
Ali Masoudi-Nejad

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx749646yxaliumasoudiunejadupublicationsubyuyearvpdf

Version:g2y24uy4u23g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

129
papers

2,507
citations

28
h-index

45
g-index

143
ext. papers

3,119
ext. citations

4.4
avg, IF

5.56
L-index



j Paper IF Citations

129 ReYwiringLandLgeneLexpressionLchangesLofLsubdgbefZcLandLsTPdtcLplayLcomplexLrolesLinL
earlyYtoYlateLbreastLcancerLprogressionZZLBMChGenomichDataXL2022XLdeXLh 0 0

128 αnsightLintoLgeneLregulatoryLnetworksLinvolvedLinLsesameLTSesamumLindicumLLZULdroughtLresponseZL
BiologiahrPolandsXL2022XLiiXLccjc 1.5 1

127 mRNsYmiRNsLbipartiteLnetworksLreconstructionLinLdifferentLtissuesLofLbladderLcancerLbasedLonL
geneLcoYexpressionLnetworkLanalysisZZLScientifichReportsXL2022XLcdXLgjjg 4.9 0

126 PanYcancerLanalysisLofLbiologicalLeventsLonLcellLcycleLinstabilityLinLgastrointestinalLcancersLwithL
integrativeLscoringLmethodZZLGenomicsXL2021XLccfXLdgeYdhg 4.3 0

125 αdentificationLofLcommonLmicroRNsLbetweenLuOPvLandLnonYsmallLcellLlungLcancerLthroughL
pathwayLenrichmentLanalysisZLBMChGenomichDataXL2021XLddXLfc 0 6

124 sLmultimodalLdeepLlearningYbasedLdrugLrepurposingLapproachLforLtreatmentLofLuOVαvYckZL
MolecularhDiversityXL2021XLdgXLciciYcieb 3.1 13

123 veepLLearningLinLvrugLTargetLαnteractionLPredictionlLuurrentLandLxutureLPerspectivesZLCurrenth
MedicinalhChemistryXL2021XLdjXLdcbbYdcce 4.3 11

122 StructureYbasedLdrugLrepurposingLagainstLuOVαvYckLandLemergingLinfectiousLdiseaseslLmethodsXL
resourcesLandLdiscoveriesZLBriefingshinhBioinformaticsXL2021XLddXL 13.4 2

121 vNsLmethylationLassociationLwithLstageLprogressionLofLheadLandLneckLsquamousLcellLcarcinomaZL
ComputershinhBiologyhandhMedicineXL2021XLcefXLcbffie 7 2

120 NodesLwithLtheLhighestLcontrolLpowerLplayLanLimportantLroleLatLtheLfinalLlevelLofLcooperationLinL
directedLnetworksZLScientifichReportsXL2021XLccXLcehhj 4.9 1

119
RevealingLtranscriptionalLandLpostYtranscriptionalLregulatoryLmechanismsLofL˛‡YglutamylLtransferaseL
andLkeratinLisoformsLasLnovelLcooperativeLbiomarkersLinLlowYgradeLgliomaLandLglioblastomaL
multiformeZLGenomicsXL2021XLcceXLdhdeYdhee

4.3 0

118 vistinguishingLdruganonYdrugYlikeLsmallLmoleculesLinLdrugLdiscoveryLusingLdeepLbeliefLnetworkZL
MolecularhDiversityXL2021XLdgXLjdiYjej 3.1 5

117 sLmachineLlearningLmethodLbasedLonLtheLgeneticLandLworldLcompetitiveLcontestsLalgorithmsLforL
selectingLgenesLorLfeaturesLinLbiologicalLapplicationsZLScientifichReportsXL2021XLccXLeefk 4.9 4

116 αnLsilicoLdesignLofLnovelLaptamersLutilizingLaLhybridLmethodLofLmachineLlearningLandLgeneticL
algorithmZLMolecularhDiversityXL2021XLdgXLcekgYcfbi 3.1 4

