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Rare and low-frequency coding variants alter human adult height. Nature, 2017, 542, 186-190.

The genetics of blood pressure regulation and its target organs from association studies in 342,415 914 362
individuals. Nature Genetics, 2016, 48, 1171-1184. )

The trans-ancestral genomic architecture of glycemic traits. Nature Genetics, 2021, 53, 840-860.

The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale 35 331
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. )

Trans-ancestry meta-analyses identify rare and common variants associated with blood pressure and
hypertension. Nature Genetics, 2016, 48, 1151-1161.

Exome sequencing of 20,79 1Acases of type 2 diabetes and 24,440Acontrols. Nature, 2019, 570, 71-76. 27.8 248

Genome-wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies novel loci
for obesity traits. Nature Communications, 2017, 8, 14977.

Genome-wide physical activity interactions in adiposity 4€- A meta-analysis of 200,452 adults. PLoS a5 158
Genetics, 2017, 13, e1006528. :

Discovery of rare variants associated with blood pressure regulation through meta-analysis of 1.3
million individuals. Nature Genetics, 2020, 52, 1314-1332.

A principal component meta-analysis on multiple anthropometric traits identifies novel loci for body

shape. Nature Communications, 2016, 7, 13357. 12.8 74

Genome-wide association studies of metabolites in Finnish men identify disease-relevant loci. Nature
Communications, 2022, 13, 1644.

Determinants of penetrance and variable expressivity in monogenic metabolic conditions across 77,184

exomes. Nature Communications, 2021, 12, 3505. 12.8 49

Hydroa vacciniforme&€“like lymphoproliferative disorder: an EBV disease with a low risk of systemic
illness in whites. Blood, 2019, 133, 2753-2764.

Sequence data and association statistics from 12,940 type 2 diabetes cases and controls. Scientific 5.3 31
Data, 2017, 4, 170179. :

Rare coding variants in 35 genes associate with circulating lipid levelsd€”A multi-ancestry analysis of

170,000 exomes. American Journal of Human Genetics, 2022, 109, 81-96.

Single-cell transcriptomics from human pancreatic islets: sample preparation matters. Biology 59 15
Methods and Protocols, 2019, 4, bpz019. ’



