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75 IdentificationNandNspatioctemporalNexpressionNanalysisNofNbarleyNgenesNthatNencodeNputativeN
modularNxylanolyticNenzymesdNPlanteSciencebN2021bNifnbNggfmoh 5.3

74
QuantitativeNProteomicsNwnalysisNofNxarleycxasedNLiquidN—eedNandNtheN–ffectNofNProteaseNInhibitorsN
andNNwzPHczependentNThioredoxinNReductaseeThioredoxinNVNTReTrxWNSystemdNJournaleofe
AgriculturaleandeFoodeChemistrybN2019bNlmbNljihcljjj

5.7 1

73 PlasmaNmembraneNproteomeNanalysisNidentifiesNaNroleNofNbarleyNmembraneNsteroidNbindingNproteinN
inNrootNarchitectureNresponseNtoNsalinitydNPlantteCelleandeEnvironmentbN2018bNjgbNgiggcgiif 8.4 19

72 xarleyNProteomicsdNCompendiumeofePlanteGenomesbN2018bNijkcilg 0.8 3

71 ProteomicsNofNzisulphideNandNyysteineNOxidoreductionN2018bNmgcom

70 ImmobilisationNofNbarleyNaleuroneNlayersNenablesNparallelisationNofNassaysNandNanalysisNofNtransientN
geneNexpressionNinNsingleNcellsdNPlantePhysiologyeandeBiochemistrybN2017bNggnbNmgcml 5.4 2

69 InvestigationNofNtheNindigenousNfungalNcommunityNpopulatingNbarleyNgrainspNSecretomesNandN
xylanolyticNpotentialdNJournaleofeProteomicsbN2017bNglobNgkicglj 3.9 8

68 SeedNthioredoxinNhdNBiochimicaeEteBiophysicaeActaeueProteinseandeProteomicsbN2016bNgnljbNomjcnh 4 13

67 MolecularNspeciationNandNtissueNcompartmentationNofNzincNinNdurumNwheatNgrainsNwithNcontrastingN
nutritionalNstatusdNNewePhytologistbN2016bNhggbNghkkclk 9.8 63

66 –xploringNtheNPlantcMicrobeNInterfaceNbyNProfilingNtheNSurfacecwssociatedNProteinsNofNxarleyNαrainsdN
JournaleofeProteomeeResearchbN2016bNgkbNggkgclm 5.6 11

65 MonitoringNintracNandNextracellularNredoxNcapacityNofNintactNbarleyNaleuroneNlayersNrespondingNtoN
phytohormonesdNAnalyticaleBiochemistrybN2016bNkgkbNgcn 3.1 3

64
SpatioctemporalNappearanceNofN˛–camylaseNandNlimitNdextrinaseNinNbarleyNaleuroneNlayerNinNresponseN
toNgibberellicNacidbNabscisicNacidNandNsalicylicNaciddNJournaleofetheeScienceeofeFoodeandeAgriculturebN
2015bNokbNgjgcm

4.3 10

63
wNnovelNtwistNonNmolecularNinteractionsNbetweenNthioredoxinNandNnicotinamideNadenineN
dinucleotideNphosphatecdependentNthioredoxinNreductasedNProteins:eStructureteFunctioneande
BioinformaticsbN2014bNnhbNlfmcgo

4.2 7

62
αibberellicNacidcinducedNaleuroneNlayersNrespondingNtoNheatNshockNorNtunicamycinNprovideNinsightN
intoNtheNNcglycoproteomebNproteinNsecretionbNandNendoplasmicNreticulumNstressdNPlantePhysiologybN
2014bNgljbNokgclk

6.6 26

61 αlycopeptideNenrichmentNusingNaNcombinationNofNZIycHILIyNandNcottonNwoolNforNexploringNtheN
glycoproteomeNofNwheatNflourNalbuminsdNJournaleofeProteomeeResearchbN2014bNgibNhlolcmfi 5.6 29

60 xarleyNαrainNProteinsN2014bNghicgln 1

59 IdentificationNofNthioredoxinNtargetNdisulfidesNusingNisotopeccodedNaffinityNtagsdNMethodseine
MoleculareBiologybN2014bNgfmhbNlmmcnk 1.4 2
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58 TheNbarleyNgrainNthioredoxinNsystemNcNanNupdatedNFrontierseinePlanteSciencebN2013bNjbNgkg 6.2 7

