfjVIcaWch 4.7 29

(2014-2014)
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134
rssociationsIofIvitaminIuIpathwayIgenesIwithIcirculatingIcfWhydroxyvitaminWuVI
bVcfWdihydroxyvitaminWuVIandIprostateIcancerkIaInestedIcaseWcontrolIstudyXICancerdCausesdandd
ControlVI2015VIcgVIcafWcbi

2.8 28

133 rssumptionWfreeIestimationIofItheIgeneticIcontributionItoIrefractiveIerrorIacrossIchildhoodXI
MoleculardVisionVI2015VIcbVIgcbWdc 2.3 28

132 xenomeWwideIassociationIstudyIidentifiesInineInovelIlociIforIcukeuIfingerIratioVIaIputativeI
retrospectiveIbiomarkerIofItestosteroneIexposureIinIuteroXIHumandMoleculardGeneticsVI2018VIchVIcacfWcadi5.6 27

131 wractionIofIexhaledInitricIoxideIvaluesIinIchildhoodIareIassociatedIwithIbhqbbXcWqbcIandIbhqbcWqcbI
variantsXIJournaldofdAllergydanddClinicaldImmunologyVI2014VIbdeVIegWff 11.5 27

130 rIgenomeWwideIassociationIstudyItoIidentifyIgeneticIdeterminantsIofIatopyIinIsubjectsIfromItheI
UnitedIαingdomXIJournaldofdAllergydanddClinicaldImmunologyVI2011VIbchVIccdWdbVIcdbXebWd 11.5 26

129 xenomeWwideIassociationIstudyIofIextremeIhighIboneImasskItontributionIofIcommonIgeneticI
variationItoIextremeIsωuIphenotypesIandIpotentialInovelIsωuWassociatedIgenesXIBoneVI2018VIbbeVIgcWhb4.7 25

128 rIgenomeWwideIscanIforIvysenckianIpersonalityIdimensionsIinIadolescentItwinIsibshipskI
psychoticismVIextraversionVIneuroticismVIandIlieXIJournaldofdPersonalityVI2008VIhgVIbebfWeg 4.4 25

127 xenomeWwideIassociationkIaIpromisingIstartItoIaIlongIraceXITrendsdindGeneticsVI2006VIccVIdfaWe 8.5 25

126 xenotypeIpredictionIusingIaIdenseImapIofISNPsXIGeneticdEpidemiologyVI2004VIchVIdhfWie 2.6 25

125 ωajorIquantitativeItraitIlocusIforIeosinophilIcountIisIlocatedIonIchromosomeIcqXIJournaldofdAllergyd
anddClinicaldImmunologyVI2004VIbbeVIicgWda 11.5 25

124 rIgenomeWwideIassociationImetaWanalysisIofIdiarrhoealIdiseaseIinIyoungIchildrenIidentifiesIwUTcI
locusIandIprovidesIplausibleIbiologicalIpathwaysXIHumandMoleculardGeneticsVI2016VIcfVIebchWebec 5.6 24

123 xeneticIvariationIinIprostateWspecificIantigenWdetectedIprostateIcancerIandItheIeffectIofIcontrolI
selectionIonIgeneticIassociationIstudiesXICancerdEpidemiologydBiomarkersdanddPreventionVI2014VIcdVIbdfgWbdgf4 24

122 xeneticIinfluencesIonItrajectoriesIofIsystolicIbloodIpressureIacrossIchildhoodIandIadolescenceXI
Circulation:dCardiovasculardGeneticsVI2013VIgVIgaiWbe 24

121
uoesIboneIresorptionIstimulateIperiostealIexpansionpIrIcrossWsectionalIanalysisIofI
˛†WtWtelopeptidesIofItypeIzIcollagenIRtTXSVIgeneticImarkersIofItheIRrNαβIpathwayVIandIperiostealI
circumferenceIasImeasuredIbyIpQtTXIJournaldofdBonedanddMineraldResearchVI2014VIcjVIbabfWce

6.3 23

120 ToIwhatIextentIdoIscansIofInonWsynonymousISNPsIcomplementIdenserIgenomeWwideIassociationI
studiespXIEuropeandJournaldofdHumandGeneticsVI2008VIbgVIhbiWcd 5.3 23