115 zighYthroughputLanalysisLofLtheLinteractionsLbetweenLviralLproteinsLandLhostLcellLRNssZLComputersh
inhBiologyhandhMedicineXL2021XLcegXLcbfhcc 7 4

114 sLpropagationYbasedLseedYcentricLlocalLcommunityLdetectionLforLmultilayerLenvironmentlLTheLcaseL
studyLofLcolonLadenocarcinomaZLPLoShONEXL2021XLchXLebdggicj 3.7 0

113
sutomatedLPlantLSpeciesLαdentificationLUsingLLeafLShapeYtasedLulassificationLTechniqueslLsLuaseL
StudyLonLαranianLMaplesZLIranianhJournalhofhSciencehandhTechnologyhwhTransactionshofhElectricalh
EngineeringXL2021XLfgXLcbgcYcbhc

1.9 0
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112 veepuvslLdeepLcrossYdomainLcompoundYproteinLaffinityLpredictionLthroughLLSTMLandL
convolutionalLneuralLnetworksZLBioinformaticsXL2020XLehXLfheeYfhfd 7.2 29

111 mRNsLandLmicroRNsLselectionLforLbreastLcancerLmolecularLsubtypeLstratificationLusingL
metaYheuristicLbasedLalgorithmsZLGenomicsXL2020XLccdXLedbiYedci 4.3 10

110 αdentificationLofLKeyLuomponentsLinLuolonLsdenocarcinomaLUsingLTranscriptomeLtoLαnteractomeL
MultilayerLxrameworkZLScientifichReportsXL2020XLcbXLfkkc 4.9 4

109 yenomeYscaleLexplorationLofLtranscriptionalLregulationLinLtheLnisinLZLproducerLLactococcusLlactisL
subspZLlactisLαOYcZLScientifichReportsXL2020XLcbXLeiji 4.9 4

108 snLefficientLhybridLfeatureLselectionLmethodLtoLidentifyLpotentialLbiomarkersLinLcommonLchronicL
lungLinflammatoryLdiseasesZLGenomicsXL2020XLccdXLedjfYedke 4.3 7

107 RPαNtsSwlLsnLonlineLtoolboxLtoLextractLfeaturesLforLpredictingLRNsYproteinLinteractionsZLGenomicsXL
2020XLccdXLdhdeYdhed 4.3 8

106 αdentificationLofLbiomarkersLinLcommonLchronicLlungLdiseasesLbyLcoYexpressionLnetworksLandL
drugYtargetLinteractionsLanalysisZLMolecularhMedicineXL2020XLdhXLk 6.2 17

105 TargetLcontrollabilityLwithLminimalLmediatorsLinLcomplexLbiologicalLnetworksZLGenomicsXL2020XLccdXLfkejYfkff4.3 4

104 sppropriateLtimeLtoLapplyLcontrolLinputLtoLcomplexLdynamicalLsystemsZLScientifichReportsXL2020XLcbXLddbeg4.9 1

103
αntroducingLaLpanelLforLearlyLdetectionLofLlungLadenocarcinomaLbyLusingLdataLintegrationLofL
genomicsXLepigenomicsXLtranscriptomicsLandLproteomicsZLExperimentalhandhMolecularhPathologyXL
2020XLccdXLcbfehb

4.4 8

102 SyntheticLrepurposingLofLdrugsLagainstLhypertensionlLaLdataminingLmethodLbasedLonLassociationL
rulesLandLaLnovelLdiscreteLalgorithmZLBMChBioinformaticsXL2020XLdcXLece 3.6 6

101 vrugLdatabasesLandLtheirLcontributionsLtoLdrugLrepurposingZLGenomicsXL2020XLccdXLcbjiYcbkg 4.3 38

100 sctiveLrepurposingLofLdrugLcandidatesLforLmelanomaLbasedLonLyWsSXLPheWsSLandLaLwideLrangeLofL
omicsLdataZLMolecularhMedicineXL2019XLdgXLeb 6.2 7

