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j Paper IF Citations

264 tLproteomicLsurvivalLpredictorLforLvOVIwYdlLpatientsLinLintensiveLcareL2022XLdXLeccccccj 6

263 UnderstudiedLproteinsmLopportunitiesLandLchallengesLforLfunctionalLproteomicsaaLNatureYMethodsXL
2022XL 21.6 6

262 tnLopenLinvitationLtoLtheLUnderstudiedLProteinsLInitiativeaaLNatureYBiotechnologyXL2022XL 44.5 2

261 SUuvxααUαtRLTRtNSvRIPTOMIvSLRLPROTxOMIvSmLtLvOMPtRtTIVxLMxT OwSLRxVIxWaaL
MolecularYandYCellularYProteomicsXL2021XLdccdki 7.6 2

260 UltraYfastLproteomicsLwithLScanningLSWtT aLNatureYBiotechnologyXL2021XLflXLkgiYkhg 44.5 47

259 SubcellularLproteomicsaLNatureYReviewsYMethodsYPrimersXL2021XLdXL 13

258 zlobalLanalysisLofLproteinYRNtLinteractionsLinLStRSYvoVYeYinfectedLcellsLrevealsLkeyLregulatorsLofL
infectionaLMolecularYCellXL2021XLkdXLekhdYekijaej 17.6 27

257 tLuayesianLsemiYparametricLmodelLforLthermalLproteomeLprofilingaLCommunicationsYBiologyXL2021XL
gXLkdc 6.7 0

256 αocalizationLofLOrganelleLProteinsLbyLIsotopeLTaggingmLvurrentLstatusLandLpotentialLapplicationsLinL
drugLdiscoveryLresearchaaLDrugYDiscoveryYToday:YTechnologiesXL2021XLflXLhjYij 7.1 0

255 tLtimeYresolvedLproteomicLandLprognosticLmapLofLvOVIwYdlaLCellYSystemsXL2021XLdeXLjkcYjlgaej 10.6 32

254 SpatiotemporalLproteomicLprofilingLofLtheLproYinflammatoryLresponseLtoLlipopolysaccharideLinLtheL
T PYdLhumanLleukaemiaLcellLlineaLNatureYCommunicationsXL2021XLdeXLhjjf 17.4 5

253 PanYcancerLanalysisLofLtranscriptsLencodingLnovelLopenYreadingLframesLTnORysULandLtheirLpotentialL
biologicalLfunctionsaLNpjYGenomicYMedicineXL2021XLiXLg 6.2 9

252 UltraY ighYThroughputLvlinicalLProteomicsLRevealsLvlassifiersLofLvOVIwYdlLInfectionaLCellYSystemsXL
2020XLddXLddYegaeg 10.6 219

251 vhangesLinLtheLOligodendrocyteLProgenitorLvellLProteomeLwithLtgeingaLMolecularYandYCellularY
ProteomicsXL2020XLdlXLdekdYdfce 7.6 18

250 ProteomicsLofLintracellularLfreezingLsurvivalaLPLoSYONEXL2020XLdhXLeceffcgk 3.7 0

249 MovingLProfilingLSpatialLProteomicsLueyondLwiscreteLvlassificationaLProteomicsXL2020XLecXLedlccfle 4.8 7

248 OrganicLphaseLseparationLopensLupLnewLopportunitiesLtoLinterrogateLtheLRNtYbindingLproteomeaL
CurrentYOpinionYinYChemicalYBiologyXL2020XLhgXLjcYjh 9.7 15
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247 xfficientLrecoveryLofLtheLRNtYboundLproteomeLandLproteinYboundLtranscriptomeLusingLphaseL
separationLTOOPSUaLNatureYProtocolsXL2020XLdhXLehikYehkk 18.8 4

246 uiotinLproximityLtaggingLfavoursLunfoldedLproteinsLandLenablesLtheLstudyLofLintrinsicallyLdisorderedL
regionsaLCommunicationsYBiologyXL2020XLfXLfk 6.7 14

245 tLsemiYsupervisedLuayesianLapproachLforLsimultaneousLproteinLsubYcellularLlocalisationLassignmentL
andLnoveltyLdetectionaLPLoSYComputationalYBiologyXL2020XLdiXLedcckekk 5 6

244
IdentificationLofLtheLcisYmolecularLneighboursLofLtheLimmuneLcheckpointLprotein´ ujY gLinLtheL
breastLcancerLcellYlineLSKYuRYfLbyLproteomicLproximityLlabellingaLInternationalYJournalYofYOncologyXL
2020XLhjXLkjYll

4.4 0

243 tLdirectLroleLforLSNXlLinLtheLbiogenesisLofLfilopodiaaLJournalYofYCellYBiologyXL2020XLedlXL 7.3 2

242 wItYNNmLneuralLnetworksLandLinterferenceLcorrectionLenableLdeepLproteomeLcoverageLinLhighL
throughputaLNatureYMethodsXL2020XLdjXLgdYgg 21.6 179

241 tLvomprehensiveLSubcellularLttlasLofLtheLToxoplasmaLProteomeLviaLhyperαOPITLProvidesLSpatialL
vontextLforLProteinLyunctionsaLCellYHostYandYMicrobeXL2020XLekXLjheYjiiael 23.4 61

240 SpatialLproteomicsLdefinesLtheLcontentLofLtraffickingLvesiclesLcapturedLbyLgolginLtethersaLNatureY
CommunicationsXL2020XLddXLhlkj 17.4 11

239 vharacterisationLofLproteinLisoformsLencodedLbyLtheLwrosophilaLzlycogenLSynthaseLKinaseLfLgeneL
shaggyaLPLoSYONEXL2020XLdhXLecefiijl 3.7 1

238 vharacterisationLofLproteinLisoformsLencodedLbyLtheLwrosophilaLzlycogenLSynthaseLKinaseLfLgeneL
shaggyL2020XLdhXLecefiijl

237 vharacterisationLofLproteinLisoformsLencodedLbyLtheLwrosophilaLzlycogenLSynthaseLKinaseLfLgeneL
shaggyL2020XLdhXLecefiijl

236 vharacterisationLofLproteinLisoformsLencodedLbyLtheLwrosophilaLzlycogenLSynthaseLKinaseLfLgeneL
shaggyL2020XLdhXLecefiijl

235 vharacterisationLofLproteinLisoformsLencodedLbyLtheLwrosophilaLzlycogenLSynthaseLKinaseLfLgeneL
shaggyL2020XLdhXLecefiijl

234 ProteomeLMappingLofLaLvyanobacteriumLRevealsLwistinctLvompartmentLOrganizationLandL
vellYwispersedLMetabolismaLPlantYPhysiologyXL2019XLdkdXLdjedYdjfk 6.6 31

233 vombiningLαOPITLwithLdifferentialLultracentrifugationLforLhighYresolutionLspatialLproteomicsaL
NatureYCommunicationsXL2019XLdcXLffd 17.4 74

232 tssessingLsubYcellularLresolutionLinLspatialLproteomicsLexperimentsaLCurrentYOpinionYinYChemicalY
BiologyXL2019XLgkXLdefYdgl 9.7 16

231 SystemsLtnalysesLRevealLtheLResilienceLofLxscherichiaLcoliLPhysiologyLduringLtccumulationLandL
xxportLofLtheLNonnativeLOrganicLtcidLvitramalateaLMSystemsXL2019XLgXL 7.6 5