119 xeneticIvariantsIinIadultIboneImineralIdensityIandIfractureIriskIgenesIareIassociatedIwithItheIrateI
ofIboneImineralIdensityIacquisitionIinIadolescenceXIHumandMoleculardGeneticsVI2015VIceVIebfiWgg 5.6 22

118 yeritabilityIandIxenomeWWideIrssociationIrnalysesIofISleepIuurationIinIthildrenkITheIvrxβvI
tonsortiumXISleepVI2016VIdjVIbifjWbigj 1.1 22

117 xeneticallyIindistinguishableISNPsIandItheirIinfluenceIonIinferringItheIlocationIofI
diseaseWassociatedIvariantsXIGenomedResearchVI2005VIbfVIbfadWba 9.7 22
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116 vxomeWwideIstudyIofIankylosingIspondylitisIdemonstratesIadditionalIsharedIgeneticIbackgroundI
withIinflammatoryIbowelIdiseaseXINpjdGenomicdMedicineVI2016VIbVIbgaai 6.2 21

115 xenomeWwideIassociationIstudyIforIrefractiveIastigmatismIrevealsIgeneticIcoWdeterminationIwithI
sphericalIequivalentIrefractiveIerrorkItheItRvrωIconsortiumXIHumandGeneticsVI2015VIbdeVIbdbWeg 6.3 20

114 zntegrativeIpathwayIgenomicsIofIlungIfunctionIandIairflowIobstructionXIHumandMoleculardGeneticsVI
2015VIceVIgidgWei 5.6 20

113 toordinatedIgeneticIscalingIofItheIhumanIeyekIsharedIdeterminationIofIaxialIeyeIlengthIandI
cornealIcurvatureI2013VIfeVIbhbfWcb 20

112 TheIvffectIofIPlasmaIβipidsIandIβipidWβoweringIznterventionsIonIsoneIωineralIuensitykIrIωendelianI
RandomizationIStudyXIJournaldofdBonedanddMineraldResearchVI2020VIdfVIbcceWbcdf 6.3 19

111
UsingIgeneticIproxiesIforIlifecourseIsunIexposureItoIassessItheIcausalIrelationshipIofIsunIexposureI
withIcirculatingIvitaminIdIandIprostateIcancerIriskXICancerdEpidemiologydBiomarkersdanddPreventionVI
2013VIccVIfjhWgag

4 19

110 xeneticIvariationIassociatedIwithIdifferentialIeducationalIattainmentIinIadultsIhasIanticipatedI
associationsIwithIschoolIperformanceIinIchildrenXIPLoSdONEVI2014VIjVIebaacei 3.7 19

109 xenomeWwideIassociationIstudyIofIbloodIleadIshowsImultipleIassociationsInearIrβruXIHumand
MoleculardGeneticsVI2015VIceVIdihbWj 5.6 18

108 xenomeWwideIassociationIstudyIidentifiesIfourIlociIassociatedIwithIeruptionIofIpermanentIteethXI
PLoSdGeneticsVI2011VIhVIebaacchf 6 18

107 tolliderIScopekIWhenIselectionIbiasIcanIsubstantiallyIinfluenceIobservedIassociations 18

106
UsingIaItwoWsampleIωendelianIrandomizationIdesignItoIinvestigateIaIpossibleIcausalIeffectIofI
maternalIlipidIconcentrationsIonIoffspringIbirthIweightXIInternationaldJournaldofdEpidemiologyVI2019
VIeiVIbefhWbegh

7.8 17

105 zsIthereIaIhigherIgeneticIloadIofIsusceptibilityIlociIinIfamilialIankylosingIspondylitispXIArthritisdCared
anddResearchVI2012VIgeVIhiaWe 4.7 17

104 rssociationIstudyIofIcfItypeIcIdiabetesIrelatedIβociIwithImeasuresIofIobesityIinIzndianIsibIpairsXI
PLoSdONEVI2013VIiVIefdjee 3.7 17

103 ωultivariateIQTβIlinkageIanalysisIsuggestsIaIQTβIforIplateletIcountIonIchromosomeIbjqXIEuropeand
JournaldofdHumandGeneticsVI2004VIbcVIidfWec 5.3 17

102 ruthorIresponsekITheIωRWsaseIplatformIsupportsIsystematicIcausalIinferenceIacrossItheIhumanI
phenomeI2018VI 17