99 vetectionLofLnovelLbiomarkersLforLearlyLdetectionLofLNonYMuscleYαnvasiveLtladderLuancerLusingL
uompetingLwndogenousLRNsLnetworkLanalysisZLScientifichReportsXL2019XLkXLjfef 4.9 24

98 SystematicLanalysisLofLgenesLandLdiseasesLusingLPheWsSYsssociatedLnetworksZLComputershinh
BiologyhandhMedicineXL2019XLcbkXLeccYedc 7 5

97 vrugRWlLsLcomprehensiveLrelationalLdatabaseLforLdrugLrepurposingXLcombinationLtherapyXLandL
replacementLtherapyZLComputershinhBiologyhandhMedicineXL2019XLcbkXLdgfYdhd 7 21

96 xeatureSelectlLaLsoftwareLforLfeatureLselectionLbasedLonLmachineLlearningLapproachesZLBMCh
BioinformaticsXL2019XLdbXLcib 3.6 44

95 NetworkYbasedLexpressionLanalysesLandLexperimentalLvalidationsLrevealedLhighLcoYexpressionL
betweenLYapcLandLstemLcellLmarkersLcomparedLtoLdifferentiatedLcellsZLGenomicsXL2019XLcccXLjecYjek 4.3 5

(2019-2020)
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94 vifferentialLnetworkLanalysisLandLproteinYproteinLinteractionLstudyLrevealsLactiveLproteinLmodulesL
inLglucocorticoidLresistanceLforLinfantLacuteLlymphoblasticLleukemiaZLMolecularhMedicineXL2019XLdgXLeh 6.2 7

93 yenomeYwideLvNsLmethylationLprofilingLinLectopicLandLeutopicLofLendometrialLtissuesZLJournalhofh
AssistedhReproductionhandhGeneticsXL2019XLehXLcifeYcigd 3.4 6

92 TraderLasLaLnewLoptimizationLalgorithmLpredictsLdrugYtargetLinteractionsLefficientlyZLScientifich
ReportsXL2019XLkXLkefj 4.9 27

91 viseaseLglobalLbehaviorlLsLsystematicLstudyLofLtheLhumanLinteractomeLnetworkLrevealsLconservedL
topologicalLfeaturesLamongLcategoriesLofLdiseasesZLInformaticshinhMedicinehUnlockedXL2019XLciXLcbbdfk 5.3 5

90 veepLTransferableLuompoundLRepresentationLacrossLvomainsLandLTasksLforLLowLvataLvrugL
viscoveryZLJournalhofhChemicalhInformationhandhModelingXL2019XLgkXLfgdjYfgek 6.1 13

89 uatbNetlLsLMultiLNetworkLsnalyzerLforLuomparingLandLsnalyzingLtheLTopologyLofLtiologicalL
NetworksZLCurrenthGenomicsXL2019XLdbXLhkYig 2.6 1

88 NovelLputativeLdrugsLandLkeyLinitiatingLgenesLforLneurodegenerativeLdiseaseLdeterminedLusingL
networkYbasedLgeneticLintegrativeLanalysisZLJournalhofhCellularhBiochemistryXL2019XLcdbXLgfgkYgfic 4.7 3

87 yPSlLαdentificationLofLdiseaseLgenesLbyLrankLaggregationLofLmultiYgenomicLscoringLschemesZL
GenomicsXL2019XLcccXLhcdYhcj 4.3 5

86 LncRNsLandLmRNsLintegrationLnetworkLreconstructionLrevealsLnovelLkeyLregulatorsLinLesophagealL
squamousYcellLcarcinomaZLGenomicsXL2019XLcccXLihYjk 4.3 20

85 uomparisonLofLgeneLcoYexpressionLnetworksLinLPseudomonasLaeruginosaLandLStaphylococcusL
aureusLrevealsLconservationLinLsomeLaspectsLofLvirulenceZLGeneXL2018XLhekXLcYcb 3.8 7

