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k Paper IF Citations

208 xpigeneticLscoresLforLtheLcirculatingLproteomeLasLtoolsLforLdiseaseLpredictionaaLELifeXL2022XLddXL 8.9 2

207 zeneticLvariationLinfluencingLwNtLmethylationLprovidesLinsightsLintoLmolecularLmechanismsL
regulatingLgenomicLfunctionaaLNaturehGeneticsXL2022XL 36.3 6

206 IntegrativeLanalysisLofLclinicalLandLepigeneticLbiomarkersLofLmortalityaaLAginghCellXL2022XLedfick 9.9 1

205 wNtLmethylationLsignatureLofLchronicLlowYgradeLinflammationLandLitsLroleLinLcardioYrespiratoryL
diseasesaaLNaturehCommunicationsXL2022XLdfXLegck 17.4 1

204 zaseousLairLpollutantsLandLwNtLmethylationLinLaLmethylomeYwideLassociationLstudyLofLanLethnicallyL
andLenvironmentallyLdiverseLpopulationLofLUaSaLadultsaaLEnvironmentalhResearchXL2022XLedeXLddffic 7.9 0

203 wifferentialLandLsharedLgeneticLeffectsLonLkidneyLfunctionLbetweenLdiabeticLandLnonYdiabeticL
individualsaLCommunicationshBiologyXL2022XLhXL 6.7 1

202 zeneYeducationalLattainmentLinteractionsLinLaLmultiYancestryLgenomeYwideLmetaYanalysisLidentifyL
novelLbloodLpressureLlociaLMolecularhPsychiatryXL2021XLeiXLedddYedeh 15.1 3

201 ValidatingLbiomarkersLandLmodelsLforLepigeneticLinferenceLofLalcoholLconsumptionLfromLbloodaL
ClinicalhEpigeneticsXL2021XLdfXLdlk 7.7 0

200 xpigenomeYWideLtnalysisLofLMethylationLvhangesLinLtheLSequenceLofLzallstoneLwiseaseXLwysplasiaXL
andLzallbladderLvanceraLHepatologyXL2021XLjfXLeelfYefdc 11.2 9

199 RobustL uberYLtSSOLforLimprovedLpredictionLofLproteinXLmetaboliteLandLgeneLexpressionLlevelsL
relyingLonLindividualLgenotypeLdataaLBriefingshinhBioinformaticsXL2021XLeeXL 13.4 2

198
xpigenomeYwideLassociationLstudyLofLwholeLbloodLgeneLexpressionLinLyraminghamL eartLStudyL
participantsLprovidesLmolecularLinsightLintoLtheLpotentialLroleLofLv RNthLinLcigaretteL
smokingYrelatedLlungLdiseasesaLClinicalhEpigeneticsXL2021XLdfXLic

7.7 3

197 zenomeYwideLassociationLanalysisLinLdilatedLcardiomyopathyLrevealsLtwoLnewLplayersLinLsystolicL
heartLfailureLonLchromosomesLfpehadLandLeeqddaefaLEuropeanhHearthJournalXL2021XLgeXLecccYecdd 9.5 14

196 MultiYancestryLgenomeYwideLgeneYsleepLinteractionsLidentifyLnovelLlociLforLbloodLpressureaL
MolecularhPsychiatryXL2021XL 15.1 3

195 tdulthoodLbloodLlevelsLofLhsaYmiRYelbYfpLassociateLwithLpretermLbirthLandLadultLmetabolicLandL
cognitiveLhealthaLScientifichReportsXL2021XLddXLlecf 4.9 2

194 xpigenomeYwideLassociationLmetaYanalysisLofLwNtLmethylationLwithLcoffeeLandLteaLconsumptionaL
NaturehCommunicationsXL2021XLdeXLekfc 17.4 9

193 MetabolicLsyndromeLandLtheLplasmaLproteomemLfromLassociationLtoLcausationaLCardiovascularh
DiabetologyXL2021XLecXLddd 8.7 4

192 zenomeYwideLassociationLstudiesLidentifyLdfjLgeneticLlociLforLwNtLmethylationLbiomarkersLofL
agingaLGenomehBiologyXL2021XLeeXLdlg 18.3 14
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191 tLmultiYethnicLepigenomeYwideLassociationLstudyLofLleukocyteLwNtLmethylationLandLbloodLlipidsaL
NaturehCommunicationsXL2021XLdeXLflkj 17.4 3

190 wNtmYbasedLsignaturesLofLacceleratedLagingLandLmortalityLinLbloodLareLassociatedLwithLlowLrenalL
functionaLClinicalhEpigeneticsXL2021XLdfXLded 7.7 1

189 MetaYanalysisLofLepigenomeYwideLassociationLstudiesLofLcarotidLintimaYmediaLthicknessaLEuropeanh
JournalhofhEpidemiologyXL2021XLfiXLddgfYddhh 12.1 4

188 PlasmaLProteomicsLofLRenalLyunctionmLtLTransYethnicLMetaYanalysisLandLMendelianLRandomizationL
StudyaLJournalhofhthehAmericanhSocietyhofhNephrology:hJASNXL2021XL 12.7 1

187 MethylationLstatusLofLnckkiLepialleleLreflectsLpericonceptionalLconditionsLandLisLassociatedLwithL
glucoseLmetabolismLthroughLnckkiLRNtsaLClinicalhEpigeneticsXL2021XLdfXLdgf 7.7 1

186 MetaYanalysisLuncoversLgenomeYwideLsignificantLvariantsLforLrapidLkidneyLfunctionLdeclineaLKidneyh
InternationalXL2021XLllXLleiYlfl 9.9 6

185 zallstonesXLuodyLMassLIndexXLvYReactiveLProteinXLandLzallbladderLvancermLMendelianL
RandomizationLtnalysisLofLvhileanLandLxuropeanLzenotypeLwataaLHepatologyXL2021XLjfXLdjkfYdjli 11.2 8

184 tlcoholLconsumptionLisLassociatedLwithLwidespreadLchangesLinLbloodLwNtLmethylationmLtnalysisLofL
crossYsectionalLandLlongitudinalLdataaLAddictionhBiologyXL2021XLeiXLedekhh 4.6 13

183 zenomeYwideLassociationLstudyLofLcirculatingLinterleukinLiLlevelsLidentifiesLnovelLlociaLHumanh
MolecularhGeneticsXL2021XLfcXLflfYgcl 5.6 6