101 xenomicIinfluencesIonIalcoholIproblemsIinIaIpopulationWbasedIsampleIofIyoungIadultsXIAddictionVI
2015VIbbaVIegbWha 4.6 16

100 uevelopmentIofIaIpolygenicIriskIscoreItoIimproveIscreeningIforIfractureIriskkIrIgeneticIriskI
predictionIstudyXIPLoSdMedicineVI2020VIbhVIebaadbfc 11.6 16

99
TheIrTXNbIandITRzωdbIgenesIareIrelatedItoIintelligenceIinIanIruyuIbackgroundkIevidenceIfromIaI
largeIcollaborativeIstudyItotalingIeVjgdIsubjectsXIAmericandJournaldofdMedicaldGeneticsdPartdB:d
NeuropsychiatricdGeneticsVI2011VIbfgVIbefWfh

3.5 16

(2011-2016)
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98 xenomeWwideIassociationIstudyIforIradiographicIvertebralIfractureskIaIpotentialIroleIforItheIbgqceI
sωuIlocusXIBoneVI2014VIfjVIcaWh 4.7 16

97 uevelopmentalIthangesIWithinItheIxeneticIrrchitectureIofISocialItommunicationIsehaviorkIrI
ωultivariateIStudyIofIxeneticIVarianceIinIUnrelatedIzndividualsXIBiologicaldPsychiatryVI2018VIidVIfjiWgag 7.9 15

96 rreIserumIconcentrationsIofIvitaminIsWbcIcausallyIrelatedItoIcardiometabolicIriskIfactorsIandI
diseasepIrIωendelianIrandomizationIstudyXIAmericandJournaldofdClinicaldNutritionVI2018VIbaiVIdjiWeae 7 15

95 xenomeWwideIsurveyIofIparentWofWoriginIeffectsIonIuNrImethylationIidentifiesIcandidateIimprintedI
lociIinIhumansXIHumandMoleculardGeneticsVI2018VIchVIcjchWcjdj 5.6 15

94 ωolecularIandIpopulationIanalysisIofInaturalIselectionIonItheIhumanIhaptoglobinIduplicationXI
AnnalsdofdHumandGeneticsVI2012VIhgVIdfcWgc 2.2 15

93 rssociationIofIworcedIVitalItapacityIwithItheIuevelopmentalIxeneINtORcXIPLoSdONEVI2016VIbbVIeabehdii3.7 15

92 talculatingIPowerItoIuetectIωaternalIandIOffspringIxeneticIvffectsIinIxeneticIrssociationIStudiesXI
BehaviordGeneticsVI2019VIejVIdchWddj 3.2 15

91 tommonIxeneticIVariantsIznfluenceIWhorlsIin´ wingerprintIPatternsXIJournaldofdInvestigatived
DermatologyVI2016VIbdgVIifjWigc 4.3 14

90 TheISmallIzndexIPropertyIforIwreeIxroupsIandIRelativelyIwreeIxroupsXIJournaldofdthedLondond
MathematicaldSocietyVI1997VIffVIdgdWdgj 0.7 14

89 rIsimulationIstudyIconcerningItheIeffectIofIvaryingItheIresidualIphenotypicIcorrelationIonItheI
powerIofIbivariateIquantitativeItraitIlociIlinkageIanalysisXIBehaviordGeneticsVI2004VIdeVIbdfWeb 3.2 14

88 ωendelianIrandomizationIstudyIofImaternalIinfluencesIonIbirthweightIandIfutureIcardiometabolicI
riskIinItheIyUNTIcohortXINaturedCommunicationsVI2020VIbbVIfeae 17.4 14

87 WithinWsibshipIxWrSIimproveIestimatesIofIdirectIgeneticIeffects 14

86 wollowWupIofIpotentialInovelIxravesQIdiseaseIsusceptibilityIlociVIidentifiedIinItheIUαIWTtttI
genomeWwideInonsynonymousISNPIstudyXIEuropeandJournaldofdHumandGeneticsVI2010VIbiVIbacbWg 5.3 13

85 OsteocyteItranscriptomeImappingIidentifiesIaImolecularIlandscapeIcontrollingIskeletalI
homeostasisIandIsusceptibilityItoIskeletalIdiseaseXINaturedCommunicationsVI2021VIbcVIceee 17.4 12