84 uattleLinfectionLresponseLnetworkLandLitsLfunctionalLmodulesZLBMChImmunologyXL2018XLckXLd 3.7 3

83 SusNYToolboxlLStructuralLuOtRsLsddYoNLTSusNULforLsnalysingLLargeLMetabolicLNetworksZLCurrenth
BioinformaticsXL2018XLceXLcbbYcbi 4.7 1

82 TheLimportanceLofL˛–YuTLandLSaltLbridgesLinLtheLxormationLofLαnsulinLandLitsLReceptorLuomplexLbyL
uomputationalLSimulationZLIranianhJournalhofhPharmaceuticalhResearchXL2018XLciXLheYif 1.1 1

81 SequenceYbasedLgYmersLhighlyLcorrelatedLtoLepigeneticLmodificationsLinLgenesLinteractionsZLGenesh
andhGenomicsXL2018XLfbXLceheYceic 2.1 1

80 ReconstructionLofLtheLgenomeYscaleLcoYexpressionLnetworkLforLtheLzippoLsignalingLpathwayLinL
colorectalLcancerZLComputershinhBiologyhandhMedicineXL2018XLkkXLihYjf 7 5

79
SystemsLbiologyLstudyLofLtranscriptionalLandLpostYtranscriptionalLcoYregulatoryLnetworkLshedsLlightL
onLkeyLregulatorsLinvolvedLinLimportantLbiologicalLprocessesLinZLPhysiologyhandhMolecularhBiologyhofh
PlantsXL2017XLdeXLeecYefd

2.8 3

78 uandidateLnovelLlongLnoncodingLRNssXLMicroRNssLandLputativeLdrugsLforLParkinsonSsLdiseaseLusingL
aLrobustLandLefficientLgenomeYwideLassociationLstudyZLGenomicsXL2017XLcbkXLcgjYchf 4.3 16

77 PredictingLbrainLnetworkLchangesLinLslzheimerSsLdiseaseLwithLlinkLpredictionLalgorithmsZLMolecularh
BioSystemsXL2017XLceXLidgYieg 13
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76 αnhibitoryLeffectsLofLlacticLacidLbacteriaLisolatedLfromLtraditionalLfermentedLfoodsLagainstL
aflatoxigenicLsspergillusLsppZZLComparativehClinicalhPathologyXL2017XLdhXLcbjeYcbkd 0.9

75 tiogeographyXLdistributionLandLconservationLstatusLofLmaplesLTscerLLZULinLαranZLTreeshwhStructurehandh
FunctionXL2017XLecXLcgjeYcgkj 2.6 2

74 MicromorphologicalLstudiesLofLleafLepidermalLfeaturesLinLpopulationsLofLmaplesLTscerLLZULfromLαranZL
PhytotaxaXL2017XLdkkXLeh 0.7 2

73 sLhybridLgeneLselectionLalgorithmLforLmicroarrayLcancerLclassificationLusingLgeneticLalgorithmLandL
learningLautomataZLInformaticshinhMedicinehUnlockedXL2017XLkXLdfhYdgf 5.3 58

72 wxpectationLpropagationLforLlargeLscaleLtayesianLinferenceLofLnonYlinearLmolecularLnetworksLfromL
perturbationLdataZLPLoShONEXL2017XLcdXLebcicdfb 3.7 5

71 mRNsYmiRNsLbipartiteLnetworkLreconstructionLtoLpredictLprognosticLmoduleLbiomarkersLinL
colorectalLcancerLstageLdifferentiationZLMolecularhBioSystemsXL2017XLceXLdchjYdcjb 21

70 TaskLmodulatesLfunctionalLconnectivityLnetworksLinLfreeLviewingLbehaviorZLNeuroImageXL2017XLcgkXLdjkYebc7.9 10

69 NetworkYbasedLexpressionLanalysisLrevealsLkeyLgenesLrelatedLtoLglucocorticoidLresistanceLinLinfantL
acuteLlymphoblasticLleukemiaZLCellularhOncologyhrDordrechtsXL2017XLfbXLeeYfg 7.2 16