182 wNtLmethylationLandLlipidLmetabolismmLanLxWtSLofLeeiLmetabolicLmeasuresaLClinicalhEpigeneticsXL
2021XLdfXLj 7.7 11

181 RevealingLtheLroleLofLtheLhumanLbloodLplasmaLproteomeLinLobesityLusingLgeneticLdriversaLNatureh
CommunicationsXL2021XLdeXLdejl 17.4 14

180 wifferencesLinLuiomarkersLofLInflammationLuetweenLNovelLSubgroupsLofLRecentYOnsetLwiabetesaL
DiabetesXL2021XLjcXLddlkYdeck 0.9 9

179 TheLbloodLmetabolomeLofLincidentLkidneyLcancermLtLcaseYcontrolLstudyLnestedLwithinLtheLMetκidL
consortiumaLPLoShMedicineXL2021XLdkXLedccfjki 11.6 1

178 xpigenomeYwideLassociationLstudyLofLserumLurateLrevealsLinsightsLintoLurateLcoYregulationLandLtheL
SLvetlLlocusaLNaturehCommunicationsXL2021XLdeXLjdjf 17.4 1

177 MetaYanalysesLidentifyLwNtLmethylationLassociatedLwithLkidneyLfunctionLandLdamageaLNatureh
CommunicationsXL2021XLdeXLjdjg 17.4 0

176 MultiYancestryLzWtSLofLtheLelectrocardiographicLPRLintervalLidentifiesLeceLlociLunderlyingLcardiacL
conductionaLNaturehCommunicationsXL2020XLddXLehge 17.4 16

175 WholeLuloodLwNtLMethylationLSignaturesLofLwietLtreLtssociatedLWithLvardiovascularLwiseaseLRiskL
yactorsLandLtllYvauseLMortalityaLCirculationhGenomichandhPrecisionhMedicineXL2020XLdfXLeccejii 5.2 18

174 weepWtSmLMultivariateLgenotypeYphenotypeLassociationsLbyLdirectlyLintegratingLregulatoryL
informationLusingLdeepLlearningaLPLoShComputationalhBiologyXL2020XLdiXLedccjidi 5 14

(2020-2021)
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173 xpigeneticLLinkLuetweenLStatinLTherapyLandLTypeLeLwiabetesaLDiabeteshCareXL2020XLgfXLkjhYkkg 14.6 16

172 tuvudbgLgallbladderLcancerLriskLvariantsLidentifiedLinLIndiaLalsoLshowLstrongLeffectsLinLvhileansaL
CancerhEpidemiologyXL2020XLihXLdcdigf 2.8 3

171 ImpactLofLlongYtermLstorageLandLfreezeYthawingLonLeightLcirculatingLmicroRNtsLinLplasmaLsamplesaL
PLoShONEXL2020XLdhXLeceejigk 3.7 16

170 tLgenomeYwideLanalysisLofLwNtLmethylationLidentifiesLaLnovelLassociationLsignalLforLLpTaUL
concentrationsLinLtheLLPtLpromoteraLPLoShONEXL2020XLdhXLecefecjf 3.7 7

169 uloodLwNtLmethylationLsitesLpredictLdeathLriskLinLaLlongitudinalLstudyLofLdeXLfccLindividualsaLAgingXL
2020XLdeXLdgcleYdgdeg 5.6 6

168 tcceleratedLepigeneticLagingLasLaLriskLfactorLforLchronicLobstructiveLpulmonaryLdiseaseLandL
decreasedLlungLfunctionLinLtwoLprospectiveLcohortLstudiesaLAgingXL2020XLdeXLdihflYdihhg 5.6 3

167 ProteinYcodingLvariantsLcontributeLtoLtheLriskLofLatopicLdermatitisLandLskinYspecificLgeneL
expressionaLJournalhofhAllergyhandhClinicalhImmunologyXL2020XLdghXLdeckYdedk 11.5 19

166 trsenicLandLgallbladderLcancerLriskmLMendelianLrandomizationLanalysisLofLxuropeanLprospectiveL
dataaLInternationalhJournalhofhCancerXL2020XLdgiXLeigkYeihc 7.5 1

165 xpigeneticsLmeetsLproteomicsLinLanLepigenomeYwideLassociationLstudyLwithLcirculatingLbloodL
plasmaLproteinLtraitsaLNaturehCommunicationsXL2020XLddXLdh 17.4 34

164 SmokingYrelatedLchangesLinLwNtLmethylationLandLgeneLexpressionLareLassociatedLwithL
cardioYmetabolicLtraitsaLClinicalhEpigeneticsXL2020XLdeXLdhj 7.7 5

163 SubjectiveLmentalLhealthXLincidenceLofLdepressiveLsymptomsLinLlaterLlifeXLandLtheLroleLofL
epigeneticsmLresultsLfromLtwoLlongitudinalLcohortLstudiesaLTranslationalhPsychiatryXL2020XLdcXLfef 8.6 1

162 wecipheringLtheLPlasmaLProteomeLofLTypeLeLwiabetesaLDiabetesXL2020XLilXLejiiYejjk 0.9 15

161 zeneticLweterminantsLofLxlectrocardiographicLPYWaveLwurationLandLRelationLtoLttrialLyibrillationaL
CirculationhGenomichandhPrecisionhMedicineXL2020XLdfXLfkjYflh 5.2 4

160 wiscoveryLofLmitochondrialLwNtLvariantsLassociatedLwithLgenomeYwideLbloodLcellLgeneLexpressionmL
aLpopulationYbasedLmtwNtLsequencingLstudyaLHumanhMolecularhGeneticsXL2019XLekXLdfkdYdfld 5.6 1

159 ValidatedLinferenceLofLsmokingLhabitsLfromLbloodLwithLaLfiniteLwNtLmethylationLmarkerLsetaL
EuropeanhJournalhofhEpidemiologyXL2019XLfgXLdchhYdcjg 12.1 10

158 zenomeYwideLassociationLmetaYanalysesLandLfineYmappingLelucidateLpathwaysLinfluencingL
albuminuriaaLNaturehCommunicationsXL2019XLdcXLgdfc 17.4 43

157 TargetLgenesXLvariantsXLtissuesLandLtranscriptionalLpathwaysLinfluencingLhumanLserumLurateLlevelsaL
NaturehGeneticsXL2019XLhdXLdghlYdgjg 36.3 122