230
vomparisonLofLwrosophilaLmelanogasterLxmbryoLandLtdultLProteomeLbyLSWtT YMSLRevealsL
wifferentialLRegulationLofLProteinLSynthesisXLwegradationLMachineryXLandLMetabolismLModulesaL
JournalYofYProteomeYResearchXL2019XLdkXLehehYehfg

5.6 3

(2019-2020)
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229 vhangesLinLtheLtrabidopsisLRNtYbindingLproteomeLrevealLnovelLstressLresponseLmechanismsaLBMCY
PlantYBiologyXL2019XLdlXLdfl 5.3 27

228 tLproteomicLtimeLcourseLthroughLtheLdifferentiationLofLhumanLinducedLpluripotentLstemLcellsLintoL
hepatocyteYlikeLcellsaLScientificYReportsXL2019XLlXLfejc 4.9 9

227 wroughtLStressLvausesLSpecificLvhangesLtoLtheLSpliceosomeLandLStressLzranuleLvomponentsaL
FrontiersYinYMolecularYBiosciencesXL2019XLiXLdif 5.6 7

226 wifferentialLInteractomeLandLInnateLImmuneLResponseLtctivationLofLTwoLStructurallyLwistinctL
MisfoldedLProteinLOligomersaLACSYChemicalYNeuroscienceXL2019XLdcXLfgigYfgjk 5.7 7

225 SeparatingLzolgiLProteinsLfromLtoLRevealsLUnderlyingLPropertiesLofLvisternalLαocalizationaLPlantY
CellXL2019XLfdXLecdcYecfg 11.6 21

224 tLuioconductorLworkflowLforLtheLuayesianLanalysisLofLspatialLproteomicsaLFrqqqResearchXL2019XLkXLggi 3.6 12

223 tLProtocolLtoLMapLtheLSpatialLProteomeLUsingL yperαOPITLinaLBionprotocolXL2019XLlXLeffcf 0.9 1

222 MappingLtheLSaccharomycesLcerevisiaeLSpatialLProteomeLwithL ighLResolutionLUsingLhyperαOPITaL
MethodsYinYMolecularYBiologyXL2019XLecglXLdihYdlc 1.4 5

221 TranscriptionalLregulationLofLtheLgenesLinvolvedLinLproteinLmetabolismLandLprocessingLinL
SaccharomycesLcerevisiaeaLFEMSYYeastYResearchXL2019XLdlXL 3.1 1

220 TheLNYrecogninLxfLligaseLPROTxOαYSISdLinfluencesLtheLimmuneLresponseaLPlantYDirectXL2019XLfXLeccdlg 3.3 6

219 vomprehensiveLidentificationLofLRNtYproteinLinteractionsLinLanyLorganismLusingLorthogonalL
organicLphaseLseparationLTOOPSUaLNatureYBiotechnologyXL2019XLfjXLdilYdjk 44.5 132

218 ProteomicLresponsesLofL epzeLcellLmonolayersLandLfwLspheroidsLtoLselectedLhepatotoxinsaL
ToxicologyYLettersXL2019XLfccXLgcYhc 4.4 14

217 KetamineSsLxffectsLonLtheLzlutamatergicLandLztutergicLSystemsmLtLProteomicsLandLMetabolomicsL
StudyLinLMiceaLMolecularYNeuropsychiatryXL2019XLhXLgeYhd 4.9 13

216 TheLsubcellularLorganisationLofLSaccharomycesLcerevisiaeaLCurrentYOpinionYinYChemicalYBiologyXL2019
XLgkXLkiYlh 9.7 15

215 TheLParkinsonSsLwiseaseYαinkedLProteinLwïYdLtssociatesLwithLvytoplasmicLmRNPLzranulesLwuringL
StressLandLNeurodegenerationaLMolecularYNeurobiologyXL2019XLhiXLidYjj 6.2 21

214 MassLspectrometryLapproachesLtoLstudyLplantLendomembraneLtraffickingaLSeminarsYinYCellYandY
DevelopmentalYBiologyXL2018XLkcXLdefYdfe 7.5 6

213 ProteomicLvomparisonLofLVariousL epaticLvellLvulturesLforLPreclinicalLSafetyLPharmacologyaL
ToxicologicalYSciencesXL2018XLdigXLeelYefl 4.4 4

212 voYcomplexLproteinLmembershipLevaluationLusingLMaximumLxntropyLonLzOLontologyLandLInterProL
annotationaLBioinformaticsXL2018XLfgXLdkkgYdkle 7.2 9
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211 TransYactingLtranslationalLregulatoryLRNtLbindingLproteinsaLWileyYInterdisciplinaryYReviewsYRNAXL
2018XLlXLedgih 9.3 51

210 StatfYmediatedLalterationsLinLlysosomalLmembraneLproteinLcompositionaLJournalYofYBiologicalY
ChemistryXL2018XLelfXLgeggYgeid 5.4 16

209 NegativeLfeedbackLviaLRSKLmodulatesLxrkYdependentLprogressionLfromLnaˆflveLpluripotencyaLEMBOY
ReportsXL2018XLdlXL 6.5 17

208 hiPSvLhepatocyteLmodelLdemonstratesLtheLroleLofLunfoldedLproteinLresponseLandLinflammatoryL
networksLinL˛–YantitrypsinLdeficiencyaLJournalYofYHepatologyXL2018XLilXLkhdYkic 13.4 28

207 NYterminomicsLrevealsLcontrolLofLtrabidopsisLseedLstorageLproteinsLandLproteasesLbyLtheL
trgbNYendLruleLpathwayaLNewYPhytologistXL2018XLedkXLddciYddei 9.8 30

206 tLuayesianLmixtureLmodellingLapproachLforLspatialLproteomicsaLPLoSYComputationalYBiologyXL2018XL
dgXLedccihdi 5 32

205 xthyleneLReceptorsXLvTRsLandLxINeLTargetLProteinLIdentificationLandLQuantificationLThroughL
ParallelLReactionLMonitoringLwuringLTomatoLyruitLRipeningaLFrontiersYinYPlantYScienceXL2018XLlXLdiei 6.2 25

204 xarlyLResponsesLtoLSevereLwroughtLStressLinLtheLvellLSuspensionLvultureLProteomeaLProteomesXL
2018XLiXL 4.6 12

203 IdentificationLofLtheLRNtLpolymeraseLIYRNtLinteractomeaLNucleicYAcidsYResearchXL2018XLgiXLddcceYddcdf 20.1 11

202 viprofloxacinLbindingLtoLzyrtLcausesLglobalLchangesLinLtheLproteomeLofLPseudomonasLaeruginosaaL
FEMSYMicrobiologyYLettersXL2018XLfihXL 2.9 7

201 TimeXLspaceXLandLdisorderLinLtheLexpandingLproteomeLuniverseaLProteomicsXL2017XLdjXLdiccfll 4.8 16

200 TrackingLtheLembryonicLstemLcellLtransitionLfromLgroundLstateLpluripotencyaLDevelopmentY
hCambridgeiXL2017XLdggXLdeedYdefg 6.6 150

199 tLsubcellularLmapLofLtheLhumanLproteomeaLScienceXL2017XLfhiXL 33.3 1183

198 UsingLhyperαOPITLtoLperformLhighYresolutionLmappingLofLtheLspatialLproteomeaLNatureYProtocolsXL
2017XLdeXLdddcYddfh 18.8 67