57 —usariumNgraminearumNandNItsNInteractionsNwithNyerealNHeadspNStudiesNinNtheNProteomicsN–radN
FrontierseinePlanteSciencebN2013bNjbNim 6.2 50

56 ProteomeNregulationNduringNOleaNeuropaeaNfruitNdevelopmentdNPLoSeONEbN2013bNnbNekikli 3.7 32

55 SecretomicsNidentifiesN—usariumNgraminearumNproteinsNinvolvedNinNtheNinteractionNwithNbarleyNandN
wheatdNMolecularePlantePathologybN2012bNgibNjjkcki 5.7 68

54 –ffectNofNpulsedNelectricNfieldNonNtheNgerminationNofNbarleyNseedsdNLWTeueFoodeScienceeande
TechnologybN2012bNjmbNglgcgll 5.4 29

53 ResponsesNofNbarleyNrootNandNshootNproteomesNtoNlongctermNnitrogenNdeficiencybNshortctermN
nitrogenNstarvationNandNammoniumdNPlantteCelleandeEnvironmentbN2011bNijbNhfhjcim 8.4 58

52 ResponseNofNgerminatingNbarleyNseedsNtoN—usariumNgraminearumpNTheNfirstNmolecularNinsightNintoN
—usariumNseedlingNblightdNPlantePhysiologyeandeBiochemistrybN2011bNjobNgilhcn 5.4 22

51 ImplicationsNofNhighctemperatureNeventsNandNwaterNdeficitsNonNproteinNprofilesNinNwheatNVTriticumN
aestivumNLdNcvdNVinjettWNgraindNProteomicsbN2011bNggbNglnjcok 4.8 83

50 ProteomesNofNtheNbarleyNaleuroneNlayerpNwNmodelNsystemNforNplantNsignallingNandNproteinNsecretiondN
ProteomicsbN2011bNggbNgkokclfk 4.8 39

49 PlantNredoxNproteomicsdNJournaleofeProteomicsbN2011bNmjbNgjkfclh 3.9 38

48 —romNproteinNcataloguesNtowardsNtargetedNproteomicsNapproachesNinNcerealNgrainsdNPhytochemistrybN
2011bNmhbNggjkcki 4 24

47 PlantNPlasmaNMembraneNProteomicspNyhallengesNandNPossibilitiesN2011bNjggcjij 1

46 OnsetNofNgrainNfillingNisNassociatedNwithNaNchangeNinNpropertiesNofNlinkerNhistoneNvariantsNinNmaizeN
kernelsdNPlantabN2010bNhigbNgghmcik 4.7 5

45 InvestigationNofNtheNeffectNofNnitrogenNonNseverityNofN—usariumNheadNblightNinNbarleydNJournaleofe
ProteomicsbN2010bNmibNmjickh 3.9 46

44 IdentificationNofNthioredoxinNtargetNdisulfidesNinNproteinsNreleasedNfromNbarleyNaleuroneNlayersdN
JournaleofeProteomicsbN2010bNmibNggiicl 3.9 20

43 ProteomicNandNactivityNprofilesNofNascorbatecglutathioneNcycleNenzymesNinNgerminatingNbarleyN
embryodNPhytochemistrybN2010bNmgbNglkfcl 4 19

42 yomparativeNproteomeNanalysisNofNmetabolicNproteinsNfromNseedsNofNdurumNwheatNVcvdNSvevoWN
subjectedNtoNheatNstressdNProteomicsbN2010bNgfbNhikocln 4.8 100

41 wnalysisNofNearlyNeventsNinNtheNinteractionNbetweenN—usariumNgraminearumNandNtheNsusceptibleN
barleyNVHordeumNvulgareWNcultivarNScarlettdNProteomicsbN2010bNgfbNimjnckk 4.8 50
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40
yhapterNgkNMolecularNRecognitionNinNNwzPHczependentNPlantNThioredoxinNSystemsâ��yatalyticN
MechanismsbNStructuralNSnapshotsNandNTargetNIdentificationsdNAdvanceseineBotanicaleResearchbN2009bN
khbNjlgcjok

2.2 4

39 —romNproteomicsNtoNstructuralNstudiesNofNcytosolicemitochondrialctypeNthioredoxinNsystemsNinN
barleyNseedsdNMolecularePlantbN2009bNhbNimncno 14.4 23