156 vomparisonLofLsmokingYrelatedLwNtLmethylationLbetweenLnewbornsLfromLprenatalLexposureLandL
adultsLfromLpersonalLsmokingaLEpigenomicsXL2019XLddXLdgkjYdhcc 4.4 24
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155 zenomeYwideLassociationLmetaYanalysisLofLfcXcccLsamplesLidentifiesLsevenLnovelLlociLforL
quantitativeLxvzLtraitsaLEuropeanhJournalhofhHumanhGeneticsXL2019XLejXLlheYlie 5.3 18

154 MultiancestryLzenomeYWideLtssociationLStudyLofLLipidLLevelsLIncorporatingLzeneYtlcoholL
InteractionsaLAmericanhJournalhofhEpidemiologyXL2019XLdkkXLdcffYdchg 3.8 39

153 MethylationLofLtheLyκuPhLgeneLinLassociationLwithLyκuPhLgenotypesXLchildhoodLmaltreatmentLandL
depressionaLNeuropsychopharmacologyXL2019XLggXLlfcYlfk 8.7 27

152 MultiYancestryLstudyLofLbloodLlipidLlevelsLidentifiesLfourLlociLinteractingLwithLphysicalLactivityaL
NaturehCommunicationsXL2019XLdcXLfji 17.4 41

151 MethylomeYwideLassociationLstudyLprovidesLevidenceLofLparticulateLmatterLairLpollutionYassociatedL
wNtLmethylationaLEnvironmenthInternationalXL2019XLdfeXLdcgjef 12.9 35

150 WholeLbloodLmicroRNtLlevelsLassociateLwithLglycemicLstatusLandLcorrelateLwithLtargetLmRNtsLinL
pathwaysLimportantLtoLtypeLeLdiabetesaLScientifichReportsXL2019XLlXLkkkj 4.9 28

149 tLcatalogLofLgeneticLlociLassociatedLwithLkidneyLfunctionLfromLanalysesLofLaLmillionLindividualsaL
NaturehGeneticsXL2019XLhdXLlhjYlje 36.3 217

148
xpigeneticLupregulationLofLyκuPhLbyLagingLandLstressLcontributesLtoLNyY˛”uYdrivenLinflammationL
andLcardiovascularLriskaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXL2019XLddiXLddfjcYddfjl

11.5 98

147 MendelianLrandomizationLevaluationLofLcausalLeffectsLofLfibrinogenLonLincidentLcoronaryLheartL
diseaseaLPLoShONEXL2019XLdgXLecedieee 3.7 11

146 xxposureLtoLdisinfectionLbyproductsLandLriskLofLtypeLeLdiabetesmLaLnestedLcaseYcontrolLstudyLinLtheL
 UNTLandLLifelinesLcohortsaLMetabolomicsXL2019XLdhXLic 4.7 12

145 tLmultiYancestryLgenomeYwideLstudyLincorporatingLgeneYsmokingLinteractionsLidentifiesLmultipleL
newLlociLforLpulseLpressureLandLmeanLarterialLpressureaLHumanhMolecularhGeneticsXL2019XLekXLeidhYeiff 5.6 14

144 MultiYancestryLgenomeYwideLgeneYsmokingLinteractionLstudyLofLfkjXejeLindividualsLidentifiesLnewL
lociLassociatedLwithLserumLlipidsaLNaturehGeneticsXL2019XLhdXLifiYigk 36.3 59

143 tLmetabolicLprofileLofLallYcauseLmortalityLriskLidentifiedLinLanLobservationalLstudyLofLggXdikL
individualsaLNaturehCommunicationsXL2019XLdcXLffgi 17.4 89

142 xffectsLofLvalciumXLMagnesiumXLandLPotassiumLvoncentrationsLonLVentricularLRepolarizationLinL
UnselectedLIndividualsaLJournalhofhthehAmericanhCollegehofhCardiologyXL2019XLjfXLfddkYfdfd 15.1 12

141 xpigenomeYwideLassociationLstudyLofLlungLfunctionLlevelLandLitsLchangeaLEuropeanhRespiratoryh
JournalXL2019XLhgXL 13.6 25

140 tssociationsLofLautozygosityLwithLaLbroadLrangeLofLhumanLphenotypesaLNaturehCommunicationsXL
2019XLdcXLglhj 17.4 40

139 MultiYancestryLsleepYbyYSNPLinteractionLanalysisLinLdeiXleiLindividualsLrevealsLlipidLlociLstratifiedLbyL
sleepLdurationaLNaturehCommunicationsXL2019XLdcXLhded 17.4 31

138 SocioeconomicLpositionXLlifestyleLhabitsLandLbiomarkersLofLepigeneticLagingmLaLmultiYcohortLanalysisaL
AgingXL2019XLddXLecghYecjc 5.6 67

(2019-2019)
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137 ProteinLmarkersLandLriskLofLtypeLeLdiabetesLandLprediabetesmLaLtargetedLproteomicsLapproachLinLtheL
κORtLygbyygLstudyaLEuropeanhJournalhofhEpidemiologyXL2019XLfgXLgclYgee 12.1 26

136 tssociationLofLMethylationLSignalsLWithLIncidentLvoronaryL eartLwiseaseLinLanLxpigenomeYWideL
tssessmentLofLvirculatingLTumorLNecrosisLyactorL˛–aLJAMAhCardiologyXL2018XLfXLgifYgje 16.2 17

135 wNtLmethylationLinLhumanLlipidLmetabolismLandLrelatedLdiseasesaLCurrenthOpinionhinhLipidologyXL
2018XLelXLddiYdeg 4.4 28

134 tLLargeYScaleLMultiYancestryLzenomeYwideLStudyLtccountingLforLSmokingLuehaviorLIdentifiesL
MultipleLSignificantLLociLforLuloodLPressureaLAmericanhJournalhofhHumanhGeneticsXL2018XLdceXLfjhYgcc 11 59

133 weepLmolecularLphenotypesLlinkLcomplexLdisordersLandLphysiologicalLinsultLtoLvpzLmethylationaL
HumanhMolecularhGeneticsXL2018XLejXLddciYdded 5.6 21

132
tnxietyLtssociatedLIncreasedLvpzLMethylationLinLtheLPromoterLofLtsbdmLtLTranslationalLtpproachL
xvidencedLbyLxpidemiologicalLandLvlinicalLStudiesLandLaLMurineLModelaLNeuropsychopharmacologyXL
2018XLgfXLfgeYfhf

