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Nonadditivity of the Interaction. Journal of Physical Chemistry B, 1997, 101, 9670-9677

Toward Improved Description of DNA Backbone: Revisiting Epsilon and Zeta Torsion Force Field
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319 Journal of Chemical Theory and Computation, 2015, 11, 4972-91 4 74

Theoretical studies of RNA catalysis: hybrid QM/MM methods and their comparison with MD and
QM. Methods, 2009, 49, 202-16

Non-Watson-Crick base pairing in RNA. quantum chemical analysis of the cis Watson-Crick/sugar 3
317 edge base pair family. Journal of Physical Chemistry A, 2005, 109, 2292-301 2 74

Outer-Shell and Inner-Shell Coordination of Phosphate Group to Hydrated Metal lons (Mg2+, Cu2+,
Zn2+, Cd2+) in the Presence and Absence of Nucleobase. The Role of Nonelectrostatic Effects.
Journal of Physical Chemistry B, 2003, 107, 1913-1923

. Molecular Dynamics of Hemiprotonated Intercalated Four-Stranded i-DNA: Stable Trajectories on a 6
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