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68 GeneticNvariantsNassociatedNwithNsubjectiveNwellcbeingbNdepressiveNsymptomsbNandNneuroticismN
identifiedNthroughNgenomecwideNanalysesdNNatureiGeneticsbN2016bNjnbNlhjcii 36.3 602

67 RareNandNlowcfrequencyNcodingNvariantsNalterNhumanNadultNheightdNNaturebN2017bNkjhbNgnlcgof 50.4 412

66 GeneticNanalysisNofNoverNgNmillionNpeopleNidentifiesNkikNnewNlociNassociatedNwithNbloodNpressureN
traitsdNNatureiGeneticsbN2018bNkfbNgjghcgjhk 36.3 386

65 GenomecwideNassociationNanalysisNidentifiesNnovelNbloodNpressureNlociNandNoffersNbiologicalNinsightsN
intoNcardiovascularNriskdNNatureiGeneticsbN2017bNjobNjficjgk 36.3 313

64 GenomecwideNassociationsNforNbirthNweightNandNcorrelationsNwithNadultNdiseasedNNaturebN2016bNkinbNhjnchkh50.4 266

63 RefiningNtheNaccuracyNofNvalidatedNtargetNidentificationNthroughNcodingNvariantNfinecmappingNinNtypeN
hNdiabetesdNNatureiGeneticsbN2018bNkfbNkkockmg 36.3 221

62 GenomecwideNanalysisNidentifiesNghNlociNinfluencingNhumanNreproductiveNbehaviordNNatureiGeneticsbN
2016bNjnbNgjlhcgjmh 36.3 198

61 ProteincalteringNvariantsNassociatedNwithNbodyNmassNindexNimplicateNpathwaysNthatNcontrolNenergyN
intakeNandNexpenditureNinNobesitydNNatureiGeneticsbN2018bNkfbNhlcjg 36.3 186

60 MaternalNandNfetalNgeneticNeffectsNonNbirthNweightNandNtheirNrelevanceNtoNcardiocmetabolicNriskN
factorsdNNatureiGeneticsbN2019bNkgbNnfjcngj 36.3 181

59 TranscethnicNassociationNstudyNofNbloodNpressureNdeterminantsNinNoverNmkfbfffNindividualsdNNaturei
GeneticsbN2019bNkgbNkgclh 36.3 152

58 LifecyourseNGenomecwideNwssociationNStudyNMetacanalysisNofNTotalNxodyNxMzNandNwssessmentNofN
wgecSpecificNEffectsdNAmericaniJournaliofiHumaniGeneticsbN2018bNgfhbNnncgfh 11 119

57 NovelNxloodNPressureNLocusNandNGeneNziscoveryNUsingNGenomecWideNwssociationNStudyNandN
ExpressionNzataNSetsNFromNxloodNandNtheNKidneydNHypertensionbN2017bN 8.5 85

56 wssociationsNofNMitochondrialNandNNuclearNMitochondrialNVariantsNandNGenesNwithNSevenNMetabolicN
TraitsdNAmericaniJournaliofiHumaniGeneticsbN2019bNgfjbNgghcgin 11 54

55 TheNtranscancestralNgenomicNarchitectureNofNglycemicNtraitsdNNatureiGeneticsbN2021bNkibNnjfcnlf 36.3 44

54 ProteinccodingNvariantsNimplicateNnovelNgenesNrelatedNtoNlipidNhomeostasisNcontributingNtoNbodycfatN
distributiondNNatureiGeneticsbN2019bNkgbNjkhcjlo 36.3 44

53 wssociationsNofNautozygosityNwithNaNbroadNrangeNofNhumanNphenotypesdNNatureiCommunicationsbN
2019bNgfbNjokm 17.4 40

52 MultiethnicNExomecWideNwssociationNStudyNofNSubclinicalNwtherosclerosisdNCirculation:i
CardiovasculariGeneticsbN2016bNobNkggckhf 34
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51
WholecExomeNSequencingNIdentifiesNLociNwssociatedNwithNxloodNyellNTraitsNandNRevealsNaNRoleNforN
wlternativeNGFIgxNSpliceNVariantsNinNHumanNHematopoiesisdNAmericaniJournaliofiHumaniGeneticsbN
2016bNoobNjngcn