8.7 24

131 PRLintervalLgenomeYwideLassociationLmetaYanalysisLidentifiesLhcLlociLassociatedLwithLatrialLandL
atrioventricularLelectricalLactivityaLNaturehCommunicationsXL2018XLlXLelcg 17.4 39

130 LdlrLandLtpoxLmiceLbetterLmimicLtheLhumanLmetaboliteLsignatureLofLincreasedLcarotidLintimaLmediaL
thicknessLcomparedLtoLotherLanimalLmodelsLofLcardiovascularLdiseaseaLAtherosclerosisXL2018XLejiXLdgcYdgj3.1 7

129 wNtLmethylationLageLisLassociatedLwithLanLalteredLhemostaticLprofileLinLaLmultiethnicL
metaYanalysisaLBloodXL2018XLdfeXLdkgeYdkhc 2.2 11

128 yattyLliverLisLassociatedLwithLbloodLpathwaysLofLinflammatoryLresponseXLimmuneLsystemLactivationL
andLprothromboticLstateLinLYoungLyinnsLStudyaLScientifichReportsXL2018XLkXLdcfhk 4.9 7

127 xxomeYchipLmetaYanalysisLidentifiesLnovelLlociLassociatedLwithLcardiacLconductionXLincludingL
twtMTSiaLGenomehBiologyXL2018XLdlXLkj 18.3 25

126 wNtLMethylationLSignaturesLofLwepressiveLSymptomsLinLMiddleYagedLandLxlderlyLPersonsmL
MetaYanalysisLofLMultiethnicLxpigenomeYwideLStudiesaLJAMAhPsychiatryXL2018XLjhXLlglYlhl 14.5 51

125 NovelLwNtLMethylationLSitesLInfluenceLxxpressionLinLRelationLtoLSmokingaLBiomoleculesXL2018XLkXL 5.9 5

124 NovelLgeneticLassociationsLforLbloodLpressureLidentifiedLviaLgeneYalcoholLinteractionLinLupLtoLhjcκL
individualsLacrossLmultipleLancestriesaLPLoShONEXL2018XLdfXLecdlkdii 3.7 31

123 wetectingLheritableLphenotypesLwithoutLaLmodelLusingLfastLpermutationLtestingLforLheritabilityLandL
setYtestsaLNaturehCommunicationsXL2018XLlXLgldl 17.4 4

122 tssociationLofLmaternalLprenatalLsmokingLzyIdYlocusLandLcardioYmetabolicLphenotypesLinLdkXedeL
adultsaLEBioMedicineXL2018XLfkXLeciYedi 8.8 19

121 tnalysisLofLrepeatedLleukocyteLwNtLmethylationLassessmentsLrevealsLpersistentLepigeneticL
alterationsLafterLanLincidentLmyocardialLinfarctionaLClinicalhEpigeneticsXL2018XLdcXLdid 7.7 14

120 LongYtermLtirLPollutionLxxposureXLzenomeYwideLwNtLMethylationLandLLungLyunctionLinLtheL
LifeLinesLvohortLStudyaLEnvironmentalhHealthhPerspectivesXL2018XLdeiXLcejccg 8.4 50
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119 xxomevhipYWideLtnalysisLofLlhLieiLIndividualsLIdentifiesLdcLNovelLLociLtssociatedLWithLQTLandLαTL
IntervalsaLCirculationhGenomichandhPrecisionhMedicineXL2018XLddXLeccdjhk 5.2 14

118 zeneticsLofLtheLthrombomodulinYendothelialLcellLproteinLvLreceptorLsystemLandLtheLriskLofL
earlyYonsetLischemicLstrokeaLPLoShONEXL2018XLdfXLececihhg 3.7 4

117 virculatingLmetabolicLbiomarkersLofLrenalLfunctionLinLdiabeticLandLnonYdiabeticLpopulationsaL
ScientifichReportsXL2018XLkXLdhegl 4.9 20

116
zenomeLtnalysesLofLqeccXcccLIndividualsLIdentifyLhkLLociLforLvhronicLInflammationLandL ighlightL
PathwaysLthatLLinkLInflammationLandLvomplexLwisordersaLAmericanhJournalhofhHumanhGeneticsXL
2018XLdcfXLildYjci

11 151

115 tutosomalLgeneticLvariationLisLassociatedLwithLwNtLmethylationLinLregionsLvariablyLescapingL
XYchromosomeLinactivationaLNaturehCommunicationsXL2018XLlXLfjfk 17.4 12

114 vommonLandLRareLvodingLzeneticLVariationLUnderlyingLtheLxlectrocardiographicLPRLIntervalaL
CirculationhGenomichandhPrecisionhMedicineXL2018XLddXLeccecfj 5.2 11

113 ImprovementLofLmyocardialLinfarctionLriskLpredictionLviaLinflammationYassociatedLmetaboliteL
biomarkersaLHeartXL2017XLdcfXLdejkYdekh 5.1 27

112 vommonLcodingLvariantLinLincreasesLtheLriskLforLlargeLarteryLstrokeaLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2017XLddgXLfidfYfidk 11.5 28

111 SystematicLxvaluationLofLPleiotropyLIdentifiesLiLyurtherLLociLtssociatedLWith´ voronaryL
trtery´ wiseaseaLJournalhofhthehAmericanhCollegehofhCardiologyXL2017XLilXLkefYkfi 15.1 146

110 wiscoveryLofLnovelLheartLrateYassociatedLlociLusingLtheLxxomeLvhipaLHumanhMolecularhGeneticsXL2017
XLeiXLefgiYefif 5.6 17

109 LargeYscaleLanalysesLofLcommonLandLrareLvariantsLidentifyLdeLnewLlociLassociatedLwithLatrialL
fibrillationaLNaturehGeneticsXL2017XLglXLlgiYlhe 36.3 176

108 zenomeYwideLmetaYanalysisLofLegdXehkLadultsLaccountingLforLsmokingLbehaviourLidentifiesLnovelL
lociLforLobesityLtraitsaLNaturehCommunicationsXL2017XLkXLdgljj 17.4 105

107 dcccLzenomesYbasedLmetaYanalysisLidentifiesLdcLnovelLlociLforLkidneyLfunctionaLScientifichReportsXL
2017XLjXLghcgc 4.9 70

