
Seong-Woon Roh

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:xxexalywcomxauthorvpdfx74727y8xseongvwoonvrohvpublicationsvbyvyearwpdf

Version:h2y24vy4v25h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalywcomwhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovew

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlew

208
papers

4,518
citations

32
h-index

57
g-index

217
ext. papers

5,894
ext. citations

3.4
avg, IF

5.34
L-index



k Paper IF Citations

208 LongbtermNpopulationNdynamicsNofNviableNmicrobesNinNaNclosedNecosystemNofNfermentedNvegetablesccN
FoodeResearcheInternationalaN2022aNfjiaNfffeii 7 1

207 RoleNofNcombinatedNlacticNacidNbacteriaNinNbacterialaNviralaNandNmetaboliteNdynamicsNduringN
fermentationNofNvegetableNfoodaNkimchicNFoodeResearcheInternationalaN2022aNfffgkf 7 1

206 SafetyNassessmentNofNwhiteNcolonybformingNyeastsNinNkimchicNFoodeMicrobiologyaN2022aNfekaNfeiejl 6 1

205
κaloferaxNlitoreumNspcNnovcaNκaloferaxNmarinisediminisNspcNnovcaNandNκaloferaxNmarinumNspcNnovcaN
lowNsaltbtolerantNhaloarchaeaNisolatedNfromNseawaterNandNsedimentcNAntonieeVaneLeeuwenhoekaN
2021aNffiaNgekjbgemg

2.1 0

204 γrowthNInhibitoryNzffectNofNγarlicNPowderNandNxinnamonNzxtractNonNWhiteNxolonybFormingNYeastNinN
KimchicNFoodsaN2021aNfeaN 4.9 5

203 vnaerocolumnaNsedimenticolaNspcNnovcaNisolatedNfromNfreshNwaterNsedimentcNAntonieeVane
LeeuwenhoekaN2021aNffiaNjelbjfh 2.1 2

202 OyFMaNanNomicsNdataNresourceNfromNmicroorganismsNassociatedNwithNfermentedNfoodscNScientifice
DataaN2021aNmaNffh 8.2 2

201 xalfNyiarrheaNxausedNbyNProlongedNzxpansionNofNvutochthonousNγutNandNTheirNLyticN
wacteriophagescNMSystemsaN2021aNkaN 7.6 7

200 vminipilaNterraeNspcNnovcaNaNstrictlyNanaerobicNbacteriumNisolatedNfromNriverNsedimentcNArchiveseofe
MicrobiologyaN2021aNgehaNhfkhbhfkn 3 0

199 xulturebindependentNanalysisNofNtheNbacterialNcommunityNinNxhineseNfermentedNvegetablesNandN
genomicNanalysisNofNlacticNacidNbacteriacNArchiveseofeMicrobiologyaN2021aNgehaNiknhbileh 3 1

198 γenomicNanalysisNofNhalophilicNbacteriumaNLentibacillusNspcNxwvhkfeaNderivedNfromNhumanNfecescNGute
PathogensaN2021aNfhaNif 5.4 0

197 γenomicNanalysisNofNfacultativelyNoligotrophicNhaloarchaeaNofNtheNgeneraNκalarchaeumaN
κalorubrumaNandNκalolaminaaNisolatedNfromNsolarNsaltcNArchiveseofeMicrobiologyaN2021aNgehaNgkfbgkm 3 0

196 OmicsNinNgutNmicrobiomeNanalysiscNJournaleofeMicrobiologyaN2021aNjnaNgngbgnl 3 8

195 vmeliorationNofNκepaticNSteatosisNinNMiceNthroughNxwvlhikbMediatedNRegulationNofNκighbFatN
yietbInducedNInsulinNResistanceNandNLipogenesiscNNutrientsaN2021aNfhaN 6.7 3

194 γenomicNcharacterizationNofNnineNxlostridioidesNdifficileNstrainsNisolatedNfromNKoreanNpatientsNwithN
xlostridioidesNdifficileNinfectioncNGutePathogensaN2021aNfhaNjj 5.4 2

193 zffectsNofNtheNmainNingredientsNofNtheNfermentedNfoodaNkimchiaNonNbacterialNcompositionNandN
metaboliteNprofilecNFoodeResearcheInternationalaN2021aNfinaNffekkm 7 5

192
LactobacillusNlactisNandNPediococcusNpentosaceusbdrivenNreprogrammingNofNgutNmicrobiomeNandN
metabolomeNamelioratesNtheNprogressionNofNnonbalcoholicNfattyNliverNdiseaseccNClinicaleande
TranslationaleMedicineaN2021aNffaNekhi

5.7 3
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191 κaloplanusNrubicundusNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNsolarNsaltcN
SystematiceandeAppliedeMicrobiologyaN2020aNihaNfgkemj 4.2 1

190 xharacterizationNofNaNpotentialNprobioticNbacteriumNLactococcusNraffinolactisNWiKimeekmNisolatedN
fromNfermentedNvegetableNusingNgenomicNandNinNvitroNanalysescNBMCeMicrobiologyaN2020aNgeaNfhk 4.5 6

189
ImpactNofNfermentationNconditionsNonNtheNdiversityNofNwhiteNcolonybformingNyeastNandNanalysisNofN
metaboliteNchangesNbyNwhiteNcolonybformingNyeastNinNkimchicNFoodeResearcheInternationalaN2020aN
fhkaNfenhfj

7 10

188 MicrobialNnichesNinNrawNingredientsNdetermineNmicrobialNcommunityNassemblyNduringNkimchiN
fermentationcNFoodeChemistryaN2020aNhfmaNfgkimf 8.5 31

187 spcNnovcaNanNactinobacteriumNisolatedNfromNfreshwaterNsedimentcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2020aNleaNignmbihei 2.2 1

186 TheNhumanNgutNarchaeomeoNidentificationNofNdiverseNhaloarchaeaNinNKoreanNsubjectscNMicrobiomeaN
2020aNmaNffi 16.6 23

185 UnravelingNmicrobialNfermentationNfeaturesNinNkimchioNfromNclassicalNtoNmetabomicsNapproachescN
AppliedeMicrobiologyeandeBiotechnologyaN2020aNfeiaNllhfbllii 5.7 22