11 31

50 andNLociNIdentifiedNthroughNLargecScaleNExomeNyhipNwnalysisNRegulateNKidneyNzevelopmentNandN
FunctiondNJournaliofitheiAmericaniSocietyiofiNephrology:iJASNbN2017bNhnbNongcooj 12.7 30

49 GenomecwideNTranscethnicNMetacanalysisNIdentifiesNSevenNGeneticNLociNInfluencingNErythrocyteN
TraitsNandNaNRoleNforNRxPMSNinNErythropoiesisdNAmericaniJournaliofiHumaniGeneticsbN2017bNgffbNkgcli 11 30

48
yETPNVyholesterylNEsterNTransferNProteinWNyoncentrationpNwNGenomecWideNwssociationNStudyN
FollowedNbyNMendelianNRandomizationNonNyoronaryNwrteryNziseasedNCirculationiGenomiciandi
PrecisioniMedicinebN2018bNggbNeffhfij

5.2 30

47
GenomecwideNmetacanalysisNofNmacronutrientNintakeNofNogbggjNEuropeanNancestryNparticipantsN
fromNtheNcohortsNforNheartNandNagingNresearchNinNgenomicNepidemiologyNconsortiumdNMoleculari
PsychiatrybN2019bNhjbNgohfcgoih

15.1 30

46 MetacanalysisNofNjoNkjoNindividualsNimputedNwithNtheNgfffNGenomesNProjectNrevealsNanNexonicN
damagingNvariantNinNwNGPTLjNdeterminingNfastingNTGNlevelsdNJournaliofiMedicaliGeneticsbN2016bNkibNjjgco5.8 27

45 ziscoveryNofNrareNvariantsNassociatedNwithNbloodNpressureNregulationNthroughNmetacanalysisNofNgdiN
millionNindividualsdNNatureiGeneticsbN2020bNkhbNgigjcgiih 36.3 26

44 ExomecchipNmetacanalysisNidentifiesNnovelNlociNassociatedNwithNcardiacNconductionbNincludingN
wzwMTSldNGenomeiBiologybN2018bNgobNnm 18.3 25

43 zevelopmentNofNaNmethodNtoNconsistentlyNquantifyNtheNstructuralNdistanceNbetweenNscaffoldsNandN
toNassessNscaffoldNhoppingNpotentialdNJournaliofiChemicaliInformationiandiModelingbN2011bNkgbNhkfmcgj 6.1 23

42 GenomecwideNassociationNstudyNofNbreakfastNskippingNlinksNclockNregulationNwithNfoodNtimingdN
AmericaniJournaliofiClinicaliNutritionbN2019bNggfbNjmicjnj 7 22

41 IntegrationNofNepidemiologicbNpharmacologicbNgeneticNandNgutNmicrobiomeNdataNinNaN
drugcmetaboliteNatlasdNNatureiMedicinebN2020bNhlbNggfcggm 50.5 19

40 wssessmentNofNreproducibilityNandNbiologicalNvariabilityNofNfastingNandNpostprandialNplasmaN
metaboliteNconcentrationsNusingNgHNNMRNspectroscopydNPLoSiONEbN2019bNgjbNefhgnkjo 3.7 18

39 MendelianNrandomizationNrevealsNunexpectedNeffectsNofNyETPNonNtheNlipoproteinNprofiledNEuropeani
JournaliofiHumaniGeneticsbN2019bNhmbNjhhcjig 5.3 18

38 ziscoveryNofNnovelNheartNratecassociatedNlociNusingNtheNExomeNyhipdNHumaniMoleculariGeneticsbN2017
bNhlbNhijlchili 5.6 17

37
SugarcsweetenedNbeverageNintakeNassociationsNwithNfastingNglucoseNandNinsulinNconcentrationsNareN
notNmodifiedNbyNselectedNgeneticNvariantsNinNaNyhRExPcFGFhgNpathwaypNaNmetacanalysisdN
DiabetologiabN2018bNlgbNigmciif

10.3 17

36 MetacanalysisNofNexomeNarrayNdataNidentifiesNsixNnovelNgeneticNlociNforNlungNfunctiondNWellcomeiOpeni
ResearchbN2018bNibNj 4.8 16

35 ExomeyhipcWideNwnalysisNofNokNlhlNIndividualsNIdentifiesNgfNNovelNLociNwssociatedNWithNQTNandNJTN
IntervalsdNCirculationiGenomiciandiPrecisioniMedicinebN2018bNggbNeffgmkn 5.2 14