106 zeneticLlociLassociatedLwithLheartLrateLvariabilityLandLtheirLeffectsLonLcardiacLdiseaseLriskaLNatureh
CommunicationsXL2017XLkXLdhkch 17.4 50

105
uloodLpathwayLanalysesLrevealLdifferencesLbetweenLprediabeticLsubjectsLwithLorLwithoutL
dyslipidaemiaaLTheLvardiovascularLRiskLinLYoungLyinnsLStudyaLDiabetes/MetabolismhResearchhandh
ReviewsXL2017XLffXLeeldg

7.5 2

104 wNtLmethylationLsignaturesLinLperipheralLbloodLstronglyLpredictLallYcauseLmortalityaLNatureh
CommunicationsXL2017XLkXLdgidj 17.4 148

103 andLLociLIdentifiedLthroughLLargeYScaleLxxomeLvhipLtnalysisLRegulateLκidneyLwevelopmentLandL
yunctionaLJournalhofhthehAmericanhSocietyhofhNephrology:hJASNXL2017XLekXLlkdYllg 12.7 30

102 xpigenomeYwideLassociationLstudyLofLbodyLmassLindexXLandLtheLadverseLoutcomesLofLadiposityaL
NatureXL2017XLhgdXLkdYki 50.4 511

(2017-2018)
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101 xvidenceLforLStressYlikeLtlterationsLinLtheL PtYtxisLinLWomenLTakingLOralLvontraceptivesaLScientifich
ReportsXL2017XLjXLdgddd 4.9 24

100 xxomeYwideLassociationLstudyLofLplasmaLlipidsLinLqfccXcccLindividualsaLNaturehGeneticsXL2017XLglXLdjhkYdjii36.3 310

99 RLYSκtTmLtnLxxactLandLxfficientLScoreLTestLforL eritabilityLandLSetLTestsaLGeneticsXL2017XLecjXLdejhYdekf4 12

98 zeneticLInteractionsLwithLtgeXLSexXLuodyLMassLIndexXLandL ypertensionLinLRelationLtoLttrialL
yibrillationmLTheLtyzenLvonsortiumaLScientifichReportsXL2017XLjXLddfcf 4.9 14

97 zeneticLvariantsLincludingLmarkersLfromLtheLexomeLchipLandLmetaboliteLtraitsLofLtypeLeLdiabetesaL
ScientifichReportsXL2017XLjXLicfj 4.9 10

96 yifteenLzeneticLLociLtssociatedLWithLtheLxlectrocardiographicLPLWaveaLCirculation:hCardiovascularh
GeneticsXL2017XLdcXL 24

95 InfluenceLofLStorageLandLInterYLandLIntraYtssayLVariabilityLonLtheLMeasurementLofLInflammatoryL
uiomarkersLinLPopulationYuasedLuiobankingaLBiopreservationhandhBiobankingXL2017XLdhXLhdeYhdk 2.1 3

94 zenomeYwideLmethylationLdataLmirrorLancestryLinformationaLEpigeneticshandhChromatinXL2017XLdcXLd 5.8 48

93 TheLOncotrrayLvonsortiummLtLNetworkLforLUnderstandingLtheLzeneticLtrchitectureLofLvommonL
vancersaLCancerhEpidemiologyhBiomarkershandhPreventionXL2017XLeiXLdeiYdfh 4 183

92 pulvermLanLRLpackageLforLparallelLultraYrapidLpYvalueLcomputationLforLlinearLregressionLinteractionL
termsaLBMChBioinformaticsXL2017XLdkXLgel 3.6 0

91 TheLdynamicsLofLsmokingYrelatedLdisturbedLmethylationmLaLtwoLtimeYpointLstudyLofLmethylationL
changeLinLsmokersXLnonYsmokersLandLformerLsmokersaLBMChGenomicsXL2017XLdkXLkch 4.5 50

90 zeneticallyLdefinedLelevatedLhomocysteineLlevelsLdoLnotLresultLinLwidespreadLchangesLofLwNtL
methylationLinLleukocytesaLPLoShONEXL2017XLdeXLecdkegje 3.7 8

89 uayesianLandLfrequentistLanalysisLofLanLtustrianLgenomeYwideLassociationLstudyLofLcolorectalL
cancerLandLadvancedLadenomasaLOncotargetXL2017XLkXLlkiefYlkifg 3.3 12

88 tLwholeYbloodLtranscriptomeLmetaYanalysisLidentifiesLgeneLexpressionLsignaturesLofLcigaretteL
smokingaLHumanhMolecularhGeneticsXL2016XLehXLgiddYgief 5.6 58

87 xpigeneticLSignaturesLofLvigaretteLSmokingaLCirculation:hCardiovascularhGeneticsXL2016XLlXLgfiYggj 442

86 vharacterizationLofLtheLmetabolicLprofileLassociatedLwithLserumLehYhydroxyvitaminLwmLaL
crossYsectionalLanalysisLinLpopulationYbasedLdataaLInternationalhJournalhofhEpidemiologyXL2016XLghXLdgilYdgkd7.8 14

85 heLzeneticLLociLInfluencingLMyocardial´ MassaLJournalhofhthehAmericanhCollegehofhCardiologyXL2016XL
ikXLdgfhYdggk 15.1 76

84 zeneYgeneLInteractionLtnalysesLforLttrialLyibrillationaLScientifichReportsXL2016XLiXLfhfjd 4.9 11
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83 zenomeYwideLstudyLforLcirculatingLmetabolitesLidentifiesLieLlociLandLrevealsLnovelLsystemicLeffectsL
ofLLPtaLNaturehCommunicationsXL2016XLjXLdddee 17.4 335

82 NovelLmultipleLsclerosisLsusceptibilityLlociLimplicatedLinLepigeneticLregulationaLSciencehAdvancesXL
2016XLeXLedhcdijk 14.3 75

81 MendelianLinheritanceLofLtrimodalLvpzLmethylationLsitesLsuggestsLdistalLcisYactingLgeneticLeffectsaL
ClinicalhEpigeneticsXL2016XLkXLdeg 7.7 8

80 MtSPdXLT uSdXLzPLwdLandLtpotYIVLareLnovelLbiomarkersLassociatedLwithLprediabetesmLtheLκORtL
ygLstudyaLDiabetologiaXL2016XLhlXLdkkeYle 10.3 40