68 SequentialLandLMixedLyeneticLslgorithmLandLLearningLsutomataLTSysLsXLMysLsULforLxeatureL
SelectionLinLQSsRZLIranianhJournalhofhPharmaceuticalhResearchXL2017XLchXLgeeYgge 1.1 7

67 veterminationLofLtheLtestLuoncentrationLofLStreptozotocinLtoLureateLaLviabeticLtrainLUsingL
zistologicalLTechniquesZLJournalhofhMolecularhNeuroscienceXL2016XLgkXLdfYeg 3.3 7

66 αnformationLtheoryLinLsystemsLbiologyZLPartLααlLproteinYproteinLinteractionLandLsignalingLnetworksZL
SeminarshinhCellhandhDevelopmentalhBiologyXL2016XLgcXLcfYde 7.5 22

65 vrugYtargetLinteractionLpredictionLfromLPSSMLbasedLevolutionaryLinformationZLJournalhofh
PharmacologicalhandhToxicologicalhMethodsXL2016XLijXLfdYgc 1.7 45

64 αnformationLtheoryLinLsystemsLbiologyZLPartLαlLyeneLregulatoryLandLmetabolicLnetworksZLSeminarshinh
CellhandhDevelopmentalhBiologyXL2016XLgcXLeYce 7.5 22

63 uomputationalLvetectionLofLpiRNsLinLzumanLUsingLSupportLVectorLMachineZLAvicennahJournalhofh
MedicalhBiotechnologyXL2016XLjXLehYfc 1.4 3

62 LargeYscaleLgeneLcoYexpressionLnetworkLasLaLsourceLofLfunctionalLannotationLforLcattleLgenesZLBMCh
GenomicsXL2016XLciXLjfh 4.5 12

61 sLsystemsLbiologyLapproachLtoLreconcileLmetabolicLnetworkLmodelsLwithLapplicationLtoL
SynechocystisLspZLPuuLhjbeLforLbiofuelLproductionZLMolecularhBioSystemsXL2016XLcdXLdggdYhc 17

60 uexunMOlLsLcentralityLbasedLmethodLforLdiscoveringLfunctionalLmotifsLwithLapplicationLinL
biologicalLnetworksZLComputershinhBiologyhandhMedicineXL2016XLihXLcgfYk 7 1

59 ProteinLulusteringLandLαnteractomeLsnalysisLinLParkinsonLandLslzheimerSsLviseasesZLArchiveshofh
IranianhMedicineXL2016XLckXLcbcYk 2.4 29

(2016-2017)
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58 slterationsLinLcancerLcellLmetabolismlLtheLWarburgLeffectLandLmetabolicLadaptationZLGenomicsXL
2015XLcbgXLdigYjc 4.3 66

57
uoYexpressionalLconservationLinLvirulenceLandLstressLrelatedLgenesLofLthreeLyammaproteobacterialL
specieslLwscherichiaLcoliXLSalmonellaLentericaLandLPseudomonasLaeruginosaZLMolecularhBioSystemsXL
2015XLccXLeceiYfj

1

56 uancerLsystemsLbiologyLandLmodelinglLmicroscopicLscaleLandLmultiscaleLapproachesZLSeminarshinh
CancerhBiologyXL2015XLebXLhbYk 12.7 26

55 PredictiveLgenomicslLaLcancerLhallmarkLnetworkLframeworkLforLpredictingLtumorLclinicalL
phenotypesLusingLgenomeLsequencingLdataZLSeminarshinhCancerhBiologyXL2015XLebXLfYcd 12.7 176

54 MetabolicLcancerLbiologylLstructuralYbasedLanalysisLofLcancerLasLaLmetabolicLdiseaseXLnewLsightsLandL
opportunitiesLforLdiseaseLtreatmentZLSeminarshinhCancerhBiologyXL2015XLebXLdcYk 12.7 31