184 InitialNstorageNofNkimchiNatNroomNtemperatureNaltersNitsNmicrobialNandNmetaboliteNprofilescNLWTete
FoodeScienceeandeTechnologyaN2020aNfhiaNffefke 5.4 6

183 γenomicNandNmetabolicNfeaturesNofNLactobacillusNsakeiNasNrevealedNbyNitsNpanbgenomeNandNtheN
metatranscriptomeNofNkimchiNfermentationcNFoodeMicrobiologyaN2020aNmkaNfehhif 6 24

182 PaenibacillusNlutimineralisNspcNnovcaNIsolatedNFromNwentonitecNCurrenteMicrobiologyaN2019aNlkaNnnjbfeeg 2.4 1

181 zffectsNofNanNauxinbproducingNsymbioticNbacteriumNonNcellNgrowthNofNtheNmicroalgaNκaematococcusN
pluvialisoNzlevationNofNcellNdensityNandNprolongationNofNexponentialNstagecNAlgaleResearchaN2019aNifaNfefjil5 13

180 PaenibacillusNpsychroresistensNspcNnovcaNisolatedNfromNtheNsoilNofNanNvrcticNglacialNretreatcNJournaleofe
MicrobiologyaN2019aNjlaNjknbjli 3 1

179 MixedNstarterNofNLactococcusNlactisNandNLeuconostocNcitreumNforNextendingNkimchiNshelfblifecNJournale
ofeMicrobiologyaN2019aNjlaNilnbimi 3 10

178 ParacoccusNjeotgaliNspcNnovcaNisolatedNfromNKoreanNsaltedNandNfermentedNshrimpcNJournaleofe
MicrobiologyaN2019aNjlaNiiibiin 3 6

177 xellNTypebSpecificNInterferonb˛‡bmediatedNvntagonismNofNKSκVNLyticNReplicationcNScientificeReportsaN
2019aNnaNghlg 4.9 11

176 RoseovariusNfaecimarisNspcNnovcaNisolatedNfromNaNtidalNflatcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2019aNknaNfikjbfilf 2.2 2

175 xommunityNstructuresNandNgenomicNfeaturesNofNundesirableNwhiteNcolonybformingNyeastsNonN
fermentedNvegetablescNJournaleofeMicrobiologyaN2019aNjlaNhebhl 3 13

174 γenomicNandNmetatranscriptomicNanalysesNofNWeissellaNkoreensisNrevealNitsNmetabolicNandN
fermentativeNfeaturesNduringNkimchiNfermentationcNFoodeMicrobiologyaN2018aNlkaNfbfe 6 31

(2018-2020)
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173 zstablishmentNofNaNnewNstrategyNagainstNMicrocystisNbloomNusingNnewlyNisolatedNlyticNandN
toxinbdegradingNbacteriacNJournaleofeAppliedePhycologyaN2018aNheaNflnjbfmek 3.2 11

172 xompleteNγenomeNSequenceNandNγenomicNxharacterizationNofNLvfNVffmknwPWcNFrontierseine
PharmacologyaN2018aNnaNmh 5.6 7

171 κalostellaN2018aNfbi

170 wacterialNcommunityNanalysisNinNthreeNtypesNofNtheNfermentedNseafoodaNjeotgalaNproducedNinNSouthN
KoreacNBioscienceseBiotechnologyeandeBiochemistryaN2018aNmgaNfiiibfiji 2.1 6

169 WIKIMheNvmelioratesNvtopicNyermatitisbLikeNSkinNLesionsNbyNInducingNRegulatoryNTNxellsNandN
vlteringNγutNMicrobiotaNStructureNinNMicecNFrontierseineImmunologyaN2018aNnaNfnej 8.4 40

168 κalorubrumNaethiopicumNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNcommercialNrockN
saltcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2018aNkmaNifkbigg 2.2 4

167 KetobacterNalkanivoransNgencNnovcaNspcNnovcaNanNnbalkanebdegradingNbacteriumNisolatedNfromN
seawatercNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2018aNkmaNggjmbggki 2.2 10

166 κaloplanusNrallusNspcNnovcaNaNhalophilicNarchaeonNisolatedNfromNcrudeNsolarNsaltcNInternationaleJournale
ofeSystematiceandeEvolutionaryeMicrobiologyaN2018aNkmaNhggkbhghf 2.2 2

165 ZunongwangiaNflavaNspcNnovcaNbelongingNtoNtheNfamilyNFlavobacteriaceaeaNisolatedNfromNSalicorniaN
europaeacNJournaleofeMicrobiologyaN2018aNjkaNmkmbmlh 3 3

164 RoleNofNjeotgalaNaNKoreanNtraditionalNfermentedNfishNsauceaNinNmicrobialNdynamicsNandNmetaboliteN
profilesNduringNkimchiNfermentationcNFoodeChemistryaN2018aNgkjaNfhjbfih 8.5 39

163 NovelNhaloarchaeonNNatrinemaNthermophilaNhavingNtheNhighestNgrowthNtemperatureNamongN
haloarchaeaNwithNaNlargeNgenomeNsizecNScientificeReportsaN2018aNmaNllll 4.9 9

162 ViralNcommunityNpredictsNtheNgeographicalNoriginNofNfermentedNvegetableNfoodsNmoreNpreciselyN
thanNbacterialNcommunitycNFoodeMicrobiologyaN2018aNlkaNhfnbhgl 6 17

161 WeissellaNcibariaNWIKIMgmNamelioratesNatopicNdermatitisblikeNskinNlesionsNbyNinducingNtolerogenicN
dendriticNcellsNandNregulatoryNTNcellsNinNwvLwdcNmicecNScientificeReportsaN2017aNlaNieeie 4.9 48

160 vquimarinaNseongsanensisNspcNnovcaNisolatedNfromNseaNwatercNAntonieeVaneLeeuwenhoekaN2017aNffeaNfefnbfegj2.1 3

159 vNnovelNmethanotrophNinNtheNgenusNMethylomonasNthatNcontainsNaNdistinctNcladeNofNsolubleN
methaneNmonooxygenasecNJournaleofeMicrobiologyaN2017aNjjaNlljblmg 3 13