79 zenomeYWideLtssociationLtnalysisLofLYoungYOnsetLStrokeLIdentifiesLaLLocusLonLvhromosomeL
dcqehLNearL tuPeaLStrokeXL2016XLgjXLfcjYdi 6.7 39

78 LociLassociatedLwithLischaemicLstrokeLandLitsLsubtypesLTSizNUmLaLgenomeYwideLassociationLstudyaL
LancethNeurologyvhTheXL2016XLdhXLdjgYdkg 24.1 159

77 zenomeYwideLtssociationLStudiesLIdentifyLzeneticLLociLtssociatedLWithLtlbuminuriaLinLwiabetesaL
DiabetesXL2016XLihXLkcfYdj 0.9 96

76 zeneticLassociationsLatLhfLlociLhighlightLcellLtypesLandLbiologicalLpathwaysLrelevantLforLkidneyL
functionaLNaturehCommunicationsXL2016XLjXLdccef 17.4 295

75  armonisingLandLlinkingLbiomedicalLandLclinicalLdataLacrossLdisparateLdataLarchivesLtoLenableL
integrativeLcrossYbiobankLresearchaLEuropeanhJournalhofhHumanhGeneticsXL2016XLegXLhedYk 5.3 19

74 tLmetaYanalysisLofLdecLegiLindividualsLidentifiesLdkLnewLlociLforLfibrinogenLconcentrationaLHumanh
MolecularhGeneticsXL2016XLehXLfhkYjc 5.6 54

73 PrenatalLandLearlyLlifeLinfluencesLonLepigeneticLageLinLchildrenmLaLstudyLofLmotherYoffspringLpairsL
fromLtwoLcohortLstudiesaLHumanhMolecularhGeneticsXL2016XLehXLdldYecd 5.6 153

72 treLxpigeneticLyactorsLImplicatedLinLvhronicLWidespreadLPainraLPLoShONEXL2016XLddXLecdihhgk 3.7 14

71 wNtLmethylationYbasedLmeasuresLofLbiologicalLagemLmetaYanalysisLpredictingLtimeLtoLdeathaLAgingXL
2016XLkXLdkggYdkih 5.6 531

70
zenomeYWideLtnalysisLofLwNtLMethylationLandLyineLParticulateLMatterLtirLPollutionLinLThreeLStudyL
PopulationsmLκORtLyfXLκORtLygXLandLtheLNormativeLtgingLStudyaLEnvironmentalhHealthhPerspectives
XL2016XLdegXLlkfYlc

8.4 113

69 xpigeneticLSignaturesLatLtQPfLandLSOvSfLxngageLinLLowYzradeLInflammationLacrossLwifferentL
TissuesaLPLoShONEXL2016XLddXLecdiicdh 3.7 10

68 tssociationLbetweenLwNtLMethylationLinLWholeLuloodLandLMeasuresLofLzlucoseLMetabolismmLκORtL
ygLStudyaLPLoShONEXL2016XLddXLecdhefdg 3.7 50

67 TheLPharmacogeneticLyootprintLofLtvxLInhibitionmLtLPopulationYuasedLMetabolomicsLStudyaLPLoSh
ONEXL2016XLddXLecdhfdif 3.7 9

66 wNtLmethylationLsignaturesLofLchronicLlowYgradeLinflammationLareLassociatedLwithLcomplexL
diseasesaLGenomehBiologyXL2016XLdjXLehh 18.3 171

(2016-2016)
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65 uloodLhsaYmiRYdeeYhpLandLhsaYmiRYkkhYhpLlevelsLassociateLwithLfattyLliverLandLrelatedLlipoproteinL
metabolismYTheLYoungLyinnsLStudyaLScientifichReportsXL2016XLiXLfkeie 4.9 42

64
SelectedLsingleYnucleotideLpolymorphismsLinLyOXxdXLSxRPINthXLyTOXLxVPLXLTIvtMdLandLSvtRudL
areLassociatedLwithLpapillaryLandLfollicularLthyroidLcancerLriskmLreplicationLstudyLinLaLzermanL
populationaLCarcinogenesisXL2016XLfjXLijjYikg

4.6 26

63 vodingLVariationLinLtNzPTLgXLLPLXLandLSVxPdLandLtheLRiskLofLvoronaryLwiseaseaLNewhEnglandh
JournalhofhMedicineXL2016XLfjgXLddfgYgg 59.2 325

62 vystatinLvLandLvardiovascularLwiseasemLtLMendelianLRandomizationLStudyaLJournalhofhthehAmericanh
CollegehofhCardiologyXL2016XLikXLlfgYgh 15.1 65

61 tnalysisLwithLtheLexomeLarrayLidentifiesLmultipleLnewLindependentLvariantsLinLlipidLlociaLHumanh
MolecularhGeneticsXL2016XLehXLgclgYgdci 5.6 14

60 wNtLmethylationLofLlipidYrelatedLgenesLaffectsLbloodLlipidLlevelsaLCirculation:hCardiovascularh
GeneticsXL2015XLkXLffgYge 122

59 LayeredLgeneticLcontrolLofLwNtLmethylationLandLgeneLexpressionmLaLlocusLofLmultipleLsclerosisLinL
healthyLindividualsaLHumanhMolecularhGeneticsXL2015XLegXLhjffYgh 5.6 11

58 wirectionalLdominanceLonLstatureLandLcognitionLin´ diverseLhumanLpopulationsaLNatureXL2015XLhefXLghlYgie50.4 119

57 tLmetaYanalysisLofLgeneLexpressionLsignaturesLofLbloodLpressureLandLhypertensionaLPLoShGeneticsXL
2015XLddXLedcchcfh 6 83

56
PrenatalLexposureLtoLmaternalLcigaretteLsmokingLandLwNtLmethylationmLepigenomeYwideL
associationLinLaLdiscoveryLsampleLofLadolescentsLandLreplicationLinLanLindependentLcohortLatLbirthL
throughLdjLyearsLofLageaLEnvironmentalhHealthhPerspectivesXL2015XLdefXLdlfYl

8.4 127

55
VitaminLxLsupplementationLisLassociatedLwithLlowerLlevelsLofLvYreactiveLproteinLonlyLinLhigherL
dosagesLandLcombinedLwithLotherLantioxidantsmLTheLvooperativeL ealthLResearchLinLtheLRegionLofL
tugsburgLTκORtULygLstudyaLBritishhJournalhofhNutritionXL2015XLddfXLdjkeYld