84 SupersimpleIˇ�WcategoricalIgroupsIandItheoriesXIJournaldofdSymbolicdLogicVI2000VIgfVIhghWhhg 0.4 11

83 ProjectiveIPlanesIinIrlgebraicallyItlosedIwieldsXIProceedingsdofdthedLondondMathematicaldSocietyVI
1991VIsdWgcVIbWce 1.2 11

82 xenomeWwideIassociationIstudyIinIalmostIbjfVaaaIindividualsIidentifiesIfaIpreviouslyIunidentifiedI
geneticIlociIforIeyeIcolorXISciencedAdvancesVI2021VIhVI 14.3 11

81 UseIofIωendelianIRandomizationItoIvxamineItausalIznferenceIinIOsteoporosisXIFrontiersdind
EndocrinologyVI2019VIbaVIiah 5.7 10
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80 xeneticIdeterminantsIofIglucoseIlevelsIinIpregnancykIgeneticIriskIscoresIanalysisIandIxWrSIinItheI
NorwegianISTORαIcohortXIEuropeandJournaldofdEndocrinologyVI2018VIbhjVIdgdWdhc 6.5 10

79 unmtdaWmutatedIclonalIhematopoiesisIpromotesIosteoporosisXIJournaldofdExperimentaldMedicineVI
2021VIcbiVI 16.6 9

78
ωetabolomicsIanalysisIinIadultsIwithIhighIboneImassIidentifiesIaIrelationshipIbetweenIboneI
resorptionIandIcirculatingIcitrateIwhichIreplicatesIinItheIgeneralIpopulationXIClinicaldEndocrinologyVI
2020VIjcVIcjWdh

3.4 9

77 zntegratingIwamilyWsasedIandIωendelianIRandomizationIuesignsXIColddSpringdHarbordPerspectivesdind
MedicineVI2021VIbbVI 5.4 9

76 SingleINucleotideIPolymorphismsIrssociatedIwithIReadingIrbilityIShowItonnectionItoI
SocioWvconomicIOutcomesXIBehaviordGeneticsVI2017VIehVIegjWehj 3.2 8

75 rssessingItheIRoleIofIuNrIωethylationWuerivedINeutrophilWtoWβymphocyteIRatioIinIRheumatoidI
rrthritisXIJournaldofdImmunologydResearchVI2018VIcabiVIcgcejib 4.5 8

74 yeritabilityIandIgenomeWwideIanalysesIofIproblematicIpeerIrelationshipsIduringIchildhoodIandI
adolescenceXIHumandGeneticsVI2015VIbdeVIfdjWfb 6.3 7

73 SUsORszTSIzNIzNwzNzTvIPRzωzTzVvIPvRωUTrTzONIxROUPSXIBulletindofdthedLondondMathematicald
SocietyVI2001VIddVIfidWfja 0.9 7

72
rIcautionaryInoteIonIusingIωendelianIrandomizationItoIexamineItheIsarkerIhypothesisIandI
uevelopmentalIOriginsIofIyealthIandIuiseaseIRuOyauSXIJournaldofdDevelopmentaldOriginsdofdHealthd
anddDiseaseVI2021VIbcVIgiiWgjd

2.4 7

71 ωachineIβearningItoIPredictIOsteoporoticIwractureIRiskIfromIxenotypes 7

70 vxploringItheIgeneticIrelationshipIbetweenIhearingIimpairmentIandIrlzheimerQsIdiseaseXI
AlzheimerksdanddDementia:dDiagnosispdAssessmentdanddDiseasedMonitoringVI2020VIbcVIebcbai 5.2 7

69 vxploringItheIroleIofIgeneticIconfoundingIinItheIassociationIbetweenImaternalIandIoffspringIbodyI
massIindexkIevidenceIfromIthreeIbirthIcohortsXIInternationaldJournaldofdEpidemiologyVI2020VIejVIcddWced 7.8 7

68 PolygenicIpredictionIofIeducationalIattainmentIwithinIandIbetweenIfamiliesIfromIgenomeWwideI
associationIanalysesIinIdImillionIindividualsXXINaturedGeneticsVI2022VI 36.3 7

