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74 SelfeassembledO NyOnanoclewsOforOtheOefficientOdeliveryOofO–RISPRe–asqOforOgenomeOeditingfO
AngewandteoChemieo-oInternationaloEditiondO2015dOmldOijhjqekk 16.4 393

73 ProgrammableOremovalOofObacterialOstrainsObyOuseOofOgenomeetargetingO–RISPRe–asOsystemsfOMBiodO
2014dOmdOehhqjpeik 7.8 236

72 zaseOpairingOsmallORNysOandOtheirOrolesOinOglobalOregulatoryOnetworksfOFEMSoMicrobiologyoReviewsdO
2010dOkldOpnnepj 15.1 219

71 IdentifyingOandOVisualizingOFunctionalOPyMO iversityOacrossO–RISPRe–asOSystemsfOMolecularoCelldO
2016dOnjdOikoelo 17.6 206

70 GuideORNyOfunctionalOmodulesOdirectO–asqOactivityOandOorthogonalityfOMolecularoCelldO2014dOmndOkkkekkq 17.6 174

69 TheObaseepairingORNyOspotOljOparticipatesOinOaOmultioutputOfeedforwardOloopOtoOhelpOenactO
cataboliteOrepressionOinOχscherichiaOcolifOMolecularoCelldO2011dOlidOjpneqo 17.6 158

68 RepurposingOendogenousOtypeOIO–RISPRe–asOsystemsOforOprogrammableOgeneOrepressionfONucleico
AcidsoResearchdO2015dOlkdOnolepi 20.1 153

67 RapidOandOScalableO–haracterizationOofO–RISPROTechnologiesOUsingOanOχf´ coliO–elleFreeO
TranscriptioneTranslationOSystemfOMolecularoCelldO2018dOnqdOilneimofek 17.6 117

66 ModeleguidedOdesignOofOliganderegulatedORNyiOforOprogrammableOcontrolOofOgeneOexpressionfO
MolecularoSystemsoBiologydO2008dOldOjjl 12.2 101

65  esignOprinciplesOforOriboswitchOfunctionfOPLoSoComputationaloBiologydO2009dOmdOeihhhknk 5 100

64  esignOofOsmallOmoleculeeresponsiveOmicroRNysObasedOonOstructuralOrequirementsOforO roshaO
processingfONucleicoAcidsoResearchdO2011dOkqdOjqpieql 20.1 100

63  ecipheringdO–ommunicatingdOandOχngineeringOtheO–RISPROPyMfOJournaloofoMolecularoBiologydO2017dO
ljqdOiooeiqi 6.5 99

62 –RISPRORNye ependentOzindingOandO–leavageOofOχndogenousORNysObyOtheO–ampylobacterOjejuniO
–asqfOMolecularoCelldO2018dOnqdOpqkeqhmfeo 17.6 85

61 MultipleOfactorsOdictateOtargetOselectionObyOHfqebindingOsmallORNysfOEMBOoJournaldO2012dOkidOiqnieol 13 83

60 –urrentOandOfutureOprospectsOforO–RISPRebasedOtoolsOinObacteriafOBiotechnologyoandoBioengineeringdO
2016dOiikdOqkhelk 4.9 79

59 ShortO NyOcontainingOˇ�OsitesOenhancesO NyOstabilityOandOgeneOexpressionOinOχfOcoliOcellefreeO
transcriptionetranslationOsystemsfOBiotechnologyoandoBioengineeringdO2017dOiildOjikoejili 4.9 59

58 SyntheticOziologyOypproachesOtoOχngineerOProbioticsOandOMembersOofOtheOHumanOMicrobiotaOforO
ziomedicalOypplicationsfOAnnualoReviewoofoBiomedicaloEngineeringdO2018dOjhdOjooekhh 12 56
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57 zacterialOydaptationOtoOtheOHostXsO ietOIsOaOKeyOχvolutionaryOForceOShapingO
 rosophilaeLactobacillusOSymbiosisfOCelloHostoandoMicrobedO2018dOjldOihqeiiqfen 23.4 53