197 InYdepthLcharacterizationLofLtheLtomatoLfruitLpericarpLproteomeaLProteomicsXL2017XLdjXLdiccgci 4.8 17

196
MultipleLmarkerLabundanceLprofilingmLcombiningLselectedLreactionLmonitoringLandLdataYdependentL
acquisitionLforLrapidLestimationLofLorganelleLabundanceLinLsubcellularLsamplesaLPlantYJournalXL2017XL
leXLdeceYdedj

6.9 11

195 SpectralLαibrariesLforLSWtT YMSLtssaysLforLwrosophilaLmelanogasterLandLSolanumLlycopersicumaL
ProteomicsXL2017XLdjXLdjccedi 4.8 18

194 zlareosinmLaLnovelLsexuallyLdimorphicLurinaryLlipocalinLinLtheLbankLvoleXaLOpenYBiologyXL2017XLjXL 7 6

(2017-2018)
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193 KetamineSsLantidepressantLeffectLisLmediatedLbyLenergyLmetabolismLandLantioxidantLdefenseL
systemaLScientificYReportsXL2017XLjXLdhjkk 4.9 31

192 SWtT YMSLdataLofLproteomeLdynamicsLduringLembryogenesisaLDataYinYBriefXL2016XLlXLjjdYjjh 1.2 4

191 TheLmetabolicLbackgroundLisLaLglobalLplayerLinLSaccharomycesLgeneLexpressionLepistasisaLNatureY
MicrobiologyXL2016XLdXLdhcfc 26.6 53

190 tnalysisLofLtemperatureYmediatedLchangesLinLtheLwineLyeastLSaccharomycesLbayanusLvarLuvarumaL
tnLoenologicalLstudyLofLhowLtheLproteinLcontentLinfluencesLwineLqualityaLProteomicsXL2016XLdiXLhjiYle 4.8 6

189 tnalysisLofLwrosophilaLmelanogasterLproteomeLdynamicsLduringLembryonicLdevelopmentLbyLaL
combinationLofLlabelYfreeLproteomicsLapproachesaLProteomicsXL2016XLdiXLecikYkc 4.8 17

188 tntibodyYmediatedLneutralizationLofLmyelinYassociatedLxphrinufLacceleratesLvNSLremyelinationaL
ActaYNeuropathologicaXL2016XLdfdXLekdYelk 14.3 30

187 tLdraftLmapLofLtheLmouseLpluripotentLstemLcellLspatialLproteomeaLNatureYCommunicationsXL2016XLjXLklle17.4 135

186 tLQuantitativeLPhosphoproteomeLtnalysisLofLczMPYwependentLvellularLResponsesLinLtrabidopsisL
thalianaaLMolecularYPlantXL2016XLlXLiedYf 14.4 28

185 tLuioconductorLworkflowLforLprocessingLandLanalysingLspatialLproteomicsLdataaLFrqqqResearchXL
2016XLhXLelei 3.6 17

184 tLuioconductorLworkflowLforLprocessingLandLanalysingLspatialLproteomicsLdataaLFrqqqResearchXL
2016XLhXLelei 3.6 15

183 αearningLfromL eterogeneousLwataLSourcesmLtnLtpplicationLinLSpatialLProteomicsaLPLoSY
ComputationalYBiologyXL2016XLdeXLedccglec 5 29

182 ImpactLofLtzithromycinLonLtheLQuorumLSensingYvontrolledLProteomeLofLPseudomonasLaeruginosaaL
PLoSYONEXL2016XLddXLecdgjilk 3.7 27

181 MimickingLnaturemLPhosphopeptideLenrichmentLusingLcombinatorialLlibrariesLofLaffinityLligandsaL
JournalYofYChromatographyYAXL2016XLdghjXLjiYkj 4.5 10

180 TheLRNtYbindingLproteinLrepertoireLofLtrabidopsisLthalianaaLScientificYReportsXL2016XLiXLeljii 4.9 93

179 PhosphorylationLofLtheLdimericLcytoplasmicLdomainLofLtheLphytosulfokineLreceptorXLPSKRdaL
BiochemicalYJournalXL2016XLgjfXLfckdYlk 3.8 17

178 SWtT YMSLdatasetLofLheatYshockLtreatedLembryosaLDataYinYBriefXL2016XLlXLlldYllh 1.2 1

177 SIαtvYiPtvmLaLquantitativeLmethodLforLdistinguishingLgenuineLfromLnonYspecificLcomponentsLofL
proteinLcomplexesLbyLparallelLaffinityLcaptureaLJournalYofYProteomicsXL2015XLddhXLdgfYhi 3.9 8

176 QuantitativeLproteomicsLanalysisLofLtheLtrgbNYendLruleLpathwayLofLtargetedLdegradationLinL
trabidopsisLrootsaLProteomicsXL2015XLdhXLeggjYhj 4.8 32
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175
tnalysisLofLQualityYRelatedLParametersLinLMatureLKernelsLofLPolygalacturonaseLInhibitingLProteinL
TPzIPULTransgenicLureadLWheatLInfectedLwithLyusariumLgraminearumaLJournalYofYAgriculturalYandY
FoodYChemistryXL2015XLifXLflieYl

5.7 3

174 ProteinLNeighborsLandLProximityLProteomicsaLMolecularYandYCellularYProteomicsXL2015XLdgXLekgkYhi 7.6 76

173 MepjeXLaLmetzincinLproteaseLthatLisLpreferentiallyLsecretedLbyLbiofilmsLofLPseudomonasL
aeruginosaaLJournalYofYBacteriologyXL2015XLdljXLjieYjf 3.5 15

172 ˛–YKlothoLxxpressionLinL umanLTissuesaLJournalYofYClinicalYEndocrinologyYandYMetabolismXL2015XLdccXLxdfckYdk5.6 90

171 wrosophilaLIonotropicLReceptorLehaLmediatesLcircadianLclockLresettingLbyLtemperatureaLNatureXL
2015XLhejXLhdiYec 50.4 110

170 wynamicLProteomicLProfilingLofLxxtraYxmbryonicLxndodermLwifferentiationLinLMouseLxmbryonicL
StemLvellsaLStemYCellsXL2015XLffXLejdeYeh 5.8 11

169 TheLchickenLuYcellLlineLwTgcLproteomeXLbeadomeLandLinteractomesaLDataYinYBriefXL2015XLfXLelYff 1.2 1

168 xxploringLtheLtrabidopsisLproteomemLinfluenceLofLproteinLsolubilizationLbuffersLonLproteomeL
coverageaLInternationalYJournalYofYMolecularYSciencesXL2014XLdiXLkhjYjc 6.3 9

167 ProteinLprofilingLusingLtwoYdimensionalLdifferenceLgelLelectrophoresisLTeYwLwIzxUaLCurrentYProtocolsY
inYProteinYScienceXL2014XLjhXLeeaeadYeeaeadj 3.1 5

166 tLprotocolLforLtheLsubcellularLfractionationLofLSaccharomycesLcerevisiaeLusingLnitrogenLcavitationL
andLdensityLgradientLcentrifugationaLYeastXL2014XLfdXLdejYfh 3.4 10

165 RemodellingLofLaLpolypyrimidineLtractYbindingLproteinLcomplexLduringLapoptosisLactivatesLcellularL
IRxSsaLCellYDeathYandYDifferentiationXL2014XLedXLdidYjd 12.7 17

164 wynamicLregulationLofLtheLvOPlLsignalosomeLinLresponseLtoLwNtLdamageaLMolecularYandYCellularY
BiologyXL2014XLfgXLdciiYji 4.8 21

