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ypolipoproteinNzNmRNydEditingNCatalyticNPolypeptidedLikedInducedNProteinNChangesNinNEstrogenN
ReceptordPositivecNHumanNEpidermalNGrowthNβactorNReceptorNidNegativeNzreastNCancerN
ThroughoutNïiseaseNProgressioneeNJCOpPrecisionpOncologycN2022cNncNeihgghqg

3.6 2

79 yNpanelNofNïNyNmethylationNmarkersNforNtheNclassificationNofNconsensusNmolecularNsubtypesNiNandNkN
inNpatientsNwithNcolorectalNcancereeNJournalpofpClinicalpOncologycN2021cNkqcNkmlmdkmlm 2.2

78 ïifferentialNreprogrammingNofNbreastNcancerNsubtypesNinNkïNculturesNandNimplicationsNforN
sensitivityNtoNtargetedNtherapyeNScientificpReportscN2021cNhhcNoimq 4.9 5

77 SpatialNimmunophenotypesNpredictNresponseNtoNantidPïhNtreatmentNandNcaptureNdistinctNpathsNofNTN
cellNevasionNinNtripleNnegativeNbreastNcancereNNaturepCommunicationscN2021cNhicNmnnp 17.4 7

76 yNpanelNofNïNyNmethylationNmarkersNforNtheNclassificationNofNconsensusNmolecularNsubtypesNiNandNkN
inNpatientsNwithNcolorectalNcancereNMolecularpOncologycN2021cNhmcNkklpdkkni 7.9 0

75 WholeNgenomeNsequencingNofNmetastaticNcolorectalNcancerNrevealsNpriorNtreatmentNeffectsNandN
specificNmetastasisNfeatureseNNaturepCommunicationscN2021cNhicNmol 17.4 5

74 βusionNtranscriptsNandNtheirNgenomicNbreakpointsNinNpolyadenylatedNandNribosomalNRNydminusNRNyN
sequencingNdataeNGigaSciencecN2021cNhgcN 7.6 2

73 IntegrativeNanalysisNofNgenomicNamplificationddependentNexpressionNandNlossdofdfunctionNscreenN
identifiesNySyPhNasNaNdriverNgeneNinNtriplednegativeNbreastNcancerNprogressioneNOncogenecN2020cNkqcNlhhpdlhkh9.2 7

72 ERNandNPIkKNPathwayNyctivityNinNPrimaryNERNPositiveNzreastNCancerNIsNyssociatedNwithN
ProgressiondβreeNSurvivalNofNMetastaticNPatientsNunderNβirstdLineNTamoxifeneNCancerscN2020cNhicN 6.6 10

71 MetabotropicNglutamateNreceptorNhNisNassociatedNwithNunfavorableNprognosisNinNERdnegativeNandN
triplednegativeNbreastNcancereNScientificpReportscN2020cNhgcNiiiqi 4.9 1

70 ClonalitycNyntigenNRecognitioncNandNSuppressionNofNCïpNTNCellsNïifferentiallyNyffectNPrognosisNofN
zreastNCancerNSubtypeseNClinicalpCancerpResearchcN2020cNincNmgmdmho 12.9 13

69 ïifferentialNquantitiesNofNimmuneNcheckpointdexpressingNCïpNTNcellsNinNsoftNtissueNsarcomaN
subtypesN2020cNpcN 9

68 IntratumoralNheterogeneityNofNseconddharmonicNgenerationNscatteringNfromNtumorNcollagenNandNitsN
effectsNonNmetastaticNriskNpredictioneNBMCpCancercN2020cNigcNhiho 4.8 4

67 CirculatingNTumorNCellNEnumerationNandNCharacterizationNinNMetastaticNCastrationdResistantN
ProstateNCancerNPatientsNTreatedNwithNCabazitaxeleNCancerscN2019cNhhcN 6.6 10

66 CancerdassociatedNfibroblastdderivedNGremlinNhNpromotesNbreastNcancerNprogressioneNBreastpCancerp
ResearchcN2019cNihcNhgq 8.3 42