53 xormalismsLforLMolecularLModelingLandLSimulationZLSpringerBriefshinhSystemshBiologyXL2015XLcYek

52 uaseLStudylLModelingLandLuomparisonLofLNSuLuLandLNormalLwyxRLSignalingZLSpringerBriefshinh
SystemshBiologyXL2015XLheYii

51 uancerLModelingZLSpringerBriefshinhSystemshBiologyXL2015XLfcYhc

50 αnformativeLtayesianLModelLSelectionlLaLmethodLforLidentifyingLinteractionsLinLgenomeYwideLdataZL
MolecularhBioSystemsXL2014XLcbXLdhgfYhd 1

49 LocxuselLhumanLproteinYproteinLinteractionLpredictionLviaLclassifierLfusionLusingLproteinL
localizationLinformationZLGenomicsXL2014XLcbfXLfkhYgbe 4.3 40

48 vrugYtargetLinteractionLpredictionLviaLchemogenomicLspacelLlearningYbasedLmethodsZLExperth
OpinionhonhDrughMetabolismhandhToxicologyXL2014XLcbXLcdieYji 5.5 60

47 MicroarrayLgeneLexpressionLanalysisLofLtheLhumanLairwayLinLpatientsLexposedLtoLsulfurLmustardZL
JournalhofhReceptorhandhSignalhTransductionhResearchXL2014XLefXLdjeYk 2.6 16

46 PathwayLreconstructionLofLairwayLremodelingLinLchronicLlungLdiseaseslLaLsystemsLbiologyLapproachZL
PLoShONEXL2014XLkXLecbbbkf 3.7 8

45 wxtractingLaLcancerLmodelLbyLenhancedLantLcolonyLoptimisationLalgorithmZLInternationalhJournalhofh
DatahMininghandhBioinformaticsXL2014XLcbXLjeYki 0.5 1

44 zumanLRNsiLpathwaylLcrosstalkLwithLorganellesLandLcellsZLFunctionalhandhIntegrativehGenomicsXL
2014XLcfXLecYfh 3.8 13

43
yenomeYscaleLcoYexpressionLnetworkLcomparisonLacrossLwscherichiaLcoliLandLSalmonellaLentericaL
serovarLTyphimuriumLrevealsLsignificantLconservationLatLtheLregulonLlevelLofLlocalLregulatorsL
despiteLtheirLdissimilarLlifestylesZLPLoShONEXL2014XLkXLecbdjic

3.7 10

42 uomputationalLanalysisLofLreciprocalLassociationLofLmetabolismLandLepigeneticsLinLtheLbuddingL
yeastlLaLgenomeYscaleLmetabolicLmodelLTySMMULapproachZLPLoShONEXL2014XLkXLeccchjh 3.7 9

41 yenomeLscaleLmodelingLinLsystemsLbiologylLalgorithmsLandLresourcesZLCurrenthGenomicsXL2014XLcgXLcebYgk2.6 27
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40 uentralityLMeasuresLinLtiologicalLNetworksZLCurrenthBioinformaticsXL2014XLkXLfdhYffc 4.7 11

39 snalysisLofLyenomeYscaleLwxpressionLNetworkLinLxourLMajorLtacterialLResidentsLofLuysticLxibrosisL
LungZLCurrenthGenomicsXL2014XLcgXLfbjYcj 2.6 1

38 uomputationalLstructureLanalysisLofLbiomacromoleculeLcomplexesLbyLinterfaceLgeometryZL
ComputationalhBiologyhandhChemistryXL2013XLfiXLchYde 3.6 6

37 zomoTargetlLaLnewLalgorithmLforLpredictionLofLmicroRNsLtargetsLinLzomoLsapiensZLGenomicsXL2013XL
cbcXLkfYcbb 4.3 22

36 vrugYtargetLandLdiseaseLnetworkslLpolypharmacologyLinLtheLpostYgenomicLeraZLInhSilicoh
PharmacologyXL2013XLcXLci 4.3 31