158 xompleteNgenomeNsequenceNofNaNcommensalNbacteriumaNxwvlfgiaNisolatedNfromNhumanNfecescNGute
PathogensaN2017aNnaNif 5.4 3

157 xompleteNgenomeNsequenceNofNxwvlfghNisolatedNfromNaNfaecalNsampleNfromNKoreacNGutePathogensaN
2017aNnaNhg 5.4 3

156 γenomicNvnalysisNofNxwvlfgkNIsolatedNfromNaNκumanNFecalNSamplecNFrontierseinePharmacologyaN2017
aNmaNlgi 5.6 4
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155 γenomicNvnalysisNofNaNPathogenicNwacteriumaNxwvlfggNxontainingNtheNκighestNNumberNofNrRNvN
OperonsaNIsolatedNfromNaNκumanNStoolNSamplecNFrontierseinePharmacologyaN2017aNmaNmie 5.6 7

154 yiversityNofNzxtremelyNκalophilicNvrchaealNandNwacterialNxommunitiesNfromNxommercialNSaltscN
FrontierseineMicrobiologyaN2017aNmaNlnn 5.7 20

153
znhancedNProductionNofNγammabvminobutyricNvcidNbyNOptimizingNxultureNxonditionsNofNκYzfN
IsolatedNfromNKimchiaNaNKoreanNFermentedNFoodcNJournaleofeMicrobiologyeandeBiotechnologyaN2017aN
glaNijebijn

3.3 41

152 vquimarinaNversatilisNspcNnovcaNisolatedNfromNseashoreNsandaNandNemendedNdescriptionNofNtheNgenusN
vquimarinacNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2017aNklaNiffbifk 2.2 6

151 KiloniellaNantarcticaNspcNnovcaNisolatedNfromNaNpolynyaNofNvmundsenNSeaNinNWesternNvntarcticNSeacN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2017aNklaNghnlbgieg 2.2 3

150 MaribacterNpelagiusNspcNnovcaNisolatedNfromNseawatercNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2017aNklaNhmhibhmhn 2.2 5

149 FlavimarinaNflavaNspcNnovcaNisolatedNfromNSalicorniaNherbaceacNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2017aNklaNigiebigij 2.2 1

148 PaenibacillusNarcticusNspcNnovcaNisolatedNfromNvrcticNsoilcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2017aNklaNihmjbihmn 2.2 5

147 κaloplanusNsalinarumNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNaNsolarNsalterncN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2017aNklaNiijkbiikf 2.2 1

146 γenomeNsequenceNofNaNcommensalNbacteriumaNxwvlfgeaNisolatedNfromNaNKoreanNfecalNsamplecNGute
PathogensaN2016aNmaNkg 5.4 7

145 LentibacillusNkimchiiNspcNnovcaNanNextremelyNhalophilicNbacteriumNisolatedNfromNkimchiaNaNKoreanN
fermentedNvegetablecNAntonieeVaneLeeuwenhoekaN2016aNfenaNmknblk 2.1 17

144 znhancementNofNastaxanthinNproductionNusingNκaematococcusNpluvialisNwithNnovelNLzyNwavelengthN
shiftNstrategycNAppliedeMicrobiologyeandeBiotechnologyaN2016aNfeeaNkghfbkghm 5.7 60

143
γenomicNvnalysisNofNtheNzxtremelyNκalophilicNvrchaeonNκalobacteriumNnoricenseNxwvffhgNIsolatedN
fromNSolarNSaltNThatNIsNanNzssentialNMaterialNforNFermentedNFoodscNJournaleofeMicrobiologyeande
BiotechnologyaN2016aNgkaNfhljbmg

3.3 3

142 κalostellaNsalinaNgencNnovcaNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNsolarNsaltcN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2016aNkkaNgliebglik 2.2 9

141 PseudoruegeriaNaestuariiNspcNnovcaNofNtheNfamilyNRhodobacteraceaeaNisolatedNfromNaNtidalNflatcN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2016aNkkaNhfgjbhfhf 2.2 7

140 γenomicNvnalysisNofNTypeNStrainNxwvfjefNIsolatedNfromNSolfataricNSoilcNFrontierseineMicrobiologyaN
2016aNlaNfkhn 5.7

139 κalapricumN2016aNfbk

138
gaiakbTrihydroxybenzaldehydeaNaNpotentialNantibobesityNtreatmentaNsuppressedNadipocyteN
differentiationNinNhThbLfNcellsNandNfatNaccumulationNinducedNbyNhighbfatNdietNinNxjlwLdkNmicecN
EnvironmentaleToxicologyeandePharmacologyaN2015aNhnaNnkgbm

5.8 9

(2015-2017)
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137 yraconibacteriumNfilumNspcNnovcaNaNnewNspeciesNofNtheNgenusNofNyraconibacteriumNfromNsedimentNofN
theNeastNcoastNofNtheNKoreanNPeninsulacNAntonieeVaneLeeuwenhoekaN2015aNfelaNfeinbjk 2.1 6

136 yirectedNanalysisNofNcyanobacterialNmembraneNphosphoproteomeNusingNstainedNphosphoproteinsN
andNtitaniumbenrichedNphosphopeptidescNJournaleofeMicrobiologyaN2015aNjhaNglnbml 3 12

135 PhaeobacterNmarinintestinusNspcNnovcaNisolatedNfromNtheNintestineNofNaNseaNcucumberNVvpostichopusN
japonicusWcNAntonieeVaneLeeuwenhoekaN2015aNfelaNgenbfk 2.1 7

134 κalolaminaNsediminisNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNsolarNsaltcN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2015aNkjaNgilnbgimi 2.2 15

133 xompleteNgenomeNsequenceNofNκaloarculaNspcNxwvfffjNisolatedNfromNnonbpurifiedNsolarNsaltscN
MarineeGenomicsaN2015aNghaNfnbgf 1.9 4

132 znhancedNbiomassNandNlipidNproductionNbyNsupplementNofNmyobinositolNwithNoceanicNmicroalgaN
yunaliellaNsalinacNBiomasseandeBioenergyaN2015aNlgaNfbl 5.3 30