65 TheNgenomicNlandscapeNofNmetastaticNbreastNcancerNhighlightsNchangesNinNmutationNandNsignatureN
frequencieseNNaturepGeneticscN2019cNmhcNhlmgdhlmp 36.3 121

64 ynNincreasedNcellNcycleNgeneNnetworkNdeterminesNMEKNandNyktNinhibitorNdoubleNresistanceNinN
triplednegativeNbreastNcancereNScientificpReportscN2019cNqcNhkkgp 4.9 9
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63 TheNcircularNRNomeNofNprimaryNbreastNcancereNGenomepResearchcN2019cNiqcNkmndknn 9.7 55

62 MolecularNComparisonNofNImatinibdNaˆflveNandNResistantNGastrointestinalNStromalNTumorsrN
ïifferentiallyNExpressedNmicroRNysNandNmRNyseNCancerscN2019cNhhcN 6.6 5

61 MicroRNysNasNpossibleNindicatorsNofNdrugNsensitivityNinNbreastNcancerNcellNlineseNPLoSpONEcN2019cNhlcNegihnlgg3.7 33

60 PartiallyNmethylatedNdomainsNareNhypervariableNinNbreastNcancerNandNfuelNwidespreadNCpGNislandN
hypermethylationeNNaturepCommunicationscN2019cNhgcNholq 17.4 19

59 CodregulatedNgeneNexpressionNofNsplicingNfactorsNasNdriversNofNcancerNprogressioneNScientificpReportscN
2019cNqcNmlpl 4.9 10

58 ïownregulationNofNmatrixNGlaNproteinNisNaNbiomarkerNforNtamoxifendresistantNandNradioresistantN
breastNcancereNBiomarkerspinpMedicinecN2019cNhkcNplhdpmg 2.3 1

57 UncoveringNtheNsignalingNlandscapeNcontrollingNbreastNcancerNcellNmigrationNidentifiesNnovelN
metastasisNdriverNgeneseNNaturepCommunicationscN2019cNhgcNiqpk 17.4 29

56 yNkinaseNinhibitorNscreenNidentifiesNaNdualNcdcofCïKqNinhibitorNtoNsensitiseNtriplednegativeNbreastN
cancerNtoNEGβRdtargetedNtherapyeNBreastpCancerpResearchcN2019cNihcNoo 8.3 32

55 yndrogenNreceptorNexpressionNinNcirculatingNtumorNcellsNofNpatientsNwithNmetastaticNbreastNcancereN
InternationalpJournalpofpCancercN2019cNhlmcNhgpkdhgpq 7.5 15

54 yNtaleNonNrabbitNearsNandNpandhandlescNtheNringsNthatNruleNalleNEBioMedicinecN2019cNlqcNhodhp 8.8

53 ComprehensiveNevaluationNofNmethodsNtoNassessNoverallNandNcelldspecificNimmuneNinfiltratesNinN
breastNcancereNBreastpCancerpResearchcN2019cNihcNhmh 8.3 14

52 WntNtargetsNgenesNareNnotNdifferentiallyNexpressedNinNdesmoidNtumorsNbearingNdifferentNactivatingN
˛†dcateninNmutationseNEuropeanpJournalpofpSurgicalpOncologycN2019cNlmcNnqhdnqp 3.6 1

51 InterferondStimulatedNGenesNyreNInvolvedNinNCrossdresistanceNtoNRadiotherapyNinN
TamoxifendResistantNzreastNCancereNClinicalpCancerpResearchcN2018cNilcNkkqodklgp 12.9 41

50 TNlymphocytesNfacilitateNbrainNmetastasisNofNbreastNcancerNbyNinducingNGuanylatedzindingNProteinNhN
expressioneNActapNeuropathologicacN2018cNhkmcNmphdmqq 14.3 38

49 ConfirmationNofNaNmetastasisdspecificNmicroRNyNsignatureNinNprimaryNcolonNcancereNScientificpReports
cN2018cNpcNmili 4.9 24