3.6 13

54
tLgenomeYwideLexpressionLquantitativeLtraitLlociLanalysisLofLproproteinLconvertaseLsubtilisinbkexinL
enzymesLidentifiesLaLnovelLregulatoryLgeneLvariantLforLyURINLexpressionLandLbloodLpressureaL
HumanhGeneticsXL2015XLdfgXLiejYfi

6.3 24

53 MultiYomicLsignatureLofLbodyLweightLchangemLresultsLfromLaLpopulationYbasedLcohortLstudyaLBMCh
MedicineXL2015XLdfXLgk 11.4 51

52 PredictingLsuddenLcardiacLdeathLusingLcommonLgeneticLriskLvariantsLforLcoronaryLarteryLdiseaseaL
EuropeanhHearthJournalXL2015XLfiXLdiilYjh 9.5 19

51 zeneticLevidenceLforLPLtSMINOzxNLasLaLsharedLgeneticLriskLfactorLofLcoronaryLarteryLdiseaseLandL
periodontitisaLCirculation:hCardiovascularhGeneticsXL2015XLkXLdhlYij 61

50 TransYancestryLgenomeYwideLassociationLstudyLidentifiesLdeLgeneticLlociLinfluencingLbloodLpressureL
andLimplicatesLaLroleLforLwNtLmethylationaLNaturehGeneticsXL2015XLgjXLdekeYdelf 36.3 223

49 TheLtranscriptionalLlandscapeLofLageLinLhumanLperipheralLbloodaLNaturehCommunicationsXL2015XLiXLkhjc 17.4 335

48 MolecularLvharacterizationLofLtheLNLRvgLxxpressionLinLRelationLtoLInterleukinYdkLLevelsaL
Circulation:hCardiovascularhGeneticsXL2015XLkXLjdjYei 18
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47 tLgenomeYwideLassociationLstudyLrevealsLeLnewLsusceptibilityLlociLforLatopicLdermatitisaLJournalhofh
AllergyhandhClinicalhImmunologyXL2015XLdfiXLkceYi 11.5 32

46 vharacterizationLofLwholeYgenomeLautosomalLdifferencesLofLwNtLmethylationLbetweenLmenLandL
womenaLEpigeneticshandhChromatinXL2015XLkXLgf 5.8 111

45
tctivatedLimmuneYinflammatoryLpathwaysLareLassociatedLwithLlongYstandingLdepressiveLsymptomsmL
xvidenceLfromLgeneYsetLenrichmentLanalysesLinLtheLYoungLyinnsLStudyaLJournalhofhPsychiatrich
ResearchXL2015XLjdXLdecYh

5.2 17

44 zenomeYwideLmetaYanalysisLidentifiesLsixLnovelLlociLassociatedLwithLhabitualLcoffeeLconsumptionaL
MolecularhPsychiatryXL2015XLecXLigjYihi 15.1 167

43 RareLandLlowYfrequencyLvariantsLandLtheirLassociationLwithLplasmaLlevelsLofLfibrinogenXLyVIIXLyVIIIXL
andLvWyaLBloodXL2015XLdeiXLedlYel 2.2 45

42 SuccessfulLReplicationLofLzWtSL itsLforLMultipleLSclerosisLinLdcXcccLzermansLUsingLtheLxxomeL
trrayaLGenetichEpidemiologyXL2015XLflXLicdYk 2.6 9

41 PreYanalyticalLsampleLqualitymLmetaboliteLratiosLasLanLintrinsicLmarkerLforLprolongedLroomL
temperatureLexposureLofLserumLsamplesaLPLoShONEXL2015XLdcXLecdedglh 3.7 65

40 MitochondrialLzWtLtnalysisLofLLipidLProfileLIdentifiesLzeneticLVariantsLtoLueLtssociatedLwithL wLL
vholesterolLandLTriglycerideLLevelsaLPLoShONEXL2015XLdcXLecdeielg 3.7 6

39 TheLInfluenceLofLtgeLandLSexLonLzeneticLtssociationsLwithLtdultLuodyLSizeLandLShapemLtL
LargeYScaleLzenomeYWideLInteractionLStudyaLPLoShGeneticsXL2015XLddXLedcchfjk 6 220

38 zenomeYWideLtssociationLStudyLwithLTargetedLandLNonYtargetedLNMRLMetabolomicsLIdentifiesLdhL
NovelLLociLofLUrinaryL umanLMetabolicLIndividualityaLPLoShGeneticsXL2015XLddXLedcchgkj 6 66

37 InterleukinYiLandLmicroRNtLprofilesLinducedLbyLoralLbacteriaLinLhumanLatheromaLderivedLandL
healthyLsmoothLmuscleLcellsaLSpringerPlusXL2015XLgXLeci 5

36 tssociationsLbetweenLtheLdjqedLregionLandLallergicLrhinitisLinLhLbirthLcohortsaLJournalhofhAllergyhandh
ClinicalhImmunologyXL2015XLdfhXLhjfYi 11.5 12

35 ModulationLofLgeneticLassociationsLwithLserumLurateLlevelsLbyLbodyYmassYindexLinLhumansaLPLoSh
ONEXL2015XLdcXLecddljhe 3.7 31

34 TheLprevalenceLofLmetabolicLsyndromeLandLmetabolicallyLhealthyLobesityLinLxuropemLaLcollaborativeL
analysisLofLtenLlargeLcohortLstudiesaLBMChEndocrinehDisordersXL2014XLdgXLl 3.3 311

33 wNtLmethylationLandLbodyYmassLindexmLaLgenomeYwideLanalysisaLLancetvhTheXL2014XLfkfXLdllcYk 40 569

32
uloodLmicroRNtLprofileLassociatesLwithLtheLlevelsLofLserumLlipidsLandLmetabolitesLassociatedLwithL
glucoseLmetabolismLandLinsulinLresistanceLandLpinpointsLpathwaysLunderlyingLmetabolicLsyndromemL
theLcardiovascularLriskLinLYoungLyinnsLStudyaLMolecularhandhCellularhEndocrinologyXL2014XLfldXLgdYl

4.4 50

31 tnLatlasLofLgeneticLinfluencesLonLhumanLbloodLmetabolitesaLNaturehGeneticsXL2014XLgiXLhgfYhhc 36.3 695

30 NovelLlociLaffectingLironLhomeostasisLandLtheirLeffectsLinLindividualsLatLriskLforLhemochromatosisaL
NaturehCommunicationsXL2014XLhXLglei 17.4 121