35 NormalizedLSimilarityLαndexlLsnLadjustedLindexLtoLprioritizeLarticleLcitationsZLJournalhofhInformetricsXL
2013XLiXLkcYkj 3.1 10

34 viscoveringLdominantLpathwaysLandLsignalYresponseLrelationshipsLinLsignalingLnetworksLthroughL
nonparametricLapproachesZLGenomicsXL2013XLcbdXLckgYdbc 4.3 4

33 PPαevolLproteinYproteinLinteractionLpredictionLfromLPSSMLbasedLevolutionaryLinformationZL
GenomicsXL2013XLcbdXLdeiYfd 4.3 94

32 uontrollabilityLinLcancerLmetabolicLnetworksLaccordingLtoLdrugLtargetsLasLdriverLnodesZLPLoShONEXL
2013XLjXLeikeki 3.7 44

31 αntegrationLofLMetabolicLKnowledgeLforLyenomeYScaleLMetabolicLReconstructionL2013XLcbdeYcbfj

30 ReconstructionLofLanLintegratedLgenomeYscaleLcoYexpressionLnetworkLrevealsLkeyLmodulesL
involvedLinLlungLadenocarcinomaZLPLoShONEXL2013XLjXLehiggd 3.7 76

29 QuateXelerolLanLacceleratedLexactLnetworkLmotifLdetectionLalgorithmZLPLoShONEXL2013XLjXLehjbie 3.7 39

28 uomputationalLPredictionLofLProteinYProteinLαnteractionLNetworkslLslgoYrithmsLandLResourcesZL
CurrenthGenomicsXL2013XLcfXLekiYfcf 2.6 83

27 uYelementlLaLnewLclusteringLalgorithmLtoLfindLhighLqualityLfunctionalLmodulesLinLPPαLnetworksZLPLoSh
ONEXL2013XLjXLeidehh 3.7

26 uomputationalLanalysisLofLRNsYproteinLinteractionLinterfacesLviaLtheLVoronoiLdiagramZLJournalhofh
TheoreticalhBiologyXL2012XLdkeXLggYhf 2.3 3

25 MolecularLepidemiologyLofLhepatitisLuLvirusLamongLinjectionLdrugLusersLinLαranlLaLslightLchangeLinL
prevalenceLofLzuVLgenotypesLoverLtimeZLArchiveshofhVirologyXL2012XLcgiXLckgkYhg 2.6 29

24 tuildingLblocksLofLbiologicalLnetworkslLaLreviewLonLmajorLnetworkLmotifLdiscoveryLalgorithmsZLIETh
SystemshBiologyXL2012XLhXLchfYif 1.4 48

23 ModelingLandLanalysisLofLabnormalityLdetectionLinLbiomolecularLnanoYnetworksZLNanoh
CommunicationhNetworksXL2012XLeXLddkYdfc 2.9 11

(2012-2014)
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22 uandidateLgeneLprioritizationZLMolecularhGeneticshandhGenomicsXL2012XLdjiXLhikYkj 3.1 12

21 tioinformaticsLstudyLofLtheLeYhydroxyYeYmethylglotarylYcoenzymeLsLreductaseLTzMyRULgeneLinL
yramineaeZLMolecularhBiologyhReportsXL2012XLekXLjkdgYeg 2.8 27

20 wxpressionLofLchalconeLsynthaseLinfluencesLflavonoidLcontentLandLfrequencyLofLrhizogenesisLinL
microshootsLofLγuglansLregiaLLZZLPlanthCellvhTissuehandhOrganhCultureXL2012XLcbkXLgcYgk 2.7 9

19 NonparametricLsimulationLofLsignalLtransductionLnetworksLwithLsemiYsynchronizedLupdateZLPLoSh
ONEXL2012XLiXLeekhfe 3.7 7