56 GenomeOχditingOwithO–RISPRe–asqOinOLactobacillusOplantarumORevealedOThatOχditingOOutcomesO–anO
VaryOycrossOStrainsOandOzetweenOMethodsfOBiotechnologyoJournaldO2019dOildOeiohhmpk 5.6 50

55 zarriersOtoOgenomeOeditingOwithO–RISPROinObacteriafOJournaloofoIndustrialoMicrobiologyoando
BiotechnologydO2019dOlndOikjoeikli 4.2 46

54 yO–RISPROdesignOforOnextegenerationOantimicrobialsfOGenomeoBiologydO2014dOimdOmin 18.3 43

53 –RISPROtechnologiesOandOtheOsearchOforOtheOPyMefreeOnucleasefONatureoCommunicationsdO2021dOijdOmmm 17.4 43

52 zacterialOsugarOutilizationOgivesOriseOtoOdistinctOsingleecellObehavioursfOMolecularoMicrobiologydO2014dO
qkdOihqkeiihk 4.1 42

51 SyntheticOcontrolOofOaOfitnessOtradeoffOinOyeastOnitrogenOmetabolismfOJournaloofoBiologicalo
EngineeringdO2009dOkdOi 6.3 41

50 –ochlearOwholeOmountOinOsituOhybridizationrOidentificationOofOlongitudinalOandOradialOgradientsfOBraino
ResearchoProtocolsdO2002dOqdOnmeon 38

49 –RISPRe–asOSystemsOandOtheOParadoxOofOSelfeTargetingOSpacersfOFrontiersoinoMicrobiologydO2019dOihdOkhop5.7 37

48 ModularOoneepotOassemblyOofO–RISPROarraysOenablesOlibraryOgenerationOandOrevealsOfactorsO
influencingOcrRNyObiogenesisfONatureoCommunicationsdO2019dOihdOjqlp 17.4 37

47 TargetedOtranscriptionalOmodulationOwithOtypeOIO–RISPRe–asOsystemsOinOhumanOcellsfONatureo
BiotechnologydO2019dOkodOilqkeimhi 44.5 37

46 TheO–RISPRORNyeguidedOsurveillanceOcomplexOinOχscherichiaOcoliOaccommodatesOextendedORNyO
spacersfONucleicoAcidsoResearchdO2016dOlldOokpmeql 20.1 36

45 NoncanonicalOcrRNysOderivedOfromOhostOtranscriptsOenableOmultiplexableORNyOdetectionObyO–asqfO
SciencedO2021dOkojdOqlieqlp 33.3 30

44 MathematicalOModelingOofORNyezasedOyrchitecturesOforO–losedOLoopO–ontrolOofOGeneOχxpressionfO
ACSoSyntheticoBiologydO2018dOodOijiqeijjp 5.7 29

43 TowardOaOgeneticOtoolOdevelopmentOpipelineOforOhosteassociatedObacteriafOCurrentoOpinionoino
MicrobiologydO2017dOkpdOimneinl 7.9 26

42 –haracterizationOofOtheOalleχfOcoliOtranscriptionetranslationOsystemOmyTXTLObyOmassOspectrometryfO
RapidoCommunicationsoinoMassoSpectrometrydO2019dOkkdOihkneihlp 2.2 24

41 –ompetitiveOχxclusionOIsOaOMajorOzioprotectiveOMechanismOofOLactobacilliOagainstOFungalOSpoilageOinO
FermentedOMilkOProductsfOAppliedoandoEnvironmentaloMicrobiologydO2020dOpndO 4.8 24

40 UnderstandingOandOexploitingOfeedbackOinOsyntheticObiologyfOChemicaloEngineeringoSciencedO2013dO
ihkdOoqeqh 4.4 22
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39  istinctOtimescalesOofORNyOregulatorsOenableOtheOconstructionOofOaOgeneticOpulseOgeneratorfO
BiotechnologyoandoBioengineeringdO2019dOiindOiikqeiimi 4.9 22