(2014-2015)
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29 ParentYofYoriginYspecificLallelicLassociationsLamongLdciLgenomicLlociLforLageLatLmenarcheaLNatureXL
2014XLhdgXLleYlj 50.4 401

28 OnLtheLpotentialLofLmodelsLforLlocationLandLscaleLforLgenomeYwideLwNtLmethylationLdataaLBMCh
BioinformaticsXL2014XLdhXLefe 3.6 11

27 wefiningLtheLroleLofLcommonLvariationLinLtheLgenomicLandLbiologicalLarchitectureLofLadultLhumanL
heightaLNaturehGeneticsXL2014XLgiXLddjfYki 36.3 1339

26 MetabolomicsLapproachLrevealsLeffectsLofLantihypertensivesLandLlipidYloweringLdrugsLonLtheL
humanLmetabolismaLEuropeanhJournalhofhEpidemiologyXL2014XLelXLfehYfi 12.1 51

25 TelomereLlengthLinLcirculatingLleukocytesLisLassociatedLwithLlungLfunctionLandLdiseaseaLEuropeanh
RespiratoryhJournalXL2014XLgfXLlkfYle 13.6 83

24 zeneticLassociationLstudyLofLQTLintervalLhighlightsLroleLforLcalciumLsignalingLpathwaysLinL
myocardialLrepolarizationaLNaturehGeneticsXL2014XLgiXLkeiYfi 36.3 199

23 MappingLtheLgeneticLarchitectureLofLgeneLregulationLinLwholeLbloodaLPLoShONEXL2014XLlXLelfkgg 3.7 27

22 MitochondrialLgeneticLvariantsLidentifiedLtoLbeLassociatedLwithLuMILinLadultsaLPLoShONEXL2014XLlXLedchddi3.7 21

21 NoLevidenceLforLgenomeYwideLinteractionsLonLplasmaLfibrinogenLbyLsmokingXLalcoholLconsumptionL
andLbodyLmassLindexmLresultsLfromLmetaYanalysesLofLkcXicjLsubjectsaLPLoShONEXL2014XLlXLeddddhi 3.7 5

20 dipddaeLiccLkbLwuplicationsLconferLriskLforLtypicalLandLatypicalLRolandicLepilepsyaLHumanhMolecularh
GeneticsXL2014XLefXLicilYkc 5.6 45

19 RestlessLlegsLsyndromeYassociatedLintronicLcommonLvariantLinLMeisdLaltersLenhancerLfunctionLinL
theLdevelopingLtelencephalonaLGenomehResearchXL2014XLegXLhleYicf 9.7 79

18
vompoundLheterozygosityLofLlowYfrequencyLpromoterLdeletionsLandLrareLlossYofYfunctionL
mutationsLinLTXNLgtLcausesLuurnYMcκeownLsyndromeaLAmericanhJournalhofhHumanhGeneticsXL2014XL
lhXLilkYjcj

11 45

17 wNtLmismatchLrepairLgeneLMS iLimplicatedLinLdeterminingLageLatLnaturalLmenopauseaLHumanh
MolecularhGeneticsXL2014XLefXLeglcYj 5.6 35

16 wataS IxLwmLtakingLtheLanalysisLtoLtheLdataXLnotLtheLdataLtoLtheLanalysisaLInternationalhJournalhofh
EpidemiologyXL2014XLgfXLdlelYgg 7.8 116

15 xpigeneticsLmeetsLmetabolomicsmLanLepigenomeYwideLassociationLstudyLwithLbloodLserumL
metabolicLtraitsaLHumanhMolecularhGeneticsXL2014XLefXLhfgYgh 5.6 147

14 MetaboliteLprofilingLrevealsLnewLinsightsLintoLtheLregulationLofLserumLurateLinLhumansaL
MetabolomicsXL2014XLdcXLdgdYdhd 4.7 36

13 MetaYanalysisLofLgenomeYwideLassociationLstudiesLidentifiesLtenLlociLinfluencingLallergicL
sensitizationaLNaturehGeneticsXL2013XLghXLlceYlci 36.3 191

12 zenomeYwideLassociationLanalysesLidentifyLdkLnewLlociLassociatedLwithLserumLurateLconcentrationsaL
NaturehGeneticsXL2013XLghXLdghYhg 36.3 505
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11 wataLharmonizationLandLfederatedLanalysisLofLpopulationYbasedLstudiesmLtheLuioS aRxLprojectaL
EmerginghThemeshinhEpidemiologyXL2013XLdcXLde 3.9 80

10 yTOXLobesityLandLtheLadolescentLbrainaLHumanhMolecularhGeneticsXL2013XLeeXLdchcYk 5.6 40

9 TobaccoLsmokingLleadsLtoLextensiveLgenomeYwideLchangesLinLwNtLmethylationaLPLoShONEXL2013XLkXLeifkde3.7 523

8 wiscoveryLandLfineLmappingLofLserumLproteinLlociLthroughLtransethnicLmetaYanalysisaLAmericanh
JournalhofhHumanhGeneticsXL2012XLldXLjggYhf 11 58

7 vomprehensiveLcatalogLofLxuropeanLbiobanksaLNaturehBiotechnologyXL2011XLelXLjlhYj 44.5 65

6 zenomeYwideLassociationLstudyLidentifiesLtwoLnovelLregionsLatLddpdhahYpdfLandLdpfdLwithLmajorL
impactLonLacuteYphaseLserumLamyloidLtaLPLoShGeneticsXL2010XLiXLedccdedf 6 20

5 wiscoveringLpatternsLofLpleiotropyLinLgenomeYwideLassociationLstudies 1

4 NetworkLreconstructionLforLtransLactingLgeneticLlociLusingLmultiYomicsLdataLandLpriorLinformation 3

3 zenomeYwideLassociationLstudiesLidentifyLdfjLlociLforLwNtLmethylationLbiomarkersLofLageing 8

2 xpigeneticLscoresLforLtheLcirculatingLproteomeLasLtoolsLforLdiseaseLprediction 2

1 MultiYancestryLanalysisLofLgeneYsleepLinteractionsLinLdeiXleiLindividualsLidentifiesLmultipleLnovelL
bloodLlipidLlociLthatLcontributeLtoLourLunderstandingLofLsleepYassociatedLadverseLbloodLlipidLprofile 1
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