48
GeneNlengthNcorrectedNtrimmedNmeanNofNMdvaluesNWGeTMMYNprocessingNofNRNydseqNdataNperformsN
similarlyNinNintersampleNanalysesNwhileNimprovingNintrasampleNcomparisonseNBMCpBioinformaticscN
2018cNhqcNikn

3.6 32

47 TheNPrevalenceNofNCïhlnNExpressionNinNzreastNCancerNSubtypesNandNItsNRelationNtoNOutcomeeN
CancerscN2018cNhgcN 6.6 8

46 βunctionalNyssayNRevealsNHomologousNRecombinationNïeficiencyNinNzreastNCancerNzeyondNzRCyN
GeneNïefectseNClinicalpCancerpResearchcN2018cNilcNnioodnipo 12.9 31
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45 EpithelialdMesenchymalNTransitionNinNHumanNProstateNCancerNïemonstratesNEnhancedNImmuneN
EvasionNMarkedNbyNIïOhNExpressioneNCancerpResearchcN2018cNopcNlnohdlnoq 10.1 25

44 MicroRNyNexpressionNinNpredtreatmentNplasmaNofNpatientsNwithNbenignNbreastNdiseasesNandNbreastN
cancereNOncotargetcN2018cNqcNilkkmdilkln 3.3 8

43 MitochondrialNRNyNExpressionNandNSingleNNucleotideNVariantsNinNyssociationNwithNClinicalN
ParametersNinNPrimaryNzreastNCancerseNCancerscN2018cNhgcN 6.6 5

42 yNsomaticdmutationalNprocessNrecurrentlyNduplicatesNgermlineNsusceptibilityNlociNandNtissuedspecificN
superdenhancersNinNbreastNcancerseNNaturepGeneticscN2017cNlqcNklhdklp 36.3 54

41 ProteomicNcharacterizationNofNmicrodissectedNbreastNtissueNenvironmentNprovidesNaNproteindlevelN
overviewNofNmalignantNtransformationeNProteomicscN2017cNhocNhnggihk 4.8 6

40 yNSystematicNynalysisNofNOncogenicNGeneNβusionsNinNPrimaryNColonNCancereNCancerpResearchcN2017cN
oocNkphldkpii 10.1 56

39 PhosphoserineNaminotransferaseNhNisNassociatedNtoNpoorNoutcomeNonNtamoxifenNtherapyNinN
recurrentNbreastNcancereNScientificpReportscN2017cNocNigqq 4.9 19

38 IdentificationNofNmicroRNyNbiomarkersNforNresponseNofNadvancedNsoftNtissueNsarcomasNtoNeribulinrN
TranslationalNresultsNofNtheNEORTCNnigmiNtrialeNEuropeanpJournalpofpCancercN2017cNomcNkkdlg 7.5 18

37 HighNmRNyNexpressionNofNspliceNvariantNSYKNshortNcorrelatesNwithNhepaticNdiseaseNprogressionNinN
chemonaiveNlymphNnodeNnegativeNcolonNcancerNpatientseNPLoSpONEcN2017cNhicNeghpmngo 3.7 6

36 ldproteinNsignatureNpredictingNtamoxifenNtreatmentNoutcomeNinNrecurrentNbreastNcancereNMolecularp
OncologycN2016cNhgcNildkq 7.9 27

35 PrognosticNsignificanceNofNnuclearNexpressionNofNUMPdCMPNkinaseNinNtripleNnegativeNbreastNcancerN
patientseNScientificpReportscN2016cNncNkigio 4.9 8

34 zreastNcancerNgenomeNandNtranscriptomeNintegrationNimplicatesNspecificNmutationalNsignaturesNwithN
immuneNcellNinfiltrationeNNaturepCommunicationscN2016cNocNhiqhg 17.4 74