131 VulcanisaetaNthermophilaNspcNnovcaNaNhyperthermophilicNandNacidophilicNcrenarchaeonNisolatedNfromN
solfataricNsoilcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2015aNkjaNgefbgej 2.2 8

130 PhylogeneticNanalysisNofNmicroalgaeNbasedNonNhighlyNabundantNproteinsNusingNmassNspectrometrycN
TalantaaN2015aNfhgaNkhebi 6.2 14

129 OccurrenceNofNviableaNredbpigmentedNhaloarchaeaNinNtheNplumageNofNcaptiveNflamingoescNScientifice
ReportsaN2015aNjaNfkigj 4.9 18

128 yraftNgenomeNsequenceNofNtheNextremelyNhalophilicNarchaeonNκaladaptatusNcibariusNtypeNstrainN
yihVTWNisolatedNfromNfermentedNseafoodcNStandardseineGenomiceSciencesaN2015aNfeaNjh 3

127 γenomeNsequenceNofNtheNhaloarchaeonNκaloterrigenaNjeotgaliNtypeNstrainNvgnVTWNisolatedNfromN
saltbfermentedNfoodcNStandardseineGenomiceSciencesaN2015aNfeaNin 4

126 yraftNgenomeNsequenceNofNaNdenitrifyingNbacteriumNParacoccusNmarcusiiNPvMxNgggfnNisolatedNfromN
vrcticNmarineNsedimentcNMarineeGenomicsaN2015aNgfaNglbn 1.9 2

125 yraftNgenomeNsequenceNofNtheNagarolyticNhaloarchaeonNκalobellusNrufusNtypeNstrainNxwvffehcN
FEMSeMicrobiologyeLettersaN2015aNhkgaNfbh 2.9 2

124 zvaluationNonNantioxidantNpropertiesNofNsixteenNplantNspeciesNfromNJejuNIslandNinNKoreacNEXCLIe
JournalaN2015aNfiaNfhhbij 2.4 7

123 TransbfahbdiphenylbgahbepoxypropanbfboneaNaNchalconeNderivativeaNinducesNapoptosisNviaN
ROSbmediatedNdownbregulationNofNwclbxLNinNhumanNleukemiaNκLbkeNcellscNEXCLIeJournalaN2015aNfiaNneebl 2.4

122 WhiteningNzffectNofNOctaphloretholNvNIsolatedNfromNIshigeNfoliaceaNinNanNInNVivoNZebrafishNModelcN
JournaleofeMicrobiologyeandeBiotechnologyaN2015aNgjaNiimbjf 3.3 18

121
vnaerosolibacterNcarboniphilusNgencNnovcaNspcNnovcaNaNstrictlyNanaerobicNironbreducingNbacteriumN
isolatedNfromNcoalbcontaminatedNsoilcNInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyaN2015aNkjaNfimebfimj

2.2 3

120 LeeuwenhoekiellaNpolynyaeNspcNnovcaNisolatedNfromNaNpolynyaNinNwesternNvntarcticacNInternationale
JournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2015aNkjaNfknibfknn 2.2 4
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119 ThermoproteusNthermophilusNspcNnovcaNaNhyperthermophilicNcrenarchaeonNisolatedNfromNsolfataricN
soilcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2015aNkjaNgjelbgjfe 2.2 3

118 xroceitaleaNlitoreaNspcNnovcaNisolatedNfromNseashoreNsandcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2015aNkjaNijkhbijkl 2.2 1

117 κalorubrumNhalophilumNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNaNsaltbfermentedN
seafoodcNAntonieeVaneLeeuwenhoekaN2014aNfejaNkehbfg 2.1 20

116 wizioniaNpsychrotoleransNspcNnovcaNaNpsychrophilicNbacteriumNisolatedNfromNtheNintestineNofNaNseaN
cucumberNVvpostichopusNjaponicusWcNAntonieeVaneLeeuwenhoekaN2014aNfekaNmhlbii 2.1 10

115 κalolaminaNrubraNspcNnovcaNaNhaloarchaeonNisolatedNfromNnonbpurifiedNsolarNsaltcNAntonieeVane
LeeuwenhoekaN2014aNfejaNnelbfi 2.1 10

114 κalobellusNrufusNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNnonbpurifiedNsolarNsaltcN
AntonieeVaneLeeuwenhoekaN2014aNfejaNngjbhg 2.1 10

113 κalapricumNsalinumNgencNnovcaNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNnonbpurifiedN
solarNsaltcNAntonieeVaneLeeuwenhoekaN2014aNfejaNnlnbmk 2.1 26

112 InsectNgutNbacterialNdiversityNdeterminedNbyNenvironmentalNhabitataNdietaNdevelopmentalNstageaNandN
phylogenyNofNhostcNAppliedeandeEnvironmentaleMicrobiologyaN2014aNmeaNjgjibki 4.8 354

111 yraftNgenomeNsequenceNofNκalorubrumNhalophilumNwmVTWaNanNextremelyNhalophilicNarchaeonN
isolatedNfromNsaltbfermentedNseafoodcNMarineeGenomicsaN2014aNfmNPtNwaNfflbm 1.9 4

110 xharacterisationNofNinorganicNelementsNandNvolatileNorganicNcompoundsNinNtheNdriedNseaNcucumberN
StichopusNjaponicuscNFoodeChemistryaN2014aNfilaNhibif 8.5 14

109 yraftNgenomeNsequenceNofNtheNextremelyNhalophilicNarchaeonNκalococcusNsediminicolaNxwvffefN
isolatedNfromNaNmarineNsedimentNsamplecNMarineeGenomicsaN2014aNfmPwaNfijbfik 1.9 2

108 yraftNgenomeNsequenceNofNκalolaminaNrubraNxwvffelVTWaNanNagarolyticNhaloarchaeonNisolatedNfromN
solarNsaltcNMarineeGenomicsaN2014aNfmNPtNwaNfglbm 1.9 1

107 yraftNgenomeNsequenceNofNκalapricumNsalinumNxwvffejVTWaNanNextremelyNhalophilicNarchaeonN
isolatedNfromNsolarNsaltcNMarineeGenomicsaN2014aNfmNPtNwaNfhhbi 1.9 3