38 yOdetailedOcellefreeOtranscriptionetranslationebasedOassayOtoOdecipherO–RISPROprotospacereadjacentO
motifsfOMethodsdO2018dOilkdOlpemo 4.6 21

37  iscriminatingOtastesrOphysiologicalOcontributionsOofOtheOHfqebindingOsmallORNyOSpotOljOtoO
cataboliteOrepressionfORNAoBiologydO2011dOpdOonneoh 4.8 21

36 RethinkingOtheOHierarchyOofOSugarOUtilizationOinOzacteriafOJournaloofoBacteriologydO2016dOiqpdOkolen 3.5 19

35 ydvancingOtheOdesignOandOdeliveryOofO–RISPROantimicrobialsfOCurrentoOpinionoinoBiomedicalo
EngineeringdO2017dOldOmoenl 4.4 16

34 ynOeducationalOmoduleOtoOexploreO–RISPROtechnologiesOwithOaOcellefreeOtranscriptionetranslationO
systemfOSyntheticoBiologydO2019dOldOyszhhm 3.3 15

33 TheOFrancisellaOnovicidaO–asijaOisOsensitiveOtoOtheOstructureOdownstreamOofOtheOterminalOrepeatOinO
–RISPROarraysfORNAoBiologydO2019dOindOlhlelij 4.8 13

32 –haracterizationOofO–asijaOnucleasesOrevealsOdiverseOPyMOprofilesObetweenOcloselyerelatedO
orthologsfONucleicoAcidsoResearchdO2020dOlpdOmnjlemnkp 20.1 11

31 TradeeoffsOinOengineeringOsugarOutilizationOpathwaysOforOtitratableOcontrolfOACSoSyntheticoBiologydO
2015dOldOilieq 5.7 11

30 ynOenhancedOassayOtoOcharacterizeOantie–RISPROproteinsOusingOaOcellefreeOtranscriptionetranslationO
systemfOMethodsdO2020dOiojdOljemh 4.6 10

29 ziomanufacturingOofOSmallOMoleculesOinOtheOMammalianOGutObyOProbioticfOACSoSyntheticoBiologydO
2021dOihdOihkqeihmj 5.7 9

28 yOpositivedOgrowthebasedOPyMOscreenOidentifiesOnoncanonicalOmotifsOrecognizedObyOtheO–asqfO
ScienceoAdvancesdO2020dOndOeabblhml 14.3 8

27 TheOycidaminococcusOspfO–asijaOnucleaseOrecognizesOGTTVOandOG–TVOasOnonecanonicalOPyMsfOFEMSo
MicrobiologyoLettersdO2019dOknndO 2.9 7

26 SequenceeindependentORNyOsensingOandO NyOtargetingObyOaOsplitOdomainO–RISPRe–asijaOgRNyO
switchfONucleicoAcidsoResearchdO2021dOlqdOjqpmejqqq 20.1 7

25 TheOtracrRNyOinO–RISPROziologyOandOTechnologiesfOAnnualoReviewoofoGeneticsdO2021dOmmdOinieipi 14.5 7

24 yOgeneticallyOencodedOantie–RISPROproteinOconstrainsOgeneOdriveOspreadOandOpreventsOpopulationO
suppressionfONatureoCommunicationsdO2021dOijdOkqoo 17.4 6

23 RapidOandOscalableOcharacterizationOofO–RISPROtechnologiesOusingOanOχfOcoliOcellefreeO
transcriptionetranslationOsystem 5

22 OneestepOassemblyOofOlargeO–RISPROarraysOenablesOmultiefunctionalOtargetingOandOrevealsO
constraintsOonOarrayOdesign 5
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21 –onstructionOofOliganderesponsiveOmicroRNysOthatOoperateOthroughOinhibitionOofO roshaOprocessingfO
MethodsoinoMolecularoBiologydO2014dOiiiidOjmqeno 1.4 4