38 IntegrationNofNtheNbarleyNgeneticNandNseedNproteomeNmapsNforNchromosomeNgHbNhHbNiHbNkHNandNmHdN
FunctionaleandeIntegrativeeGenomicsbN2009bNobNgikcji 3.8 16

37 TheNplasmaNmembraneNproteomeNofNgerminatingNbarleyNembryosdNProteomicsbN2009bNobNimnmcoj 4.8 22

36 StructureNofNHordeumNvulgareNNwzPHcdependentNthioredoxinNreductaseNhdNUnwindingNtheNreactionN
mechanismdNActaeCrystallographicaeSectioneD:eBiologicaleCrystallographybN2009bNlkbNoihcjg 16

35 xarleyNseedNproteomicsNfromNspotsNtoNstructuresdNJournaleofeProteomicsbN2009bNmhbNigkchj 3.9 85

34 –ffectsNofNbetacgbicglucanNfromNSeptoriaNtriticiNonNstructuralNdefenceNresponsesNinNwheatdNJournaleofe
ExperimentaleBotanybN2009bNlfbNjhnmciff 7 94

33
TheNNwzPHcdependentNthioredoxinNreductaseethioredoxinNsystemNinNgerminatingNbarleyNseedspN
geneNexpressionbNproteinNprofilesbNandNinteractionsNbetweenNisoformsNofNthioredoxinNhNandN
thioredoxinNreductasedNPlantePhysiologybN2008bNgjlbNmnocoo

6.6 60

32 yrystalNstructuresNofNbarleyNthioredoxinNhNisoformsNHvTrxhgNandNHvTrxhhNrevealNfeaturesNinvolvedNinN
proteinNrecognitionNandNpossiblyNinNdiscriminatingNtheNisoformNspecificitydNProteineSciencebN2008bNgmbNgfgkchj6.3 26

31
SpatioctemporalNchangesNinNgerminationNandNradicalNelongationNofNbarleyNseedsNtrackedNbyN
proteomeNanalysisNofNdissectedNembryobNaleuroneNlayerbNandNendospermNtissuesdNProteomicsbN2007bN
mbNjkhncjf

4.8 65

30 SpatioctemporalNprofilingNandNdegradationNofNalphacamylaseNisozymesNduringNbarleyNseedN
germinationdNFEBSeJournalbN2007bNhmjbNhkkhclk 5.7 38

29 xarleyNperoxidaseNisozymesdNInternationaleJournaleofeMasseSpectrometrybN2007bNhlnbNhjjchki 1.9 33

28 StructuralNbasisNforNtargetNproteinNrecognitionNbyNtheNproteinNdisulfideNreductaseNthioredoxindN
StructurebN2006bNgjbNgmfgcgf 5.2 87

27 ProteinsNexportedNviaNtheNPrszcPrs–NtypeNINsecretionNsystemNandNtheNacidicNexopolysaccharideNareN
involvedNinNbiofilmNformationNbyNRhizobiumNleguminosarumdNJournaleofeBacteriologybN2006bNgnnbNjjmjcnl 3.5 100

26 –nrichmentNandNidentificationNofNintegralNmembraneNproteinsNfromNbarleyNaleuroneNlayersNbyN
reversedcphaseNchromatographybNSzScPwα–bNandNLycMSeMSdNJournaleofeProteomeeResearchbN2006bNkbNigfkcgi5.6 38

25 zifferentialNappearanceNofNisoformsNandNcultivarNvariationNinNproteinNtemporalNprofilesNrevealedNinN
theNmaturingNbarleyNgrainNproteomedNPlanteSciencebN2006bNgmfbNnfncnhg 5.3 53

24 InteractionsNbetweenNxarleyNdwLPHwdcwmylasesbNSubstratesbNInhibitorsNandNRegulatoryNProteinsdN
JournaleofeAppliedeGlycoscienceeoy999pbN2006bNkibNglicglo 1

23
IdentificationNofNthioredoxinNhcreducibleNdisulphidesNinNproteomesNbyNdifferentialNlabellingNofN
cysteinespNinsightNintoNrecognitionNandNregulationNofNproteinsNinNbarleyNseedsNbyNthioredoxinNhdN
ProteomicsbN2005bNkbNglijcjj