106 xitrimicrobiumNluteumNgencNnovcaNspcNnovcaNaerobicNanoxygenicNphototrophicNbacteriumNisolatedN
fromNtheNgutNofNaNseaNcucumberNStichopusNjaponicuscNJournaleofeMicrobiologyaN2014aNjgaNmfnbgi 3 3

105 κalococcusNsediminicolaNspcNnovcaNanNextremelyNhalophilicNarchaeonNisolatedNfromNaNmarineN
sedimentcNAntonieeVaneLeeuwenhoekaN2014aNfejaNlhbn 2.1 9

104
kblbyimethoxybibmethylcoumarinNsuppressesNprobinflammatoryNmediatorNexpressionNthroughN
inactivationNofNtheNNFb˛”wNandNMvPKNpathwaysNinNLPSbinducedNRvWNgkiclNcellscNEXCLIeJournalaN2014aN
fhaNlngbmee

2.4 1

103 FermentationNandNQualityNzvaluationNofNmakgeolliaNKoreanNRiceNWineNSupplementedNwithN
vlcoholbtolerantNPediococcusNacidilacticiNKhcNMicrobiologyeandeBiotechnologyeLettersaN2014aNigaNhklbhlk 1.6 4

102 ReevaluationNofNbactericidalaNcytotoxicaNandNmacrophagebstimulatingNactivitiesNofNcommerciallyN
availableNFucusNvesiculosusNfucoidancNAlgaeaN2014aNgnaNghlbgil 2.4 5

(2014-2015)
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101 RhodopirellulaNroseaNspcNnovcaNaNnovelNbacteriumNisolatedNfromNanNarkNclamNScapharcaNbroughtoniicN
JournaleofeMicrobiologyaN2013aNjfaNhefbi 3 16

100 PaenibacillusNmarinisediminisNspcNnovcaNaNbacteriumNisolatedNfromNmarineNsedimentcNJournaleofe
MicrobiologyaN2013aNjfaNhfgbl 3 12

99 NatronomonasNgomsonensisNspcNnovcaNisolatedNfromNaNsolarNsalterncNAntonieeVaneLeeuwenhoekaN2013aN
feiaNkglbhj 2.1 14

98
vntibinflammatoryNeffectNofNessentialNoilNandNitsNconstituentsNfromNfingeredNcitronNVxitrusNmedicaNLcN
varcNsarcodactylisWNthroughNblockingNJNKaNzRKNandNNFb˛”wNsignalingNpathwaysNinNLPSbactivatedNRvWN
gkiclNcellscNFoodeandeChemicaleToxicologyaN2013aNjlaNfgkbhf

4.7 79

97 MethanomethylovoransNuponensisNspcNnovcaNaNmethylotrophicNmethanogenNisolatedNfromNwetlandN
sedimentcNAntonieeVaneLeeuwenhoekaN2013aNfeiaNfeejbfg 2.1 33

96
yesulfotomaculumNtongenseNspcNnovcaNaNmoderatelyNthermophilicNsulfatebreducingNbacteriumN
isolatedNfromNaNhydrothermalNventNsedimentNcollectedNfromNtheNTofuaNvrcNinNtheNTongaNTrenchcN
AntonieeVaneLeeuwenhoekaN2013aNfeiaNffmjbng

2.1 16

95 wlastopirellulaNcremeaNspcNnovcaNisolatedNfromNaNdeadNarkNclamcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2013aNkhaNghfibghfn 2.2 21

94
vntibinflammatoryNeffectsNofNtransbfahbdiphenylbgahbepoxypropanebfboneNmediatedNbyNsuppressionN
ofNinflammatoryNmediatorsNinNLPSbstimulatedNRvWNgkiclNmacrophagescNFoodeandeChemicale
ToxicologyaN2013aNjhaNhlfbj

4.7 40

93 InhibitionNofNtumorNgrowthNinNvitroNandNinNvivoNbyNfucoxanthinNagainstNmelanomaNwfkFfeNcellscN
EnvironmentaleToxicologyeandePharmacologyaN2013aNhjaNhnbik 5.8 78

92 PaenibacillusNoceanisediminisNspcNnovcNisolatedNfromNmarineNsedimentcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2013aNkhaNigmbihi 2.2 24

91 LactobacillusNkimchiensisNspcNnovcaNisolatedNfromNaNfermentedNfoodcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2013aNkhaNfhjjbfhjn 2.2 13

90 FerrimonasNpelagiaNspcNnovcaNisolatedNfromNseawatercNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2013aNkhaNhfljbhfln 2.2 3

89
OrbusNsasakiaeNspcNnovcaNaNbacteriumNisolatedNfromNtheNgutNofNtheNbutterflyNSasakiaNcharondaaNandN
emendedNdescriptionNofNtheNgenusNOrbuscNInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyaN2013aNkhaNflkkbflle

2.2 20

88 γillisiaNmarinaNspcNnovcaNfromNseashoreNsandaNandNemendedNdescriptionNofNtheNgenusNγillisiacN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2013aNkhaNhkiebhkij 2.2 10

87
PaenalcaligenesNhermetiaeNspcNnovcaNisolatedNfromNtheNlarvalNgutNofNκermetiaNillucensNVyipteraoN
StratiomyidaeWaNandNemendedNdescriptionNofNtheNgenusNPaenalcaligenescNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2013aNkhaNiggibiggn

2.2 15

86 InhibitoryNzffectNofNSargassumNpatensNonNInflammationNandNMelanogenesiscNInternationaleJournaleofe
PharmacologyaN2013aNnaNjgibjhg 0.7 6

85 OrnithinibacillusNscapharcaeNspcNnovcaNisolatedNfromNaNdeadNarkNclamcNAntonieeVaneLeeuwenhoekaN
2012aNfefaNfilbji 2.1 15

84 MetagenomicNcharacterizationNofNairborneNviralNyNvNdiversityNinNtheNnearbsurfaceNatmospherecN
JournaleofeVirologyaN2012aNmkaNmggfbhf 6.6 90