67 RoleIofIaImedicalIstudentkIpatientIperspectivesXIClinicaldTeacherVI2017VIbeVIcieWcii 1.1 6

66
ωaternalIandIpaternalIeffectsIonIoffspringIinternalizingIproblemskIResultsIfromIgeneticIandI
familyWbasedIanalysesXIAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsVI2020VI
bidVIcfiWcgh

3.5 6

65 rugmentationImodulesIforIaffineIgroupsXIMathematicaldProceedingsdofdthedCambridgedPhilosophicald
SocietyVI2001VIbdaVIcihWcje 0.7 6

64 vstimatingIindirectIparentalIgeneticIeffectsIonIoffspringIphenotypesIusingIvirtualIparentalI
genotypesIderivedIfromIsiblingIandIhalfIsiblingIpairsXIPLoSdGeneticsVI2020VIbgVIebaajbfe 6 6

63 xenomeWwideIassociationIstudyIofIcirculatingIinterleukinIgIlevelsIidentifiesInovelIlociXIHumand
MoleculardGeneticsVI2021VIdaVIdjdWeaj 5.6 6

(2021-2018)
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62 ωytWuependentIωateISelectionIwithinIihcISpousalIPairsIofIvuropeanIrncestryIfromItheIyealthI
andIRetirementIStudyXIGenesVI2018VIjVI 4.2 6

61 WithinWsibshipIgenomeWwideIassociationIanalysesIdecreaseIbiasIinIestimatesIofIdirectIgeneticI
effectsXXINaturedGeneticsVI2022VIfeVIfibWfjc 36.3 6

60 PartitioningIPhenotypicIVarianceIuueItoIParentWofWOriginIvffectsIUsingIxenomicIRelatednessI
ωatricesXIBehaviordGeneticsVI2018VIeiVIghWhj 3.2 5

59 TheIassociationIbetweenIprimaryItoothIemergenceIandIanthropometricImeasuresIinIyoungIadultskI
findingsIfromIaIlargeIprospectiveIcohortIstudyXIPLoSdONEVI2014VIjVIejgdff 3.7 5

58 rmpleIuividingXIJournaldofdSymbolicdLogicVI2003VIgiVIbdifWbeac 0.4 5

57 uevelopmentalIxeneticsIofIRedItellIzndicesIuuringIPubertykIrIβongitudinalITwinIStudyXI
InternationaldJournaldofdHumandGeneticsVI2001VIbVIebWfd 1 5

56 zncorporatingIαnownIxeneticIVariantsIuoesINotIzmproveItheIrccuracyIofIPSrITestingItoIzdentifyI
yighIRiskIProstateItancerIonIsiopsyXIPLoSdONEVI2015VIbaVIeabdghdf 3.7 5

55 TheIcaseIforIgenomeWwideIassociationIstudiesIofIboneIacquisitionIinIpaediatricIandIadolescentI
populationsXIBoneKEydReportsVI2016VIfVIhjg 5

54 zntroducingIωWxtTrIaISoftwareIPackageItoIvstimateIωaternalIRorIPaternalSIxeneticIvffectsIonI
OffspringIPhenotypesXIBehaviordGeneticsVI2020VIfaVIfbWgg 3.2 5

53 rIωetabolicIScreenIinIrdolescentsIRevealsIanIrssociationIsetweenItirculatingItitrateIandItorticalI
soneIωineralIuensityXIJournaldofdBonedanddMineraldResearchVI2019VIdeVIbdagWbdbd 6.3 4

52 vlucidatingItheIgeneticsIofIcraniofacialIshapeXINaturedGeneticsVI2018VIfaVIdbjWdcb 36.3 4

51 yrPRrPkIaIhaplotypeWbasedIiterativeImethodIforIstatisticalIfineImappingIusingIxWrSIsummaryI
statisticsXIBioinformaticsVI2017VIddVIhjWig 7.2 4

50 TrivialIStableIStructuresIwithINonWTrivialIReductsXIJournaldofdthedLondondMathematicaldSocietyVI2005
VIhcVIdfbWdgd 0.7 4

49 rIxenomeIScanIforIvyeItolorIinIfacITwinIwamilieskIωostIVariationIisIdueItoIaIQTβIonIthromosomeIbfq 4

48 zmprintedIlociImayIbeImoreIwidespreadIinIhumansIthanIpreviouslyIappreciatedIandIenableIlimitedI
assignmentIofIparentalIallelicItransmissionsIinIunrelatedIindividuals 4