33
GyTykNmRNyNexpressioncNbutNnotNmutationcNassociatesNwithNlongerNprogressiondfreeNsurvivalNinN
ERdpositiveNbreastNcancerNpatientsNtreatedNwithNfirstdlineNtamoxifenNforNrecurrentNdiseaseeNCancerp
LetterscN2016cNkoncNhgldq

9.9 18

32 ynNpdgeneNmRNyNexpressionNprofileNinNcirculatingNtumorNcellsNpredictsNresponseNtoNaromataseN
inhibitorsNinNmetastaticNbreastNcancerNpatientseNBMCpCancercN2016cNhncNhik 4.8 20

31 MolecularNcharacteristicsNofNcirculatingNtumorNcellsNresembleNtheNliverNmetastasisNmoreNcloselyNthanN
theNprimaryNtumorNinNmetastaticNcolorectalNcancereNOncotargetcN2016cNocNmqgmpdmqgnq 3.3 31

30 ynnexindyhNandNcaldesmonNareNassociatedNwithNresistanceNtoNtamoxifenNinNestrogenNreceptorN
positiveNrecurrentNbreastNcancereNOncotargetcN2016cNocNkgqpdhhg 3.3 16

29 MitochondrialNïNyNcontentNinNbreastNcancerrNImpactNonNinNvitroNandNinNvivoNphenotypeNandNpatientN
prognosiseNOncotargetcN2016cNocNiqhnndon 3.3 27

28 TheNadvantageNofNlaserdcaptureNmicrodissectionNoverNwholeNtissueNanalysisNinNproteomicNprofilingN
studieseNProteomicscN2016cNhncNhloldpm 4.8 26
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27 MolecularNcharacterizationNofNirinotecanNWSNdkpYNresistantNhumanNbreastNcancerNcellNlineseNBMCp
CancercN2016cNhncNkl 4.8 28

26 LandscapeNofNsomaticNmutationsNinNmngNbreastNcancerNwholedgenomeNsequenceseNNaturecN2016cNmklcNlodml50.4 1193

25 ProperNgenomicNprofilingNofNWzRCyhdmutatedYNbasaldlikeNbreastNcarcinomasNrequiresNpriorNremovalN
ofNtumorNinfiltratingNlymphocyteseNMolecularpOncologycN2015cNqcNpoodpp 7.9 14

24 GeneNexpressionNprofilesNofNcirculatingNtumorNcellsNversusNprimaryNtumorsNinNmetastaticNbreastN
cancereNCancerpLetterscN2015cNknicNkndll 9.9 31

23 PredictingNpaclitaxeldinducedNneutropeniaNusingNtheNïMETNplatformeNPharmacogenomicscN2015cNhncNhikhdlh2.6 14

22 GlobalNproteomicNcharacterizationNofNmicrodissectedNestrogenNreceptorNpositiveNbreastNtumorseN
DatapinpBriefcN2015cNmcNkqqdlgi 1.2 1

21 PIkNkinaseNmutationsNandNmutationalNloadNasNpoorNprognosticNmarkersNinNdiffuseNgliomaNpatientseN
ActapNeuropathologicapCommunicationscN2015cNkcNpp 7.3 27

20 UnderstandingNdrugsNinNbreastNcancerNthroughNdrugNsensitivityNscreeningeNSpringerPluscN2015cNlcNnhh 9

19 yNMethodNtoNCorrelateNmRNyNExpressionNïatasetsNObtainedNfromNβreshNβrozenNandNβormalindβixedcN
ParaffindEmbeddedNTissueNSamplesrNyNMatterNofNThresholdseNPLoSpONEcN2015cNhgcNeghllgqo 3.7 6

18
SïHzfSïHyNimmunohistochemistryNinNpheochromocytomasNandNparagangliomasrNaNmulticenterN
interobserverNvariationNanalysisNusingNvirtualNmicroscopyrNaNMultinationalNStudyNofNtheNEuropeanN
NetworkNforNtheNStudyNofNydrenalNTumorsNWENSxTYeNModernpPathologycN2015cNipcNpgodih