Seong-Woon Roh
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83 QuercitrinNprotectsNagainstNultravioletNwbinducedNcellNdeathNinNvitroNandNinNanNinNvivoNzebrafishN
modelcNJournaleofePhotochemistryeandePhotobiologyeB:eBiologyaN2012aNffiaNfgkbhf 6.7 44

82 UnexpectedNconvergenceNofNfungalNandNbacterialNcommunitiesNduringNfermentationNofNtraditionalN
KoreanNalcoholicNbeveragesNinoculatedNwithNvariousNnaturalNstarterscNFoodeMicrobiologyaN2012aNheaNffgbgh6 77

81 wlautiaNstercorisNspcNnovcaNisolatedNfromNhumanNfaecescNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2012aNkgaNllkblln 2.2 41

80 yraftNgenomeNsequenceNofNPedobacterNagriNPwngTaNwhichNbelongsNtoNtheNfamilyN
SphingobacteriaceaecNJournaleofeBacteriologyaN2012aNfniaNhlhm 3.5 3

79 KnoelliaNlocipacatiNspcNnovcaNfromNsoilNofNtheNyemilitarizedNZoneNinNSouthNKoreacNInternationaleJournale
ofeSystematiceandeEvolutionaryeMicrobiologyaN2012aNkgaNhigbhik 2.2 6

78
KistimonasNscapharcaeNspcNnovcaNisolatedNfromNaNdeadNarkNclamNVScapharcaNbroughtoniiWaNandN
emendedNdescriptionNofNtheNgenusNKistimonascNInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyaN2012aNkgaNgmkjbgmkn

2.2 13

77 RuegeriaNconchaeNspcNnovcaNisolatedNfromNtheNarkNclamNScapharcaNbroughtoniicNInternationaleJournale
ofeSystematiceandeEvolutionaryeMicrobiologyaN2012aNkgaNgmjfbgmjl 2.2 20

76 yraftNgenomeNsequenceNofNγillisiaNspcNstrainNxwvhgegaNaNnovelNmemberNofNtheNgenusNγillisiaaNwhichN
belongsNtoNtheNfamilyNFlavobacteriaceaecNJournaleofeBacteriologyaN2012aNfniaNhlhn 3.5 6

75 TropicimonasNsediminicolaNspcNnovcaNisolatedNfromNmarineNsedimentcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2012aNkgaNgigibgign 2.2 8

74 NeptunomonasNconcharumNspcNnovcaNisolatedNfromNaNdeadNarkNclamaNandNemendedNdescriptionNofNtheN
genusNNeptunomonascNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2012aNkgaNgkjlbgkkf2.2 15

73 NeuroprotectiveNzffectsNofNNannochloropsisNoculataNvgainstNvvPκbinducedNOxidativeNyNvNyamageN
inNκTggNxellscNInternationaleJournaleofePharmacologyaN2012aNmaNjglbjhi 0.7 3

72 OceanisphaeraNsediminisNspcNnovcaNisolatedNfromNmarineNsedimentcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2012aNkgaNfjjgbfjjl 2.2 13

71 xomparativeNanalysisNofNKoreanNhumanNgutNmicrobiotaNbyNbarcodedNpyrosequencingcNPLoSeONEaN
2011aNkaNeggfen 3.7 155

70 RuminococcusNfaecisNspcNnovcaNisolatedNfromNhumanNfaecescNJournaleofeMicrobiologyaN2011aNinaNimlbnf 3 8

69 yietziaNalimentariaNspcNnovcaNisolatedNfromNaNtraditionalNKoreanNfoodcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2011aNkfaNggjibggjm 2.2 16

68 yiversityNandNabundanceNofNsinglebstrandedNyNvNvirusesNinNhumanNfecescNAppliedeandeEnvironmentale
MicrobiologyaN2011aNllaNmekgble 4.8 169

67 MicrobacteriumNmitraeNspcNnovcaNisolatedNfromNsaltedNturbanNshellcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2011aNkfaNhnnbieh 2.2 7

66 γenomeNsequenceNofNLentibacillusNjeotgaliNγrbiVTWaNisolatedNfromNtraditionalNKoreanNsaltbfermentedN
seafoodcNJournaleofeBacteriologyaN2011aNfnhaNkifibj 3.5 5

(2011-2012)
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65 γenomeNsequenceNofNxorynebacteriumNnurukiNSkbiNTaNisolatedNfromNalcoholNfermentationNstartercN
JournaleofeBacteriologyaN2011aNfnhaNigjl 3.5 5

64 LeucobacterNcelerNspcNnovcaNisolatedNfromNKoreanNfermentedNseafoodcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2011aNkfaNghjhbghjl 2.2 28

63 γenomeNsequenceNofNstrainNTWgjaNaNnovelNmemberNofNtheNgenusNOrnithinibacillusNinNtheNfamilyN
wacillaceaecNJournaleofeBacteriologyaN2011aNfnhaNgmmibj 3.5 3

62 γenomeNsequenceNofNstrainNTWfjaNaNnovelNmemberNofNtheNgenusNRuegeriaaNbelongingNtoNtheNmarineN
RoseobacterNcladecNJournaleofeBacteriologyaN2011aNfnhaNhiefbg 3.5 5

61 yraftNgenomeNsequenceNofNwacteroidesNfaecisNMvJglTaNaNstrainNisolatedNfromNhumanNfecescNJournale
ofeBacteriologyaN2011aNfnhaNkmefbg 3.5 3

60 KocuriaNsalsiciaNspcNnovcaNisolatedNfromNsaltbfermentedNseafoodcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2011aNkfaNgmkbgmn 2.2 22

59 wrachybacteriumNsquillarumNspcNnovcaNisolatedNfromNsaltbfermentedNseafoodcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2011aNkfaNfffmbffgg 2.2 31

58 LeucobacterNsalsiciusNspcNnovcaNfromNaNsaltbfermentedNfoodcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2011aNkfaNjegbjek 2.2 18

57 xorynebacteriumNnurukiNspcNnovcaNisolatedNfromNanNalcoholNfermentationNstartercNInternationale
JournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2011aNkfaNgihebgihi 2.2 10