163  umanLurinaryLexosomesLasLinnateLimmuneLeffectorsaLJournalYofYtheYAmericanYSocietyYofY
Nephrology:YJASNXL2014XLehXLecdjYej 12.7 93

162 tLfoundationLforLreliableLspatialLproteomicsLdataLanalysisaLMolecularYandYCellularYProteomicsXL2014XL
dfXLdlfjYhe 7.6 36

161 IdentificationLofLtransYgolgiLnetworkLproteinsLinLtrabidopsisLthalianaLrootLtissueaLJournalYofY
ProteomeYResearchXL2014XLdfXLjifYji 5.6 49

160 tnalysisLofLtheLexpressionLpatternsXLsubcellularLlocalisationsLandLinteractionLpartnersLofLwrosophilaL
proteinsLusingLaLpigPLproteinLtrapLlibraryaLDevelopmentYhCambridgeiXL2014XLdgdXLfllgYgcch 6.6 93

159 αabelYfreeLproteinLquantificationLforLplantLzolgiLproteinLlocalizationLandLabundanceaLPlantY
PhysiologyXL2014XLdiiXLdcffYgf 6.6 31

158 wecipheringLthylakoidLsubYcompartmentsLusingLaLmassLspectrometryYbasedLapproachaLMolecularY
andYCellularYProteomicsXL2014XLdfXLedgjYij 7.6 65

(2014-2015)
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157 tdditionalLprecursorLpurificationLinLisobaricLmassLtaggingLexperimentsLbyLtravelingLwaveLionL
mobilityLseparationLTTWIMSUaLJournalYofYProteomeYResearchXL2014XLdfXLfficYl 5.6 10

156 ProteomeLlabelingLandLproteinLidentificationLinLspecificLtissuesLandLatLspecificLdevelopmentalL
stagesLinLanLanimalaLNatureYBiotechnologyXL2014XLfeXLgihYje 44.5 134

155 weterminingLproteinLsubcellularLlocalizationLinLmammalianLcellLcultureLwithLbiochemicalL
fractionationLandLiTRtQLkYplexLquantificationaLMethodsYinYMolecularYBiologyXL2014XLddhiXLdhjYjg 1.4 11

154 NewLinsightsLintoLtheLwTgcLuLcellLreceptorLclusterLusingLaLproteomicLproximityLlabelingLassayaL
JournalYofYBiologicalYChemistryXL2014XLeklXLdggfgYgj 5.4 77

153 TowardLaLcomprehensiveLmapLofLtheLeffectorsLofLrabLzTPasesaLDevelopmentalYCellXL2014XLfdXLfhkYfjf 10.2 148

152 qcMαmLanLexchangeLformatLforLqualityLcontrolLmetricsLfromLmassLspectrometryLexperimentsaL
MolecularYandYCellularYProteomicsXL2014XLdfXLdlchYdf 7.6 36

151 MassYspectrometryYbasedLspatialLproteomicsLdataLanalysisLusingLpRolocLandLpRolocdataaL
BioinformaticsXL2014XLfcXLdfeeYg 7.2 49

150 v tPTxRLlmSpatialLProteomicsmLPracticalLvonsiderationsLforLwataLtcquisitionLandLtnalysisLinL
ProteinLSubcellularLαocalisationLStudiesaLNewYDevelopmentsYinYMassYSpectrometryXL2014XLdkhYedc 2.3 2

149 ImprovingLqualitativeLandLquantitativeLperformanceLforLMSTxUYbasedLlabelYfreeLproteomicsaLJournalY
ofYProteomeYResearchXL2013XLdeXLefgcYhf 5.6 57

148 IdentificationLofLproteinLbiomarkersLinLhumanLserumLusingLiTRtQLandLshotgunLmassLspectrometryaL
MethodsYinYMolecularYBiologyXL2013XLdcidXLeldYfcj 1.4 5

147 RNtYseqLrevealsLtheLRNtLbindingLproteinsXL fqLandLRsmtXLplayLvariousLrolesLinLvirulenceXLantibioticL
productionLandLgenomicLfluxLinLSerratiaLspaLtTvvLflcciaLBMCYGenomicsXL2013XLdgXLkee 4.5 25

146 StructuralLandLfunctionalLcharacteristicsLofLczMPYdependentLmethionineLoxidationLinLtrabidopsisL
thalianaLproteinsaLCellYCommunicationYandYSignalingXL2013XLddXLd 7.5 54

145 tLproteomicLapproachLidentifiesLmanyLnovelLpalmitoylatedLproteinsLinLtrabidopsisaLNewYPhytologist
XL2013XLdljXLkchYkdg 9.8 104

144 InterlaboratoryLstudiesLandLinitiativesLdevelopingLstandardsLforLproteomicsaLProteomicsXL2013XLdfXLlcgYl4.8 25

143 IdentificationLandLquantitationLofLsignalLmoleculeYdependentLproteinLphosphorylationaLMethodsYinY
MolecularYBiologyXL2013XLdcdiXLdedYfj 1.4 6

142 vardioprotectionLbyLSYnitrosationLofLaLcysteineLswitchLonLmitochondrialLcomplexLIaLNatureYMedicineXL
2013XLdlXLjhfYl 50.5 437

141 xffectsLofLtravelingLwaveLionLmobilityLseparationLonLdataLindependentLacquisitionLinLproteomicsL
studiesaLJournalYofYProteomeYResearchXL2013XLdeXLefefYfl 5.6 70

140
PopularLcomputationalLmethodsLtoLassessLmultiproteinLcomplexesLderivedLfromLlabelYfreeLaffinityL
purificationLandLmassLspectrometryLTtPYMSULexperimentsaLMolecularYandYCellularYProteomicsXL2013XL
deXLdYdf

7.6 39
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139 PalmitoylationLinLplantsmLnewLinsightsLthroughLproteomicsaLPlantYSignalingYandYBehaviorXL2013XLkXL 2.5 12

138 TheLbeautyLofLbeingLTlabelUYfreemLsampleLpreparationLmethodsLforLSWtT YMSLandLnextYgenerationL
targetedLproteomicsaLFrqqqResearchXL2013XLeXLeje 3.6 49

137 PipelineLtoLassessLtheLgreatestLsourceLofLtechnicalLvarianceLinLquantitativeLproteomicsLusingL
metabolicLlabellingaLJournalYofYProteomicsXL2012XLjjXLggdYhg 3.9 18

136 IsobaricLtaggingLapproachesLinLquantitativeLproteomicsmLtheLupsLandLdownsaLAnalyticalYandY
BioanalyticalYChemistryXL2012XLgcgXLdcelYfj 4.4 68

135 MSnbaseYanLRbuioconductorLpackageLforLisobaricLtaggedLmassLspectrometryLdataLvisualizationXL
processingLandLquantitationaLBioinformaticsXL2012XLekXLekkYl 7.2 180

134 xvaluationLandLpropertiesLofLtheLbuddingLyeastLphosphoproteomeaLMolecularYandYCellularY
ProteomicsXL2012XLddXLMdddacclhhh 7.6 40

133 PutativeLglycosyltransferasesLandLotherLplantLzolgiLapparatusLproteinsLareLrevealedLbyLαOPITL
proteomicsaLPlantYPhysiologyXL2012XLdicXLdcfjYhd 6.6 119

132 MRMaidLeacmLminingLPRIwxLforLevidenceYbasedLSRMLtransitionsaLOMICSYAYJournalYofYIntegrativeY
BiologyXL2012XLdiXLgkfYk 3.8 13