9.8 142

17 mRNyNexpressionNprofilesNinNcirculatingNtumorNcellsNofNmetastaticNcolorectalNcancerNpatientseN
MolecularpOncologycN2015cNqcNqigdki 7.9 34

16 VascularNpatternNanalysisNforNtheNpredictionNofNclinicalNbehaviourNinNpheochromocytomasNandN
paragangliomaseNPLoSpONEcN2015cNhgcNeghihknh 3.7 10

15 SelectionNofNpersonalizedNpatientNtherapyNthroughNtheNuseNofNknowledgedbasedNcomputationalN
modelsNthatNidentifyNtumorddrivingNsignalNtransductionNpathwayseNCancerpResearchcN2014cNolcNiqkndlm 10.1 51

14 ïNyNdamageNresponsiveNmicroRNysNmisexpressedNinNhumanNcancerNmodulateNtherapyNsensitivityeN
MolecularpOncologycN2014cNpcNlmpdnp 7.9 37

13 OvarianNcancerNcellNlineNpanelNWOCCPYrNclinicalNimportanceNofNinNvitroNmorphologicalNsubtypeseNPLoSp
ONEcN2014cNqcNehgkqpp 3.7 228

12 ResponseeNJournalpofpthepNationalpCancerpInstitutecN2014cNhgncN 9.7

11 GeneNexpressionNprofilesNofNprimaryNtumorsNversusNcirculatingNtumorNcellsNinNmetastaticNbreastN
cancereeNJournalpofpClinicalpOncologycN2014cNkicNhhghodhhgho 2.2

10 miRNyNexpressionNprofilingNofNmhNhumanNbreastNcancerNcellNlinesNrevealsNsubtypeNandNdriverN
mutationdspecificNmiRNyseNBreastpCancerpResearchcN2013cNhmcNRkk 8.3 140
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9 SelectionNofNboneNmetastasisNseedsNbyNmesenchymalNsignalsNinNtheNprimaryNtumorNstromaeNCellcN2013
cNhmlcNhgngdhgok 56.2 296

8 IdentificationNofNpotentialNmolecularNbiomarkersNforNresponseNofNsoftNtissueNsarcomaNtoNeribulinrN
TranslationalNresultsNofNEORTCNtrialNnigmieeNJournalpofpClinicalpOncologycN2013cNkhcNhgmokdhgmok 2.2 1

7 yNpharmacogeneticNmodelNpredictingNlowNpaclitaxelNclearanceNbasedNonNtheNïMETNplatformeeN
JournalpofpClinicalpOncologycN2013cNkhcNimqodimqo 2.2

6 GeneNexpressionNprofilingNassignsNCHEKiNhhggdelCNbreastNcancersNtoNtheNluminalNintrinsicNsubtypeseN
BreastpCancerpResearchpandpTreatmentcN2012cNhkicNlkqdlp 4.4 33

5 PatternsNandNincidenceNofNchromosomalNinstabilityNandNtheirNprognosticNrelevanceNinNbreastNcancerN
subtypeseNBreastpCancerpResearchpandpTreatmentcN2011cNhipcNikdkg 4.4 67

4 mRNyNandNmicroRNyNexpressionNprofilesNinNcirculatingNtumorNcellsNandNprimaryNtumorsNofN
metastaticNbreastNcancerNpatientseNClinicalpCancerpResearchcN2011cNhocNknggdhp 12.9 192

3 SubtypesNofNbreastNcancerNshowNpreferentialNsiteNofNrelapseeNCancerpResearchcN2008cNnpcNkhgpdhl 10.1 563

2
βourNmiRNysNassociatedNwithNaggressivenessNofNlymphNnodednegativecNestrogenNreceptordpositiveN
humanNbreastNcancereNProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofp
AmericacN2008cNhgmcNhkgihdn

11.5 334

1 GenesNassociatedNwithNbreastNcancerNmetastaticNtoNboneeNJournalpofpClinicalpOncologycN2006cNilcNiinhdo 2.2 253
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