47 vstimatingIindirectIparentalIgeneticIeffectsIonIoffspringIphenotypesIusingIvirtualIparentalI
genotypesIderivedIfromIsiblingIandIhalfIsiblingIpairs 4

46 uirectIandIindirectIeffectsIofImaternalVIpaternalVIandIoffspringIgenotypeskITrioWxtTr 4

45 uirectIandIzndirectIvffectsIofIωaternalVIPaternalVIandIOffspringIxenotypeskITrioWxtTrXIBehaviord
GeneticsVI2021VIfbVIbfeWbgb 3.2 4
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44 TheIgeneticIbasisIofIspondyloarthritiskISPrRTrNYzxrSIcaajXIJournaldofdRheumatologyVI2010VIdhVIcgcgWdb4.1 3

43 slockItransitiveISteinerIsystemsIwithImoreIthanIoneIpointIorbitXIJournaldofdCombinatorialdDesignsVI
2004VIbcVIefjWegf 0.6 3

42 uoItheIxeneticIorIvnvironmentalIueterminantsIofIrnxietyIandIuepressionIthangeIwithIrgepIrI
βongitudinalIStudyIofIrustralianITwins 3

41 OsteocyteITranscriptomeIωappingIzdentifiesIaIωolecularIβandscapeItontrollingISkeletalI
yomeostasisIandISusceptibilityItoISkeletalIuisease 3

40 rnIrtlasIofIyumanIandIωurineIxeneticIznfluencesIonIOsteoporosis 3

39 TheIeffectIofIplasmaIlipidsIandIlipidIloweringIinterventionsIonIboneImineralIdensitykIaIωendelianI
randomizationIstudy 3

38 vxpansionsIofIfieldsIbyIangularIfunctionsXIJournaldofdthedInstitutedofdMathematicsdofdJussieuVI2008VIhVIhdfWhfa0.6 2

37 OnItheInumberIofIorbitsIofIaIgroupIinItwoIpermutationIactionsXIArchivdDerdMathematikVI1993VIgaVIecaWece0.4 2

36 βimbIdevelopmentIgenesIunderlieIvariationIinIhumanIfingerprintIpatternsXXICellVI2022VIbifVIjfWbbcXebi 56.2 2

35 xenomeWwideIassociationIstudyItoIidentifyIcommonIvariantsIassociatedIwithIbrachialI
circumferencekIaImetaWanalysisIofIbeIcohortsXIPLoSdONEVI2012VIhVIedbdgj 3.7 2

34 βuIyubkIaIcentralizedIdatabaseIandIwebIinterfaceItoIperformIβuIscoreIregressionIthatImaximizesI
theIpotentialIofIsummaryIlevelIxWrSIdataIforISNPIheritabilityIandIgeneticIcorrelationIanalysis 2

33 tausalIanalysesVIstatisticalIefficiencyIandIphenotypicIprecisionIthroughIRecallWbyWxenotypeIstudyIdesign 2

32
TheIrugmentedItlassicalITwinIuesignkIzncorporatingIxenomeWWideIzdentityIbyIuescentISharingI
zntoITwinIStudiesIinIOrderItoIωodelIViolationsIofItheIvqualIvnvironmentsIrssumptionXIBehaviord
GeneticsVI2021VIfbVIccdWcdg

3.2 2

31 rntibodyIresponseItoIcommonIhumanIvirusesIisIshapedIbyIgeneticIfactorsXIJournaldofdAllergydandd
ClinicaldImmunologyVI2019VIbedVIbgeaWbged 11.5 1

30 xeneWxeneIznteractionIandIvpistasisI2011VIbjhWcbd 1

29 TheIgeometryIofIyrushovskiIconstructionsVIzzXITheIstronglyIminimalIcaseXIJournaldofdSymbolicdLogicVI
2012VIhhVIddhWdej 0.4 1

28 znvestigatingIaIPotentialItausalIRelationshipIsetweenIωaternalIsloodIPressureIuuringIPregnancyI
andIwutureIOffspringItardiometabolicIyealthXIHypertensionVI2022VIhjVIbhaWbhh 8.5 1

27 tirculatingIseleniumIandIprostateIcancerIriskkIaIωendelianIrandomizationIanalysis 1

(-2010)
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