131 TwoYdimensionalLdifferentialLinLgelLelectrophoresisLTewYwIzxULanalysisLofLgrapeLberryLproteomeL
duringLpostharvestLwitheringaLJournalYofYProteomeYResearchXL2011XLdcXLgelYgi 5.6 46

130 MethodLforLsuppressingLnonYspecificLproteinLinteractionsLobservedLwithLaffinityLresinsaLMethodsXL
2011XLhgXLgcjYde 4.6 13

129 αvYMSbMSLmethodsLforLabsoluteLquantificationLandLidentificationLofLproteinsLassociatedLwithL
chimericLplantLoilLbodiesaLAnalyticalYChemistryXL2011XLkfXLleijYje 7.8 7

128 vomparativeLProteomicLtpproachesL2011XLdedYdhk

127 ProteomicsLofLcryoprotectiveLdehydrationLinLMegaphoruraLarcticaLTullbergLdkjiLTOnychiuridaemL
vollembolaUaLInsectYMolecularYBiologyXL2011XLecXLfcfYdc 3.4 10

126 vhallengesLforLproteomicsLcoreLfacilitiesaLProteomicsXL2011XLddXLdcdjYeh 4.8 8

125 TheLtuRyLProteomicsLResearchLzroupLstudiesmLeducationalLexercisesLforLqualitativeLandL
quantitativeLproteomicLanalysesaLProteomicsXL2011XLddXLdfjdYkd 4.8 14

124 ProteomicLapproachesLtoLtheLcharacterizationLofLproteinLthiolLmodificationaLCurrentYOpinionYinY
ChemicalYBiologyXL2011XLdhXLdecYk 9.7 78

123 InLvivoLanalysisLofLproteomesLandLinteractomesLusingLParallelLtffinityLvaptureLTiPtvULcoupledLtoL
massLspectrometryaLMolecularYandYCellularYProteomicsXL2011XLdcXLMddcaccefki 7.6 64

122 InLvivoLanalysesLofLtheLrolesLofLessentialLOmpkhYrelatedLproteinsLinLtheLchloroplastLouterLenvelopeL
membraneaLPlantYPhysiologyXL2011XLdhjXLdgjYhl 6.6 40

(2011-2013)
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121 tuRyYPRzcjmLadvancedLquantitativeLproteomicsLstudyaLJournalYofYBiomolecularYTechniquesXL2011XL
eeXLedYi 1.1 13

120 UromodulinLexclusionLlistLimprovesLurinaryLexosomalLproteinLidentificationaLJournalYofYBiomolecularY
TechniquesXL2011XLeeXLdfiYgh 1.1 12

119 xnablingLtechnologiesLforLyeastLproteomeLanalysisaLMethodsYinYMolecularYBiologyXL2011XLjhlXLdglYjk 1.4 3

118 IdentificationLofLputativeLstageYspecificLgrapevineLberryLbiomarkersLandLomicsLdataLintegrationLintoL
networksaLPlantYPhysiologyXL2010XLdhgXLdgflYhl 6.6 123

117 zenomicLtaggingLrevealsLaLrandomLassociationLofLendogenousLPtdInshPLgYkinasesLIIalphaLandLIIbetaL
andLaLpartialLnuclearLlocalizationLofLtheLIIalphaLisoformaLBiochemicalYJournalXL2010XLgfcXLedhYed 3.8 35

116
IdentificationLofLSYnitrosatedLmitochondrialLproteinsLbyLSYnitrosothiolLdifferenceLinLgelL
electrophoresisLTSNOYwIzxUmLimplicationsLforLtheLregulationLofLmitochondrialLfunctionLbyLreversibleL
SYnitrosationaLBiochemicalYJournalXL2010XLgfcXLglYhl

3.8 119

115 ProteomicsLofLtotalLmembranesLandLsubcellularLmembranesaLExpertYReviewYofYProteomicsXL2010XLjXLkijYjk4.2 12

114 ProteomicsLforLtheLfoodLindustrymLopportunitiesLandLchallengesaLCriticalYReviewsYinYFoodYScienceYandY
NutritionXL2010XLhcXLikcYle 11.5 31

113 QuantificationLandLidentificationLofLmitochondrialLproteinsLcontainingLvicinalLdithiolsaLArchivesYofY
BiochemistryYandYBiophysicsXL2010XLhcgXLeekYfh 4.1 26

112 MutationLofLnfxuLcausesLglobalLchangesLinLtheLphysiologyLandLmetabolismLofLPseudomonasL
aeruginosaaLJournalYofYProteomeYResearchXL2010XLlXLelhjYij 5.6 67

111 tddressingLaccuracyLandLprecisionLissuesLinLiTRtQLquantitationaLMolecularYandYCellularYProteomicsXL
2010XLlXLdkkhYlj 7.6 400

110 ProteomicLcomplexLdetectionLusingLsedimentationLTProvoweSUmLscreeningLforLproteinsLinLstableL
complexesLandLtheirLcandidateLinteractionLpartnersaLBiochemicalYSocietyYTransactionsXL2010XLfkXLlefYj 5.1 2

109 ProteomicLanalysisLofLpeachLfruitLmesocarpLsofteningLandLchillingLinjuryLusingLdifferenceLgelL
electrophoresisLTwIzxUaLBMCYGenomicsXL2010XLddXLgf 4.5 97

108
xxpressionLproteomicsLofLUPydLknockdownLinL eαaLcellsLrevealsLautoregulationLofLhnRNPLtebudL
mediatedLbyLalternativeLsplicingLresultingLinLnonsenseYmediatedLmRNtLdecayaLBMCYGenomicsXL2010XL
ddXLhih

4.5 55

107 TheLwrosophilaLmelanogasterLspermLproteomeYIILTwmSPYIIUaLJournalYofYProteomicsXL2010XLjfXLedjdYkh 3.9 106

106 NutrientLcontrolLofLeukaryoteLcellLgrowthmLaLsystemsLbiologyLstudyLinLyeastaLBMCYBiologyXL2010XLkXLik 7.3 58

105 OrganelleLproteomicsLexperimentalLdesignsLandLanalysisaLProteomicsXL2010XLdcXLflhjYil 4.8 44

104 ImprovedLsubYcellularLresolutionLviaLsimultaneousLanalysisLofLorganelleLproteomicsLdataLacrossL
variedLexperimentalLconditionsaLProteomicsXL2010XLdcXLgedfYl 4.8 36
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103
MutationsLinLrpsαLthatLconferLstreptomycinLresistanceLshowLpleiotropicLeffectsLonLvirulenceLandLtheL
productionLofLaLcarbapenemLantibioticLinLxrwiniaLcarotovoraaLMicrobiologyYhUnitedYKingdomiXL2010XL
dhiXLdcfcYdcfl

2.9 20

102 vhapterLdlLMeasuringLredoxLchangesLtoLmitochondrialLproteinLthiolsLwithLredoxLdifferenceLgelL
electrophoresisLTredoxYwIzxUaLMethodsYinYEnzymologyXL2009XLghiXLfgfYid 1.7 22

101 MRMaidXLtheLwebYbasedLtoolLforLdesigningLmultipleLreactionLmonitoringLTMRMULtransitionsaL
MolecularYandYCellularYProteomicsXL2009XLkXLiliYjch 7.6 88

100 TheLorganelleLproteomeLofLtheLwTgcLlymphocyteLcellLlineaLMolecularYandYCellularYProteomicsXL2009XL
kXLdelhYfch 7.6 50