18 uytoKavoshlLaLcytoscapeLplugYinLforLfindingLnetworkLmotifsLinLlargeLbiologicalLnetworksZLPLoShONEXL
2012XLiXLefedji 3.7 10

17 ModelingLofLtumorLprogressionLinLNSuLuLandLintrinsicLresistanceLtoLTKαLinLlossLofLPTwNLexpressionZL
PLoShONEXL2012XLiXLefjbbf 3.7 31

16 RNsiLpathwayLintegrationLinLuaenorhabditisLelegansLdevelopmentZLFunctionalhandhIntegrativeh
GenomicsXL2011XLccXLejkYfbg 3.8 10

15 wmergingLrolesLofLepigeneticLmechanismsLinLParkinsonSsLdiseaseZLFunctionalhandhIntegrativeh
GenomicsXL2011XLccXLgdeYei 3.8 35

14 yenomeYscaleLcomputationalLanalysisLofLvNsLcurvatureLandLrepeatsLinLsrabidopsisLandLriceL
uncoversLplantYspecificLgenomicLpropertiesZLBMChGenomicsXL2011XLcdXLdcf 4.5 3

13 αmprovedLαmmuneLyeneticLslgorithmLforLulusteringLProteinYProteinLαnteractionLNetworkL2010XL 7

12 MolecularLtypingLofLwpidermophytonLfloccosumLisolatedLfromLpatientsLwithLdermatophytosisLbyL
RsPvYPuRZLJournalhofhBasichMicrobiologyXL2010XLgbLSupplLcXLShjYie 2.7 6

11 KavoshlLaLnewLalgorithmLforLfindingLnetworkLmotifsZLBMChBioinformaticsXL2009XLcbXLecj 3.6 144

10 ReconstructionLofLsrabidopsisLthalianaLfullyLintegratedLsmallLRNsLpathwayZLFunctionalhandh
IntegrativehGenomicsXL2009XLkXLfckYed 3.8 37

9 MOvslLanLefficientLalgorithmLforLnetworkLmotifLdiscoveryLinLbiologicalLnetworksZLGeneshandhGenetich
SystemsXL2009XLjfXLejgYkg 1.4 92

8 NflLaLpreciseLandLhighlyLsensitiveLpromoterLpredictorLusingLneuralLnetworkLfedLbyLnearestL
neighborsZLGeneshandhGenetichSystemsXL2009XLjfXLfdgYeb 1.4 14

7 vissectionLofLryeLchromosomeLcRLinLcommonLwheatZLGeneshandhGenetichSystemsXL2008XLjeXLfeYge 1.4 28

6 KwyyLbioinformaticsLresourceLforLplantLgenomicsLresearchZLMethodshinhMolecularhBiologyXL2007XL
fbhXLfeiYgj 1.4 22

5 wywNwSlLtranscriptomeYbasedLplantLdatabaseLofLgenesLwithLmetabolicLpathwayLinformationLandL
expressedLsequenceLtagLindicesLinLKwyyZLPlanthPhysiologyXL2007XLcffXLjgiYhh 6.6 30
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4 wyassemblerlLonlineLbioinformaticsLserviceLforLlargeYscaleLprocessingXLclusteringLandLassemblingL
wSTsLandLgenomicLvNsLfragmentsZLNucleichAcidshResearchXL2006XLefXLWfgkYhd 20.1 126

3 snLalternativeLtoLradiationLhybridLmappingLforLlargeYscaleLgenomeLanalysisLinLbarleyZLMolecularh
GeneticshandhGenomicsXL2005XLdifXLgjkYkf 3.1 25

2 TransferLofLryeLchromosomeLsegmentsLtoLwheatLbyLaLgametocidalLsystemZLChromosomehResearchXL
2002XLcbXLefkYgi 4.4 86

1 MolecularLcloningXLsequencingXLandLchromosomeLmappingLofLaLcsYencodedLomegaYtypeLprolaminL
sequenceLfromLwheatZLGenomeXL2002XLfgXLhhcYk 2.4 19
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