20 –onformationalOanalysisOofOgossypolOandOitsOderivativesObyOmolecularOmechanicsfOComputationaloando
TheoreticaloChemistrydO2005dOokhdOmiemp 3

19 TunableOselfecleavingOribozymesOforOmodulatingOgeneOexpressionOinOeukaryoticOsystemsfOPLoSoONEdO
2020dOimdOehjkjhln 3.7 2

18 zacterialOadaptationOtoOdietOisOaOkeyOevolutionaryOforceOshapingO rosophilaeLactobacillusOsymbiosis 2

17 RapidOTestingOofO–RISPRONucleasesOandOGuide´ RNysOinOanO–elleFreeOTranscriptioneTranslationO
SystemfOSTARoProtocolsdO2020dOidOihhhhk 1.4 2

16 –ouplingOsmartphoneOandO–RISPRâ��–asijaOforOdigitalOandOmultiplexedOnucleicOacidOdetectionfOAICHEo
Journaldeioknm 3.6 2

15 RapidOcellefreeOcharacterizationOofOmultiesubunitO–RISPROeffectorsOandOtransposons 1

14  istinctOtimescalesOofORNyOregulatorsOenableOtheOconstructionOofOaOgeneticOpulseOgenerator 1

13 χstablishingOProbioticOSaccharomycesOboulardiiOasOaOModelOOrganismOforOSynthesisOandO eliveryOofOziomolecules1

12 StreamlineddOrecombinaseefreeOgenomeOeditingOwithO–RISPRe–asqOinLactobacillusOplantarumrevealsO
barriersOtoOefficientOediting 1

11 –RISPROtransposonsOonOtheOmovefOCelloHostoandoMicrobedO2021dOjqdOnomenoo 23.4 1

10 –RyTχSrOyOoneestepOassemblyOmethodOforO–lassOjO–RISPROarraysfOMethodsoinoEnzymologydO2019dOnjqdOlqkemii1.7 1

9 yOTXTLezasedOyssayOtoORapidlyOIdentifyOPyMsOforO–RISPRe–asOSystemsOwithOMultieProteinOχffectorO
–omplexesffOMethodsoinoMolecularoBiologydO2022dOjlkkdOkqielii 1.4 0

8 RapidlyO–haracterizingO–RISPRe–asikONucleasesOUsingO–elleFreeOTranscriptioneTranslationOSystemsfO
MethodsoinoMolecularoBiologydO2022dOjlhldOikmeimk 1.4 0

7 IlluminatingOtheOpathOtoO NyOrepairfOCelldO2021dOipldOmmhkemmhm 56.2 0

6 zeneficialOcommensalObacteriaOpromoteO rosophilaOgrowthObyOdowneregulatingOtheOexpressionOofO
peptidoglycanOrecognitionOproteinsfOISciencedO2022dOihlkmo 6.1 0

5 GenomeOχditingOwithO–asqOinOLactobacilliffOMethodsoinoMolecularoBiologydO2022dOjloqdOjlmejni 1.4 0

4 ImpactOofOResidualOInducerOonOTitratableOχxpressionOSystemsfOPLoSoONEdO2015dOihdOehikolji 3.7
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3 YourOzaseOχditorOMightOzeOFlirtingOwithOSingleOYStrandedaO NyrOFaithfulOOneTargetO–RISPROzaseO
χditingOwithoutOPromiscuousO eaminationfOMolecularoCelldO2020dOoqdOohkeohl 17.6

2 –RISPROmemoriesOinOsingleOcellsffOMolecularoSystemsoBiologydO2022dOipdOeiihii 12.2

1 ReprogrammingOTracrRNysOforOMultiplexedORNyO etectionfOMethodsoinoMolecularoBiologydO2022dOjioejkm1.4
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