4.8 56
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22 ProteomeNanalysisNofNbarleyNseedspNIdentificationNofNmajorNproteinsNfromNtwocdimensionalNgelsNVpIN
jcmWdNProteomicsbN2004bNjbNhjimcjm 4.8 115

21 –nvironmentalNandNtransgeneNexpressionNeffectsNonNtheNbarleyNseedNproteomedNPhytochemistrybN
2004bNlkbNglgochm 4 31

20
yykNmaleimideNlabellingNforNsensitiveNdetectionNofNfreeNthiolsNinNnativeNproteinNextractspN
identificationNofNseedNproteinsNtargetedNbyNbarleyNthioredoxinNhNisoformsdNBiochemicaleJournalbN2004
bNimnbNjomckfm

3.8 107

19 xarleyNProteomeNwnalysisbNStarchNzegradingN–nzymesNandNProteinaceousNInhibitorsdNJournaleofe
AppliedeGlycoscienceeoy999pbN2003bNkfbNhmmchnh 1 5

18 —easibilityNstudyNofNaNtissuecspecificNapproachNtoNbarleyNproteomeNanalysispNaleuroneNlayerbN
endospermbNembryoNandNsingleNseedsdNJournaleofeCerealeSciencebN2003bNinbNhgmchhm 3.8 58

17 IdentificationbNcloningNandNcharacterizationNofNtwoNthioredoxinNhNisoformsbNHvTrxhgNandNHvTrxhhbN
fromNtheNbarleyNseedNproteomedNFEBSeJournalbN2003bNhmfbNhliicji 46

16 ProteolysisNduringNtheNisoelectricNfocusingNstepNofNtwocdimensionalNgelNelectrophoresisNmayNbeNaN
commonNproblemdNAnalyticaleBiochemistrybN2002bNiggbNgnhcl 3.1 21

15 zoNgjciciNproteinsNandNplasmaNmembraneNHacwtPasesNinteractNinNtheNbarleyNepidermisNinNresponseN
toNtheNbarleyNpowderyNmildewNfungusudNPlanteMoleculareBiologybN2002bNjobNgimcjm 4.6 37

14 ProteomeNanalysisNofNgrainNfillingNandNseedNmaturationNinNbarleydNPlantePhysiologybN2002bNghobNgifncgo 6.6 210

13 –xtracellularNglycanasesNofNRhizobiumNleguminosarumNareNactivatedNonNtheNcellNsurfaceNbyNanN
exopolysaccharidecrelatedNcomponentdNJournaleofeBacteriologybN2000bNgnhbNgifjcgh 3.5 36

12 gjciciNproteinspNeukaryoticNregulatoryNproteinsNwithNmanyNfunctionsdNPlanteMoleculareBiologybN1999bN
jfbNkjkckj 4.6 106

11 yharacterizationNofNRhizobiumNleguminosarumNexopolysaccharideNglycanasesNthatNareNsecretedNviaN
aNtypeNINexporterNandNhaveNaNnovelNheptapeptideNrepeatNmotifdNJournaleofeBacteriologybN1998bNgnfbNglogco3.5 56

10
TheNRhizobiumNleguminosarumNprsz–NgenesNareNrequiredNforNsecretionNofNseveralNproteinsbNsomeNofN
whichNinfluenceNnodulationbNsymbioticNnitrogenNfixationNandNexopolysaccharideNmodificationdN
MoleculareMicrobiologybN1997bNhkbNgikcjl

4.1 74

9 StructuralNProteomicsoocghn

8 yerealNProteomicsghocgjo

7 ProteomeNwnalysisNforNtheNStudyNofNzevelopmentalNProcessesNinNPlantsgkgcgnj 6

6 PlantNProteomicspNyhallengesNandNResourcesgcig

5 SurveyingNtheNPlantNyellNWallNProteomebNorNSecretomegnkchfo 6
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4 ProteomicsNofNzisulphideNandNyysteineNOxidoreductionmgcom 2

3 ProteomicNwnalysisNofNPostcTranslationalNModificationsNbyNMassNSpectrometryiicki

2 StrategiesNforNtheNInvestigationNofNProteinâ��ProteinNInteractionsNinNPlantskkcmf

1 ProteomicsNofNPlantNMitochondriahggchji

Christine Finnie

6