34 ExomeczerivedNwdiponectincwssociatedNVariantsNImplicateNObesityNandNLipidNxiologydNAmericani
JournaliofiHumaniGeneticsbN2019bNgfkbNgkchn 11 12
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33 yommonNandNRareNyodingNGeneticNVariationNUnderlyingNtheNElectrocardiographicNPRNIntervaldN
CirculationiGenomiciandiPrecisioniMedicinebN2018bNggbNeffhfim 5.2 11

32 PostprandialNmetaboliteNprofilesNassociatedNwithNtypeNhNdiabetesNclearlyNstratifyNindividualsNwithN
impairedNfastingNglucosedNMetabolomicsbN2018bNgjbNgi 4.7 10

31 TranscancestryNgeneticNstudyNofNtypeNhNdiabetesNhighlightsNtheNpowerNofNdiverseNpopulationsNforN
discoveryNandNtranslation 10

30 GeneticNStudiesNofNLeptinNyoncentrationsNImplicateNLeptinNinNtheNRegulationNofNEarlyNwdipositydN
DiabetesbN2020bNlobNhnflchngn 0.9 10

29 LargecscaleNpharmacogenomicNstudyNofNsulfonylureasNandNtheNQTbNJTNandNQRSNintervalspNyHwRGEN
PharmacogenomicsNWorkingNGroupdNPharmacogenomicsiJournalbN2018bNgnbNghmcgik 3.5 9

28 zepressionNandNInflammatoryNxowelNziseasepNwNxidirectionalNtwocsampleNMendelianNRandomizationN
StudydNJournaliofiCrohnssiandiColitisbN2021bN 1.5 8

27 FactorNVNlevelsNandNriskNofNvenousNthrombosispNTheNMEGwNcaseccontrolNstudydNResearchiandiPracticei
iniThrombosisiandiHaemostasisbN2018bNhbNihfcihl 5.1 7

26 ExploringNtheNroleNofNlowcfrequencyNandNrareNexonicNvariantsNinNalcoholNandNtobaccoNusedNDrugiandi
AlcoholiDependencebN2018bNgnnbNojcgfg 4.9 7

25 MulticancestryNgeneticNstudyNofNtypeNhNdiabetesNhighlightsNtheNpowerNofNdiverseNpopulationsNforN
discoveryNandNtranslationddNNatureiGeneticsbN2022bN 36.3 7

24 MetacanalysisNofNexomeNarrayNdataNidentifiesNsixNnovelNgeneticNlociNforNlungNfunctiondNWellcomeiOpeni
ResearchbibNj 4.8 6

23
wNgenomecwideNinteractionNanalysisNofNtricyclicetetracyclicNantidepressantsNandNRRNandNQTNintervalspN
aNpharmacogenomicsNstudyNfromNtheNyohortsNforNHeartNandNwgingNResearchNinNGenomicN
EpidemiologyNVyHwRGEWNconsortiumdNJournaliofiMedicaliGeneticsbN2017bNkjbNigicihi

5.8 5

22 SystematicNassessmentNofNscaffoldNdistancesNinNyhEMxLpNprioritizationNofNcompoundNdataNsetsNforN
scaffoldNhoppingNanalysisNinNvirtualNscreeningdNJournaliofiComputer-AidediMoleculariDesignbN2012bNhlbNggfgco4.2 4

21 GeneticNStudiesNofNMetabolomicsNyhangeNwfterNaNLiquidNMealNIlluminateNNovelNPathwaysNforN
GlucoseNandNLipidNMetabolismdNDiabetesbN2021bNmfbNhoihchojl 0.9 4

20 GeneticNanalysisNofNoverNoneNmillionNpeopleNidentifiesNkikNnovelNlociNforNbloodNpressure 4

19 TissuecSpecificNwlterationNofNMetabolicNPathwaysNInfluencesNGlycemicNRegulation 4

18 GeneticNzeterminantsNofNElectrocardiographicNPcWaveNzurationNandNRelationNtoNwtrialNFibrillationdN
CirculationiGenomiciandiPrecisioniMedicinebN2020bNgibNinmciok 5.2 4

17 wssociationNbetweenNwxONhaplotypesNandNtheNriskNofNvenousNthrombosispNimpactNonNdiseaseNriskN
estimationdNBloodbN2021bNgimbNhiojchjfh 2.2 4