56 yraftNgenomeNsequenceNofNyietziaNalimentariaNlgTaNbelongingNtoNtheNfamilyNyietziaceaeaNisolatedN
fromNaNtraditionalNKoreanNfoodcNJournaleofeBacteriologyaN2011aNfnhaNklnf 3.5 7

55 VirgibacillusNalimentariusNspcNnovcaNisolatedNfromNaNtraditionalNKoreanNfoodcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2011aNkfaNgmjfbgmjj 2.2 17

54 γenomeNsequenceNofNwrachybacteriumNsquillarumNMbkbhVTWaNisolatedNfromNsaltbfermentedNseafoodcN
JournaleofeBacteriologyaN2011aNfnhaNkifkbl 3.5 6

53 MetagenomicNanalysisNofNtheNviralNcommunitiesNinNfermentedNfoodscNAppliedeandeEnvironmentale
MicrobiologyaN2011aNllaNfgmibnf 4.8 76

52 InvestigationNofNarchaealNandNbacterialNdiversityNinNfermentedNseafoodNusingNbarcodedN
pyrosequencingcNISMEeJournalaN2010aNiaNfbfk 11.9 241

51 KocuriaNatrinaeNspcNnovcaNisolatedNfromNtraditionalNKoreanNfermentedNseafoodcNInternationaleJournale
ofeSystematiceandeEvolutionaryeMicrobiologyaN2010aNkeaNnfibnfm 2.2 30

50 xompleteNgenomeNsequenceNofNκalalkalicoccusNjeotgaliNwhVTWaNanNextremelyNhalophilicNarchaeoncN
JournaleofeBacteriologyaN2010aNfngaNijgmbn 3.5 21

49 vcidovoraxNsoliNspcNnovcaNisolatedNfromNlandfillNsoilcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2010aNkeaNglfjbglfm 2.2 22

48 wacteroidesNfaecisNspcNnovcaNisolatedNfromNhumanNfaecescNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2010aNkeaNgjlgbgjlk 2.2 12
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47 vgromycesNatrinaeNspcNnovcaNisolatedNfromNfermentedNseafoodcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2010aNkeaNfejkbfejn 2.2 15

46 vlishewanellaNagriNspcNnovcaNisolatedNfromNlandfillNsoilcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2010aNkeaNgfnnbggeh 2.2 22

45
κaladaptatusNcibariusNspcNnovcaNanNextremelyNhalophilicNarchaeonNfromNseafoodaNandNemendedN
descriptionNofNtheNgenusNκaladaptatuscNInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyaN2010aNkeaNffmlbffne

2.2 16

44 KocuriaNkoreensisNspcNnovcaNisolatedNfromNfermentedNseafoodcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2010aNkeaNfiebfih 2.2 25

43
xobetiaNcrustatorumNspcNnovcaNaNnovelNslightlyNhalophilicNbacteriumNisolatedNfromNtraditionalN
fermentedNseafoodNinNKoreacNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN
2010aNkeaNkgebkgk

2.2 19

42 SphingopyxisNsoliNspcNnovcaNisolatedNfromNlandfillNsoilcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2010aNkeaNfkmgbfkmk 2.2 19

41 SalinicoccusNcarnicancriNspcNnovcaNaNhalophilicNbacteriumNisolatedNfromNaNKoreanNfermentedNseafoodcN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2010aNkeaNkjhbkjm 2.2 11

40 wifidobacteriumNstercorisNspcNnovcaNisolatedNfromNhumanNfaecescNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2010aNkeaNgmghbgmgl 2.2 11

39 LentibacillusNjeotgaliNspcNnovcaNaNhalophilicNbacteriumNisolatedNfromNtraditionalNKoreanNfermentedN
seafoodcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2010aNkeaNfeflbfegg 2.2 15

38 wrevundimonasNbasaltisNspcNnovcaNisolatedNfromNblackNsandcNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2010aNkeaNfimmbfing 2.2 16

37 κalomonasNjeotgaliNspcNnovcaNaNnewNmoderateNhalophilicNbacteriumNisolatedNfromNaNtraditionalN
fermentedNseafoodcNJournaleofeMicrobiologyaN2010aNimaNieibfe 3 22

36 PhenotypicNcharacterizationNandNgenomicNanalysisNofNtheNShigellaNsonneiNbacteriophageNSPfmcN
JournaleofeMicrobiologyaN2010aNimaNgfhbgg 3 11

35 OceanobacillusNkimchiiNspcNnovcNisolatedNfromNaNtraditionalNKoreanNfermentedNfoodcNJournaleofe
MicrobiologyaN2010aNimaNmkgbk 3 32

34 xomparingNmicroarraysNandNnextbgenerationNsequencingNtechnologiesNforNmicrobialNecologyN
researchcNTrendseineBiotechnologyaN2010aNgmaNgnfbn 15.1 117

33 xarnobacteriumNjeotgaliNspcNnovcaNisolatedNfromNaNKoreanNtraditionalNfermentedNfoodcNInternationale
JournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2009aNjnaNhfkmblf 2.2 11

32 vlishewanellaNaestuariiNspcNnovcaNisolatedNfromNtidalNflatNsedimentaNandNemendedNdescriptionNofNtheN
genusNvlishewanellacNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2009aNjnaNigfbi 2.2 21

31 NitratireductorNbasaltisNspcNnovcaNisolatedNfromNblackNbeachNsandcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2009aNjnaNfhjbm 2.2 18

30 SphingomonasNaestuariiNspcNnovcaNisolatedNfromNtidalNflatNsedimentcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2009aNjnaNfhjnbkh 2.2 14

(2009-2010)
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29 NocardioidesNbasaltisNspcNnovcaNisolatedNfromNblackNbeachNsandcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2009aNjnaNigbl 2.2 23

28
PseudomonasNcaeniNspcNnovcaNaNdenitrifyingNbacteriumNisolatedNfromNtheNsludgeNofNanNanaerobicN
ammoniumboxidizingNbioreactorcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN
2009aNjnaNgjnibm

2.2 43

27 PseudomonasNsabulinigriNspcNnovcaNisolatedNfromNblackNbeachNsandcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2009aNjnaNhmbif 2.2 25

26 κaloterrigenaNjeotgaliNspcNnovcaNanNextremelyNhalophilicNarchaeonNfromNsaltbfermentedNfoodcN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2009aNjnaNghjnbkh 2.2 27

