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Fish and Shellfish Inmunology, 2012, 32, 816-27

Expression analysis of the acute phase response in channel catfish (Ictalurus punctatus) after

infection with a Gram-negative bacterium. Developmental and Comparative Immunology, 2007, 31, 1 183-96

Catfish hepcidin gene is expressed in a wide range of tissues and exhibits tissue-specific

upregulation after bacterial infection. Developmental and Comparative Immunology, 2005, 29, 939-50 32 150

Transcriptomic signatures of attachment, NF-B suppression and IFN stimulation in the catfish gill

following columnaris bacterial infection. Developmental and Comparative Immunology, 2012, 38, 169-80 32

Microarray analysis of gene expression in the blue catfish liver reveals early activation of the MHC 121
class | pathway after infection with Edwardsiella ictaluri. Molecular Inmunology, 2008, 45, 553-66 43 2

Generation of genome-scale gene-associated SNPs in catfish for the construction of a high-density
SNP array. BMC Genomics, 2011, 12, 53

Evolution of CC chemokines in teleost fish: a case study in gene duplication and implications for

immune diversity. /Immunogenetics, 2007, 59, 613-23 32 116

RNA-Seq reveals expression signatures of genes involved in oxygen transport, protein synthesis,
folding, and degradation in response to heat stress in catfish. Physiological Genomics, 2013, 45, 462-76

NOD-like subfamily of the nucleotide-binding domain and leucine-rich repeat containing family
receptors and their expression in channel catfish. Developmental and Comparative Immunology, 32 102
2009, 33,991-9

Efficient assembly and annotation of the transcriptome of catfish by RNA-Seq analysis of a doubled
haploid homozygote. BMC Genomics, 2012, 13, 595

Quality assessment parameters for EST-derived SNPs from catfish. BMC Genomics, 2008, 9, 450 45 92

Toll-like receptor 3 and TICAM genes in catfish: species-specific expression profiles following
infection with Edwardsiella ictaluri. /Immunogenetics, 2006, 58, 817-30

Pathogen recognition receptors in channel catfish: I. Identification, phylogeny and expression of , 3
NOD-like receptors. Developmental and Comparative Immunology, 2012, 37, 77-86 3 7

Pathogen recognition receptors in channel catfish: Il. Identification, phylogeny and expression of
retinoic acid-inducible gene | (RIG-I)-like receptors (RLRs). Developmental and Comparative
Immunology, 2012, 37, 381-9

Basal polarization of the mucosal compartment in Flavobacterium columnare susceptible and 3
resistant channel catfish (Ictalurus punctatus). Molecular Immunology, 2013, 56, 317-27 43

Assembly of 500,000 inter-specific catfish expressed sequence tags and large scale gene-associated

marker development for whole genome association studies. Genome Biology, 2010, 11, R8




(2015-2012)

Profiling of gene duplication patterns of sequenced teleost genomes: evidence for rapid
68 lineage-specific genome expansion mediated by recent tandem duplications. BMC Genomics, 2012, 45 71
13, 246

Sequence analysis and expression of a CXC chemokine in resistant and susceptible catfish after
infection of Edwardsiella ictaluri. Developmental and Comparative Immunology, 2004, 28, 769-80

Evasion of mucosal defenses during Aeromonas hydrophila infection of channel catfish (Ictalurus
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26 invasive cane toad (Rhinella marina). Developmental and Comparative Inmunology, 2018, 88, 114-123

32 12
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