99 ProteomicLanalysisLrevealsLtheLroleLofLsynapticLvesicleLcyclingLinLsustainingLtheLsuprachiasmaticL
circadianLclockaLCurrentYBiologyXL2009XLdlXLecfdYi 6.3 102

98 InvestigatingLsampleLpoolingLstrategiesLforLwIzxLexperimentsLtoLaddressLbiologicalLvariabilityaL
ProteomicsXL2009XLlXLfkkYlj 4.8 114

97 MappingLorganelleLproteinsLandLproteinLcomplexesLinLwrosophilaLmelanogasteraLJournalYofY
ProteomeYResearchXL2009XLkXLeiijYjk 5.6 54

96 wrosophilaLαarpLassociatesLwithLpolyTtUYbindingLproteinLandLisLrequiredLforLmaleLfertilityLandL
syncytialLembryoLdevelopmentaLDevelopmentalYBiologyXL2009XLffgXLdkiYlj 3.1 63

95 wifferenceLzelLxlectrophoresisLTwIzxUaLSpringerYProtocolsXL2009XLfjlYgck 0.3

94 zelYbasedLproteomicsLapproachLtoLtheLstudyLofLmetabolicLchangesLinLpearLtissueLduringLstorageaL
JournalYofYAgriculturalYandYFoodYChemistryXL2009XLhjXLilljYjccg 5.7 40

93 TheLphageLabortiveLinfectionLsystemXLToxINXLfunctionsLasLaLproteinYRNtLtoxinYantitoxinLpairaL
ProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaXL2009XLdciXLklgYl 11.5 357

92 zuidelinesLforLreportingLtheLuseLofLmassLspectrometryLinLproteomicsaLNatureYBiotechnologyXL2008XL
eiXLkicYd 44.5 72

91 zuidelinesLforLreportingLtheLuseLofLgelLelectrophoresisLinLproteomicsaLNatureYBiotechnologyXL2008XL
eiXLkifYg 44.5 48

90 IndependentLproteinYprofilingLstudiesLshowLaLdecreaseLinLapolipoproteinLtdLlevelsLinLschizophreniaL
vSyXLbrainLandLperipheralLtissuesaLMolecularYPsychiatryXL2008XLdfXLdddkYek 15.1 108

89 ProteomicLanalysisLofLtheLxhVYkiLvirionaLProteomeYScienceXL2008XLiXLdd 2.6 23

88 IsolationLandLpreparationLofLchloroplastsLfromLtrabidopsisLthalianaLplantsaLMethodsYinYMolecularY
BiologyXL2008XLgehXLdjdYki 1.4 34

87 tLcombinedLmetabolomicLandLproteomicLinvestigationLofLtheLeffectsLofLaLfailureLtoLexpressL
dystrophinLinLtheLmouseLheartaLJournalYofYProteomeYResearchXL2008XLjXLecilYjj 5.6 36

86 IdentificationLofLinternalLribosomeLentryLsegmentLTIRxSUYtransYactingLfactorsLforLtheLMycLfamilyLofL
IRxSsaLMolecularYandYCellularYBiologyXL2008XLekXLgcYl 4.8 109

(2008-2010)
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85 SequestrationLofLPoloLkinaseLtoLmicrotubulesLbyLphosphoprimingYindependentLbindingLtoLMapechL
isLrelievedLbyLphosphorylationLatLaLvwKLsiteLinLmitosisaLGenesYandYDevelopmentXL2008XLeeXLejcjYec 12.6 57

84 tLproteomicsLapproachLtoLmembraneLtraffickingaLPlantYPhysiologyXL2008XLdgjXLdhkgYl 6.6 10

83 wsbtLplaysLaLcriticalLandLmultifacetedLroleLinLtheLproductionLofLsecretedLvirulenceLfactorsLbyLtheL
phytopathogenLxrwiniaLcarotovoraLsubspaLatrosepticaaLJournalYofYBiologicalYChemistryXL2008XLekfXLefjflYhf5.4 40

82 TheLdominantLcoldYsensitiveLOutYcoldLmutantsLofLwrosophilaLmelanogasterLhaveLnovelLmissenseL
mutationsLinLtheLvoltageYgatedLsodiumLchannelLgeneLparalyticaLGeneticsXL2008XLdkcXLkjfYkg 4 17

81 InteractionLbetweenLtnillinLandLRacztPhcvLconnectsLtheLactomyosinLcontractileLringLwithLspindleL
microtubulesLatLtheLcellLdivisionLsiteaLJournalYofYCellYScienceXL2008XLdedXLddhdYk 5.3 100

80 IdentificationLbyLeYwLwIzxLofLapoplasticLproteinsLregulatedLbyLoligogalacturonidesLinLtrabidopsisL
thalianaaLProteomicsXL2008XLkXLdcgeYhg 4.8 55

79 vomparisonLofLwIzxLandLpostYstainedLgelLelectrophoresisLwithLbothLtraditionalLandLSameSpotsL
analysisLforLquantitativeLproteomicsaLProteomicsXL2008XLkXLlgkYic 4.8 60

78 SubYcellularLlocalizationLofLmembraneLproteinsaLProteomicsXL2008XLkXLflldYgcdd 4.8 61

77 OptimizingLtheLdifferenceLgelLelectrophoresisLTwIzxULtechnologyaLMethodsYinYMolecularYBiologyXL
2008XLgekXLlfYdeg 1.4 40

76 weterminationLofLgenuineLresidentsLofLplantLendomembraneLorganellesLusingLisotopeLtaggingLandL
multivariateLstatisticsaLMethodsYinYMolecularYBiologyXL2008XLgfeXLfjfYkj 1.4 10

75 ProteomicLcomplexLdetectionLusingLsedimentationaLAnalyticalYChemistryXL2007XLjlXLecjkYkf 7.8 27

74 eYwLwIzxLanalysisLofLliverLandLredLbloodLcellsLprovidesLfurtherLevidenceLforLoxidativeLstressLinL
schizophreniaaLJournalYofYProteomeYResearchXL2007XLiXLdgdYl 5.6 98

73 NuclearLphospholipaseLvLgammamLpunctateLdistributionLandLassociationLwithLtheLpromyelocyticL
leukemiaLproteinaLJournalYofYProteomeYResearchXL2007XLiXLecejYfe 5.6 7

72 MolecularLanalysisLofLcoreLkinetochoreLcompositionLandLassemblyLinLwrosophilaLmelanogasteraLPLoSY
ONEXL2007XLeXLegjk 3.7 104

71 zlucocorticoidLsignalingLsynchronizesLtheLliverLcircadianLtranscriptomeaLHepatologyXL2007XLghXLdgjkYkk 11.2 202

70 zrowthLcontrolLofLtheLeukaryoteLcellmLaLsystemsLbiologyLstudyLinLyeastaLJournalYofYBiologyXL2007XLiXLg 208

69 wesignLandLanalysisLissuesLinLquantitativeLproteomicsLstudiesaLProteomicsXL2007XLjLSupplLdXLgeYhc 4.8 128

68 TheLminimumLinformationLaboutLaLproteomicsLexperimentLTMItPxUaLNatureYBiotechnologyXL2007XLehXLkkjYlf44.5 583
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67
vomparativeLproteomicLanalysisLrevealsLdifferentialLexpressionLofL spehLfollowingLtheLdirectedL
differentiationLofLmouseLembryonicLstemLcellsaLBiochimicaYEtYBiophysicaYActaYnYMolecularYCellY
ResearchXL2007XLdjjfXLdgjYhi

