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Assessing tumor heterogeneity using ctDNA to predict and monitor therapeutic response in metastatic
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RNA interference of metastasisa€associated gene 1 inhibits metastasis of BI6F10 melanoma cells in a
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Subcellular localization of MTA proteins in normal and cancer cells. Cancer and Metastasis Reviews,
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Molecular landscape and efficacy of HER2-targeted therapy in patients with HER2-mutated metastatic

breast cancer. Npj Breast Cancer, 2020, 6, 59. 52 32

Everolimus in hormone receptor-positive metastatic breast cancer: PIK3CA mutation H1047R was a
potential efficacy biomarker in a retrospective study. BMC Cancer, 2019, 19, 442.

Landscape of somatic mutations in different subtypes of advanced breast cancer with circulating
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Chromatin modifier MTA1 regulates mitotic transition and tumorigenesis by orchestrating mitotic
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The molecular tumor burden index as a response evaluation criterion in breast cancer. Signal
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Expression and clinical prognostic value of m6A RNA methylation modification in breast cancer.
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Safety and efficacy of sirolimus combined with endocrine therapy in patients with advanced hormone

receptor-positive breast cancer and the exploration of biomarkers. Breast, 2020, 52, 17-22. 2.2 12

MTAL promotes tumorigenesis and development of esophageal squamous cell carcinoma via activating
the MEK/ERK/p90RSK signaling pathway. Carcinogenesis, 2020, 41, 1263-1272.
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Cancer metastasisa€associated protein 1 localizes to the nucleolus and regulates pred€fRNA synthesis in
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Impact of HER2 mutation status on personalized molecular targeted therapy in advanced breast
cancers.. Journal of Clinical Oncology, 2018, 36, 1039-1039.
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Comprehensive analysis reveals GRP94 is associated with worse prognosis of breast cancer.
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The therapy and mechanisms of replication-deficient recombinant adenovirus Ad-p14ARF in
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