25
vlishewanellaNjeotgaliNspcNnovcaNisolatedNfromNtraditionalNfermentedNfoodaNandNemendedNdescriptionN
ofNtheNgenusNvlishewanellacNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2009aN
jnaNghfhbk

2.2 25

24 MetatranscriptomeNanalysisNofNlacticNacidNbacteriaNduringNkimchiNfermentationNwithN
genomebprobingNmicroarrayscNInternationaleJournaleofeFoodeMicrobiologyaN2009aNfheaNfiebk 5.8 66

23 κenriciellaNmarinaNgencNnovcaNspcNnovcaNaNnovelNmemberNofNtheNfamilyNκyphomonadaceaeNisolatedN
fromNtheNzastNSeacNJournaleofeMicrobiologyaN2009aNilaNfjkbkf 3 16

22 κalorubrumNcibiNspcNnovcaNanNextremelyNhalophilicNarchaeonNfromNsaltbfermentedNseafoodcNJournaleofe
MicrobiologyaN2009aNilaNfkgbk 3 25

21 vpplicationNofNquantitativeNrealbtimeNPxRNforNenumerationNofNtotalNbacterialaNarchaealaNandNyeastN
populationsNinNkimchicNJournaleofeMicrobiologyaN2009aNilaNkmgbj 3 33

20 ParacoccusNaestuariiNspcNnovcaNisolatedNfromNtidalNflatNsedimentcNInternationaleJournaleofeSystematice
andeEvolutionaryeMicrobiologyaN2009aNjnaNlnebi 2.2 34

19 vnalysisNofNyeastNandNarchaealNpopulationNdynamicsNinNkimchiNusingNdenaturingNgradientNgelN
electrophoresiscNInternationaleJournaleofeFoodeMicrobiologyaN2008aNfgkaNfjnbkk 5.8 95

18 ShewanellaNbasaltisNspcNnovcaNaNmarineNbacteriumNisolatedNfromNblackNsandcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2008aNjmaNfnelbfe 2.2 12

17
StatisticalNsuperiorityNofNgenomebprobingNmicroarraysNasNgenomicNyNvbyNvNhybridizationNinN
revealingNtheNbacterialNphylogeneticNrelationshipNcomparedNtoNconventionalNmethodscNJournaleofe
MicrobiologicaleMethodsaN2008aNljaNjghbhe

2.8 61

16 PhylogeneticNcharacterizationNofNtwoNnovelNcommensalNbacteriaNinvolvedNwithNinnateNimmuneN
homeostasisNinNyrosophilaNmelanogastercNAppliedeandeEnvironmentaleMicrobiologyaN2008aNliaNkflfbl 4.8 62

15
yevelopmentNofNmicrobialNgenomebprobingNmicroarraysNusingNdigitalNmultipleNdisplacementN
amplificationNofNuncultivatedNmicrobialNsingleNcellscNEnvironmentaleScienceelamp;eTechnologyaN2008aN
igaNkejmbki

10.3 23

14 MarinomonasNbasaltisNspcNnovcaNaNmarineNbacteriumNisolatedNfromNblackNsandcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2008aNjmaNglihbl 2.2 6

13 MarinobacterNgoseongensisNspcNnovcaNfromNseawatercNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2008aNjmaNgmkkble 2.2 16

12 vmplificationNofNunculturedNsinglebstrandedNyNvNvirusesNfromNriceNpaddyNsoilcNAppliedeande
EnvironmentaleMicrobiologyaN2008aNliaNjnljbmj 4.8 139
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11 VibrioNareninigraeNspcNnovcaNaNmarineNbacteriumNisolatedNfromNblackNsandcNInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyaN2008aNjmaNfnehbk 2.2 11

10 PedobacterNagriNspcNnovcaNfromNsoilcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiology
aN2008aNjmaNfkiebh 2.2 33

9 JoostellaNmarinaNgencNnovcaNspcNnovcaNaNnovelNmemberNofNtheNfamilyNFlavobacteriaceaeNisolatedNfromN
theNzastNSeacNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2008aNjmaNfhmmbng 2.2 27

8 xharacterizationNofNtheNdepthbrelatedNchangesNinNtheNmicrobialNcommunitiesNinNLakeNκovsgolN
sedimentNbyNfkSNrRNvNgenebbasedNapproachescNJournaleofeMicrobiologyaN2008aNikaNfgjbhk 3 25

7 vrthrobacterNsoliNspcNnovcaNaNnovelNbacteriumNisolatedNfromNwastewaterNreservoirNsedimentcNJournale
ofeMicrobiologyaN2008aNikaNiebi 3 68

6 LuteimonasNaestuariiNspcNnovcaNisolatedNfromNtidalNflatNsedimentcNJournaleofeMicrobiologyaN2008aNikaNjgjbn 3 32

5 vliihoefleaNaestuariiNgencNnovcaNspcNnovcaNaNnovelNbacteriumNisolatedNfromNtidalNflatNsedimentcNJournale
ofeMicrobiologyaN2008aNikaNjnibm 3 14

4 wacterialaNarchaealaNandNeukaryalNdiversityNinNtheNintestinesNofNKoreanNpeoplecNJournaleofe
MicrobiologyaN2008aNikaNinfbjef 3 70

3
NatronococcusNjeotgaliNspcNnovcaNaNhalophilicNarchaeonNisolatedNfromNshrimpNjeotgalaNaNtraditionalN
fermentedNseafoodNfromNKoreacNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN
2007aNjlaNgfgnbgfhf

2.2 32

2 κalalkalicoccusNjeotgaliNspcNnovcaNaNhalophilicNarchaeonNfromNshrimpNjeotgalaNaNtraditionalNKoreanN
fermentedNseafoodcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2007aNjlaNggnkbggnm2.2 56

1 QuantitativeNrealNtimeNPxRNassaysNforNtheNenumerationNofNSaccharomycesNcerevisiaeNandNtheN
SaccharomycesNsensuNstrictoNcomplexNinNhumanNfecescNJournaleofeMicrobiologicaleMethodsaN2007aNlfaNfnfbgef2.8 15
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