4.9 24

66 MultipleLproteinLphosphatasesLareLrequiredLforLmitosisLinLwrosophilaaLCurrentYBiologyXL2007XLdjXLelfYfcf6.3 104

65 PlantLorganelleLproteomicsaLCurrentYOpinionYinYPlantYBiologyXL2007XLdcXLhlgYl 9.9 48

64 InterrelationshipsLbetweenLcoloniesXLbiofilmsXLandLplanktonicLcellsLofLPseudomonasLaeruginosaaL
JournalYofYBacteriologyXL2007XLdklXLegddYi 3.5 92

63 xxperimentalLandLstatisticalLconsiderationsLtoLavoidLfalseLconclusionsLinLproteomicsLstudiesLusingL
differentialLinYgelLelectrophoresisaLMolecularYandYCellularYProteomicsXL2007XLiXLdfhgYig 7.6 142

62 TheLtssociationLofLuiomolecularLResourceLyacilitiesLProteomicsLResearchLzroupLecciLstudymL
relativeLproteinLquantitationaLMolecularYandYCellularYProteomicsXL2007XLiXLdeldYk 7.6 87

61
wetectionLofLreactiveLoxygenLspeciesYsensitiveLthiolLproteinsLbyLredoxLdifferenceLgelL
electrophoresismLimplicationsLforLmitochondrialLredoxLsignalingaLJournalYofYBiologicalYChemistryXL
2007XLekeXLeecgcYhd

5.4 121

60 VirulenceLandLprodigiosinLantibioticLbiosynthesisLinLSerratiaLareLregulatedLpleiotropicallyLbyLtheL
zzwxybxtαLdomainLproteinXLPigXaLJournalYofYBacteriologyXL2007XLdklXLjihfYie 3.5 62

59 ylyMinemLanLintegratedLdatabaseLforLwrosophilaLandLtnophelesLgenomicsaLGenomeYBiologyXL2007XLkXLRdel18.3 260

58 RecruitmentLofLPoloLkinaseLtoLtheLspindleLmidzoneLduringLcytokinesisLrequiresLtheLyeobKlpftL
complexaLPLoSYONEXL2007XLeXLehje 3.7 42

57 uigLresultsLfromLsmallLsamplesmLevaluationLofLamplificationLprotocolsLforLgeneLexpressionLprofilingaL
JournalYofYBiomolecularYTechniquesXL2007XLdkXLdhcYid 1.1 22

56 wifferencesLinLProteinLProfilesLinLSchizophreniaLPrefrontalLvortexLvomparedLtoLOtherLMajorLurainL
wisordersaLClinicalYSchizophreniaYandYRelatedYPsychosesXL2007XLdXLjfYld 1.6 7

55 IdentificationLofLclockLgenesLusingLdifferenceLgelLelectrophoresisaLMethodsYinYMolecularYBiologyXL
2007XLfieXLeihYkj 1.4 1

54 vircadianLorchestrationLofLtheLhepaticLproteomeaLCurrentYBiologyXL2006XLdiXLddcjYdh 6.3 440

53 vomparativeLproteomicsLofLclathrinYcoatedLvesiclesaLJournalYofYCellYBiologyXL2006XLdjhXLhjdYk 7.3 132

52 MethodsLofLquantitativeLproteomicsLandLtheirLapplicationLtoLplantLorganelleLcharacterizationaL
JournalYofYExperimentalYBotanyXL2006XLhjXLdglfYl 7 70

51 TheLtipYlinkLantigenXLaLproteinLassociatedLwithLtheLtransductionLcomplexLofLsensoryLhairLcellsXLisL
protocadherinYdhaLJournalYofYNeuroscienceXL2006XLeiXLjceeYfg 6.6 213

50
wifferentialLgelLelectrophoresisLandLtransgenicLmitochondrialLcalciumLreportersLdemonstrateL
spatiotemporalLfilteringLinLcalciumLcontrolLofLmitochondriaaLJournalYofYBiologicalYChemistryXL2006XL
ekdXLdkkglYhk

5.4 46

(2006-2007)
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49 wifferenceLgelLelectrophoresisLwIzxaLDrugYDiscoveryYToday:YTechnologiesXL2006XLfXLfgjYhf 7.1 7

48 wifferentiationLofLisomericLNYglycanLstructuresLbyLnormalYphaseLliquidL
chromatographyYMtαwIYTOybTOyLtandemLmassLspectrometryaLAnalyticalYChemistryXL2006XLjkXLkgldYk 7.8 38

47 MappingLtheLtrabidopsisLorganelleLproteomeaLProceedingsYofYtheYNationalYAcademyYofYSciencesYofY
theYUnitedYStatesYofYAmericaXL2006XLdcfXLihdkYef 11.5 464

46 zeneticLandLproteomicLanalysisLofLtheLroleLofLluxSLinLtheLentericLphytopathogenXLxrwiniaL
carotovoraaLMolecularYPlantYPathologyXL2006XLjXLfdYgh 5.7 53

45 PlantLendoplasminLsupportsLtheLproteinLsecretoryLpathwayLandLhasLaLroleLinLproliferatingLtissuesaL
PlantYJournalXL2006XLgkXLihjYjf 6.9 43

44 QuantitativeLproteomicLapproachLtoLstudyLsubcellularLlocalizationLofLmembraneLproteinsaLNatureY
ProtocolsXL2006XLdXLdjjkYkl 18.8 70

43 TheLtuRyLMtRzLmicroarrayLsurveyLecchmLtakingLtheLpulseLofLtheLmicroarrayLfieldaLJournalYofY
BiomolecularYTechniquesXL2006XLdjXLdjiYki 1.1 2

42
IdentificationLofLaLnewLquorumYsensingYcontrolledLvirulenceLfactorLinLxrwiniaLcarotovoraLsubspaL
atrosepticaLsecretedLviaLtheLtypeLIILtargetingLpathwayaLMolecularYPlantnMicrobeYInteractionsXL2005XL
dkXLffgYge

3.6 64

41 ImpactLofLreplicateLtypesLonLproteomicLexpressionLanalysisaLJournalYofYProteomeYResearchXL2005XLgXLdkijYjd5.6 141

40 iYTrackermLforLquantitativeLproteomicsLusingLiTRtQaLBMCYGenomicsXL2005XLiXLdgh 4.5 223

39 tpplicationLofLpartialLleastLsquaresLdiscriminantLanalysisLtoLtwoYdimensionalLdifferenceLgelLstudiesL
inLexpressionLproteomicsaLProteomicsXL2005XLhXLkdYlc 4.8 127

38 MaximisingLsensitivityLforLdetectingLchangesLinLproteinLexpressionmLexperimentalLdesignLusingL
minimalLvywyesaLProteomicsXL2005XLhXLfdchYdh 4.8 175

37 vonfidentLproteinLidentificationLusingLtheLaverageLpeptideLscoreLmethodLcoupledLwithL
searchYspecificXLabLinitioLthresholdsaLRapidYCommunicationsYinYMassYSpectrometryXL2005XLdlXLffifYk 2.2 23

36 tnalysisLofLdetergentYresistantLmembranesLinLtrabidopsisaLxvidenceLforLplasmaLmembraneLlipidL
raftsaLPlantYPhysiologyXL2005XLdfjXLdcgYdi 6.6 395