16 GlucoseNlevelsNandNdiabetesNareNnotNassociatedNwithNtheNriskNofNvenousNthrombosispNresultsNfromNtheN
MEGwNcaseccontrolNstudydNBritishiJournaliofiHaematologybN2019bNgnjbNjigcjik 4.5 4
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15 GeneceducationalNattainmentNinteractionsNinNaNmulticancestryNgenomecwideNmetacanalysisNidentifyN
novelNbloodNpressureNlocidNMoleculariPsychiatrybN2021bNhlbNhgggchghk 15.1 3

14 GenomecWideNwssociationNStudyNonNtheNEarlycPhaseNInsulinNResponseNtoNaNLiquidNMixedNMealpN
ResultsNFromNtheNNEONStudydNDiabetesbN2019bNlnbNhihmchiil 0.9 3

13
HigherNthyrotropinNleadsNtoNunfavorableNlipidNprofileNandNsomewhatNhigherNcardiovascularNdiseaseN
riskpNevidenceNfromNmulticcohortNMendelianNrandomizationNandNmetabolomicNprofilingdNBMCi
MedicinebN2021bNgobNhll

11.4 3

12
PharmacogenomicsNstudyNofNthiazideNdiureticsNandNQTNintervalNinNmulticethnicNpopulationspNtheN
cohortsNforNheartNandNagingNresearchNinNgenomicNepidemiologydNPharmacogenomicsiJournalbN2018bN
gnbNhgkchhl

3.5 2

11 ReplicationNofNTypeNhNdiabetescassociatedNvariantsNinNaNSaudiNwrabianNpopulationdNPhysiologicali
GenomicsbN2018bNkfbNholchom 3.6 2

10
IdentificationNofNaNnovelNproinsulincassociatedNSNPNandNdemonstrationNthatNproinsulinNisNunlikelyNtoN
beNaNcausalNfactorNinNsubclinicalNvascularNremodellingNusingNMendelianNrandomisationdN
AtherosclerosisbN2017bNhllbNgolchfj

3.1 2

9 TheNHeritabilityNofNTypeNzNPersonalityNbyNanNExtendedNTwincPedigreeNwnalysisNinNtheNNetherlandsN
TwinNRegisterdNBehavioriGeneticsbN2021bNkgbNgcgg 3.2 2

8 GenomecWideNwssociationNStudyNofNtheNPostprandialNTriglycerideNResponseNYieldsNyommonNGeneticN
VariationNinNLIPyNVHepaticNLipaseWdNCirculationiGenomiciandiPrecisioniMedicinebN2020bNgibNeffhloi 5.2 1

7 GeneticsNofNfastingNandNpostprandialNmetaboliteNlevelsNareNoverlappingdNPhysiologicaliGenomicsbN
2018bNkfbNhikchil 3.6 1

6 MetacanalysisNofNexomeNarrayNdataNidentifiesNsixNnovelNgeneticNlociNforNlungNfunctiondNWellcomeiOpeni
ResearchbibNj 4.8 1

5 ProteincyodingNVariantsNImplicateNNovelNGenesNRelatedNtoNLipidNHomeostasisNyontributingNtoNxodyN
FatNzistribution 1

4
InvestigatingNtheNrelationshipsNbetweenNunfavourableNhabitualNsleepNandNmetabolomicNtraitspN
evidenceNfromNmulticcohortNmultivariableNregressionNandNMendelianNrandomizationNanalysesdNBMCi
MedicinebN2021bNgobNlo

11.4 1

3
SugarcSweetenedNxeverageNyonsumptionNMayNModifyNwssociationsNxetweenNGeneticNVariantsNinN
theNyHRExPNVyarbohydrateNResponsiveNElementNxindingNProteinWNLocusNandNHzLcyNVHighczensityN
LipoproteinNyholesterolWNandNTriglycerideNyoncentrationsdNCirculationiGenomiciandiPrecisioni
MedicinebN2021bNgjbNeffihnn

5.2 1

2 RareNandNlowcfrequencyNexonicNvariantsNandNgenecbycsmokingNinteractionsNinNpulmonaryNfunctiondN
ScientificiReportsbN2021bNggbNgoilk 4.9 0

1 TheNassociationNofNgeneticNvariantsNinNtheNcholesterylNesterNtransferNproteinNgeneNwithNhemostaticN
factorsNandNaNfirstNvenousNthrombosisdNJournaliofiThrombosisiandiHaemostasisbN2019bNgmbNgkikcgkji 15.4
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