35 SxT dLandLSxT eXLtwoLcomponentsLofLtheLglycosylphosphatidylinositolLanchorLbiosyntheticL
pathwayXLareLrequiredLforLpollenLgerminationLandLtubeLgrowthLinLtrabidopsisaLPlantYCellXL2004XLdiXLeelYgc11.6 150

34 αocalizationLofLorganelleLproteinsLbyLisotopeLtaggingLTαOPITUaLMolecularYandYCellularYProteomicsXL
2004XLfXLddekYfg 7.6 255

33 wNtLmicroarrayLnormalizationLmethodsLcanLremoveLbiasLfromLdifferentialLproteinLexpressionL
analysisLofLewLdifferenceLgelLelectrophoresisLresultsaLBioinformaticsXL2004XLecXLeceiYfg 7.2 81

32 yunctionalLspecializationLamongstLtheLtrabidopsisLTocdhlLfamilyLofLchloroplastLproteinLimportL
receptorsaLPlantYCellXL2004XLdiXLechlYjj 11.6 154
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31 ProteinLprofilingLofLhumanLpostmortemLbrainLusingLeYdimensionalLfluorescenceLdifferenceLgelL
electrophoresisLTeYwLwIzxUaLMolecularYPsychiatryXL2004XLlXLdekYgf 15.1 77

30 MitochondrialLdysfunctionLinLschizophreniamLevidenceLforLcompromisedLbrainLmetabolismLandL
oxidativeLstressaLMolecularYPsychiatryXL2004XLlXLikgYljXLigf 15.1 703

29 PxwRomLaLdatabaseLforLstoringXLsearchingLandLdisseminatingLexperimentalLproteomicsLdataaLBMCY
GenomicsXL2004XLhXLik 4.5 47

28 weterminingLaLsignificantLchangeLinLproteinLexpressionLwithLwevyderLduringLaLpairYwiseLcomparisonL
usingLtwoYdimensionalLdifferenceLgelLelectrophoresisaLProteomicsXL2004XLgXLdgedYfe 4.8 154

27 SpecificLchangesLinLtheLtrabidopsisLproteomeLinLresponseLtoLbacterialLchallengemLdifferentiatingL
basalLandLRYgeneLmediatedLresistanceaLPhytochemistryXL2004XLihXLdkchYdi 4 108

26 tllLaboutLwIzxmLquantificationLtechnologyLforLdifferentialYdisplayLewYgelLproteomicsaLExpertYReviewY
ofYProteomicsXL2004XLdXLgcdYl 4.2 229

25 TheLuseLofLisotopeYcodedLaffinityLtagsLTIvtTULtoLstudyLorganelleLproteomesLinLtrabidopsisLthalianaaL
BiochemicalYSocietyYTransactionsXL2004XLfeXLhecYf 5.1 54

24 ProteomicsLinLwrosophilaLmelanogasteraLBriefingsYinYFunctionalYGenomicsYfYProteomicsXL2003XLeXLdciYdf 4

23 tLsystematicLapproachLtoLmodelingXLcapturingXLandLdisseminatingLproteomicsLexperimentalLdataaL
NatureYBiotechnologyXL2003XLedXLegjYhg 44.5 220

22 IdentificationLofLglycosylphosphatidylinositolYanchoredLproteinsLinLtrabidopsisaLtLproteomicLandL
genomicLanalysisaLPlantYPhysiologyXL2003XLdfeXLhikYjj 6.6 322

21 UbiquitinationLofLalphaYsynucleinLinLαewyLbodiesLisLaLpathologicalLeventLnotLassociatedLwithL
impairmentLofLproteasomeLfunctionaLJournalYofYBiologicalYChemistryXL2003XLejkXLgggchYdd 5.4 265

20 TheLtrabidopsisLppidLmutantLisLspecificallyLdefectiveLinLtheLexpressionXLchloroplastLimportXLandL
accumulationLofLphotosyntheticLproteinsaLPlantYCellXL2003XLdhXLdkhlYjd 11.6 136

19 vharacterizationLofLtheLnecroticLproteinLthatLregulatesLtheLTollYmediatedLimmuneLresponseLinL
wrosophilaaLJournalYofYBiologicalYChemistryXL2003XLejkXLidjhYkc 5.4 23

18 ProteinLprofilingLusingLtwoYdimensionalLdifferenceLgelLelectrophoresisLTeYwLwIzxUaLCurrentYProtocolsY
inYProteinYScienceXL2003XLvhapterLeeXLUnitLeeae 3.1 14

17 TwoYdimensionalLgelLelectrophoresismLrecentLadvancesLinLsampleLpreparationXLdetectionLandL
quantitationaLCurrentYOpinionYinYChemicalYBiologyXL2002XLiXLgiYhc 9.7 223

16 PrecursorLionLscanningLforLdetectionLandLstructuralLcharacterizationLofLheterogeneousL
glycopeptideLmixturesaLJournalYofYtheYAmericanYSocietyYforYMassYSpectrometryXL2002XLdfXLdcihYjj 3.5 76

15 ztRNetXLtheLzenomicLtrabidopsisLResourceLNetworkaLTrendsYinYPlantYScienceXL2002XLjXLdghYj 13.1 10

14 SubunitLassemblyLandLactiveLsiteLlocationLinLtheLstructureLofLglutamateLdehydrogenaseaLProteins:Y
StructuremYFunctionYandYBioinformaticsXL1992XLdeXLjhYki 4.2 206

(1992-2004)
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13 TheLessentialLactiveYsiteLlysinesLofLclostridialLglutamateLdehydrogenaseaLtLstudyLwithL
pyridoxalYhSYphosphateaLFEBSYJournalXL1992XLecjXLhffYgc 39

12 NYterminalLsequenceLsimilaritiesLbetweenLcomponentsLofLtheLmulticatalyticLproteinaseLcomplexaL
FEBSYLettersXL1990XLeieXLfejYl 3.8 48

11 TheLbeautyLofLbeingLTlabelUYfreemLsampleLpreparationLmethodsLforLSWtT YMSLandLnextYgenerationL
targetedLproteomicsaLFrqqqResearchXeXLeje 3.6 38

10 tLsubcellularLatlasLofLToxoplasmaLrevealsLtheLfunctionalLcontextLofLtheLproteome 9

9 vlinicalLclassifiersLofLvOVIwYdlLinfectionLfromLnovelLultraYhighYthroughputLproteomics 7

8 tLtimeYresolvedLproteomicLandLdiagnosticLmapLcharacterizesLvOVIwYdlLdiseaseLprogressionLandL
predictsLoutcome 6

7 zlobalLanalysisLofLproteinYRNtLinteractionsLinLStRSYvoVYeLinfectedLcellsLrevealsLkeyLregulatorsLofLinfection 6

6 vellularLlabellingLfavoursLunfoldedLproteins 4

5 UnbiasedLdynamicLcharacterizationLofLRNtYproteinLinteractionsLbyLOOPS 3

4 ScanningLSWtT LacquisitionLenablesLhighYthroughputLproteomicsLwithLchromatographicLgradientsL
asLfastLasLfcLseconds 7

3 weterminingLtheLcontentLofLvesiclesLcapturedLbyLgolginLtethersLusingLαOPITYwv 4

2  ighLsensitivityLdiaYPtSxyLproteomicsLwithLwItYNNLandLyragPipe 11

1 tLproteomicLsurvivalLpredictorLforLvOVIwYdlLpatientsLinLintensiveLcare 1
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